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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24845 


55213 


A 


24983 


1 


2180 


METLNLYADLRSVTGEALLLL 

DEPGVGVDPISRRELWQMVHE 

LAGEGMLILWSTSYLDEAEQCR 

DVLLMNEGELLYQGEPKALTQ 

TMAGRSFLMTSPHEGNRK.LLQ 

RALKLPQVSDGMIQGKSMVGI 

KDTIDSVGHLRTMINTVKSVRP 

SFSVFCGYDDHLLNTMLLGGD 

GAITASANFAPELSVGIYRAWR 

EGDLATAATLNKKLLQLPAIYA 

LETPFVSLIKYSMQCVGLPVET 

YCLPP1LEASEEAKDKNRPLVD 

LEHAALQVGKGIIPPPLREYGAS 

EVRSVTRAFNHMAAGVKQLAD 

DRTLLMAGVSHDLRTPLTRIRL 

ATEMMSEQDGYLAESINKDIEE 

CNAI1EQFIDYLRTGQEMPMEM 

ADLNAVLGEVIAAESGYEREIE 

TALYPGSIEVKMHPLSIKRAVA 

NMVVNAARYGNGWIKVSSGTE 

PNRAVVFQVEDDGPG1APEQRK 

HLFQPFVRGDSARTISGTGLGL 

AIVQRIGDNHNGMLELGTSERG 

\GLSIRAWLPVPGTRAQGTTKE 

GAREDAVEFFAKLGFVNQGEIT 

TPTTTPIRH FLMIKPVATLDDIL 

HRGDWCAQLQQAWYEHIPLSE 

KMGVRIQQYTGQKF1TTMPETG 

NQNPHHTLFAGSLFSLATLTGW 

GL1WLMLRERHLGGT11LADAH1 

RYSKP1SGKPHAVADLGALSGD 

LDRLARGRKARVQMQVEIFGD 


24846 


55214 


A 


24984 


875 


1150 




24847 


55215 


A 


24985 


1507 


1974 











— 
















T491 





RECRYATNGKNNGCCRSAGSD 
FSSRLRYVR*PFIYTQ* SCGIGH 
CPGTDIRAKIRRTARFIKNYGTY 
CPS 


24850 


55218 


A 


24988 


1 


1758 




24851 


55219 


A 


24989 


1773 


2165 


PSRGVEVNSGWNWQATNRRVI 
RNFDDLDQLIIPGTARNAQTCIF 
NFVTVTMTLNNCRRIVQLANQ/ 
DYRQPTGTAVAETHGTAEIALL 
ATNFNVAVFIAPLGNQRHNRVL 
TVWHKFRRVGVLHVGNMASVI 
N 


24852 


55220 


A 


24990 




141 


SPGK1RPV1AAAMKQIKEFMSP 
DSDFFRYMKTPTSATR* YNDCG 
TGQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24853 


55221 


A 


24991 


1430 


1933 


PTIVCMGSLTMPDSACMAPFPPS 
AVRRWNSSFPPTFSAHTSSPCA 
CYPRCYRTVKGVL**HHR*W/V 
LISTPGRGAYAASKYALEAWSD 
ALRMELRHSG1KVSLIEPGPIRT 
RFTDNVNQTQSDKPVENPGIAA 
RFTLGPEAVVDKVRHAFISEKP 
KMRYPVTHGDLWR 


24854 


55222 


A 


24992 


1318 


4265 


LAIVALFLDLQNHIFSKGFWPS 

DKFYAAKVEEQNQRHQRYHGT 

SYNLEPDIKSSPGGLRDIHTLQ 

WVARRHFGATSLDEMVGFGFL 

TSAERAELNECLHILWRIRFAL 

HLVVSRYDNRLLCVHPTLLTTL 

DIHGEAQIWRREVSSRYGQYPK 

AQAAQPDQLMSDYFFRVSLAM 

QNKTLLFSLDDTLVNNALQTLN 

KTRPAMVDVIPTDGIVPLYINPQ 

G1AKLLRNETLTSLPKNLEPVFY 

NAAQTLLMPK.LDAL 


24855 


55223 


A 


24993 


1 


454 


MG FDDTRDRALFEDSAMSQQP 
TVPDRLRWLLQTFKYQKNIRI* 
STPRKKPMRHS1WN1WGSRRC 
WSN PKRTFMSIS VRGNMAAIM 
SFHTSAVMRSHCSILTT1KSRW 
ATLNTL1LR 






^ — 


24994 


65 


330 




24357 


55225 








1998 




24858 


55226 


A 


24996 


1175 


1877 


QQ VPQK.G PG RAKRHLH A AG W 
HWHQRDRCPEEKNVRQ*RRYR 
AVRFIII 


24859 


55227 


B 


24997 


1 


3117 




24860 


55228 


A 


24998 


1888 


2412 


ARFKHVGDGTVTHRLFRRAAQ 
IVRVV*RAVSHRQHFTGVDIHQ 
HGATRFSLVKGHRIVQFAINQR 
LQAFrNTQRQVVRSLAVSRRNI 
FNYATIAVFTHNALTRLPGKPFI 
ETLLNALNPLTEHAARDLEDSP 
VRITAYIEDVDALAQAGADIIAI 
DGTDRPRPVPVETLLARJHH 


24861 


55229 


A 


24999 


1 


2457 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24862 


55230 


A 


25000 


1 


3019 


MAALRQSFWSQLFDRVH1GLD 
FFDASINRIAAWV1GTRNMKKA 
LLRALLEPTAELRNWKRRAITL 
RVWHCWKSRNRCRGRRSGKCI 
ANVT1RQQDHQIETVFINQRLH 
ERMFPPFVLFAERLSGDEDLGL 
KAPILEALNDLGYEKPSPIQAEC 
1PHLLNGRDVLGMAQTGSGKT 
A AFSLPLLQNLDPELKAPQI L VL 
APTRELAVQVAEAMTDFSKHM 
RGV1MVVALYGGQRYDVQLRA 
LRQGPQIVVGTPGRLLD 


24863 


55231 


A 


25001 


60 


545 


PSPFTAGASMAVERSTG\HEGE 
LVLETLV1DGDENT/CAGTRRSL 
RAN A * CLFHPFRAG AEKL AEE V 
WFCRYPHCGCEQNTTTEEQRR 
TEWMVTESLADFLDPHDPGKT 
VEGYPAPKRARNRNRAEDHRQ 
RLRHRTRKKQTHGQRRRHRPE 
PAQRQPQTGTTD 


24864 


55232 


A 


25002 


1410 


1575 




24865 


55233 


A 


25003 


200 


691 




24866 


55234 


A 


25004 


1336 


2028 




24867 


55235 


A 


25005 


1 


345 




24868 


55236 


A 


25006 


671 


1204 


RTSDKLPFCRRSRMENLARFLS 
TTLKQLRQQRGWSLSRLAEAT 
GVSKAMLGQIERNESSPTVATL 
WK1ATGLNVPFSTF1SPPQSAT/P 
SLFPYDPQLCFEHLA1QMASGAI 
SESTPHEKGV1EH V V VI DGQLD 
LCVDGEWHTLNCGEGVRFAAD 
VTH1YRNGGEQTVHFHSLIHYP 
RS 


24869 


55237 


A 


25007 


2251 


2466 




24870 


55238 


A 


25008 


181 


626 


WQNFDTCGGDMLDKLDAALR 
FQQEALNLRAQRQEVLAAN1A 
NADTPGYQARDIDFASELKKV 
MQRGRDATSVVALTMTSTQHI 
PAQALTPSTAELQYRI\PANPSL 
DGNTVDMDRERTQFADNSLQY 
QMSLSALSGQIKGMMN VLQSG 
N 


24871 


55239 


A 


25009 


57 


278 




24872 


55240 


A 


25010 


171 


532 


KPVQFAIADGNNQPLALLNIHL 

PVMMLAIAHGPLLPAFPPELLV 

LFDDS/PLSSRVLLINAFSGGSDT 

AMRRAGKGAPAFLLPELPIITV 

VSPFLPQSSPRRKPIMSKRJPSAV 

NQRNPRQ 


24873 


55241 


A 


25011 


1 


648 
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SEQ ID 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


24874 


55242 


A 


25012 


158 


514 


VLQLIKAVWTQRTQKPSWLHP 
VDSAPGLQMELPASPVPCTCTP 
QPLGGRWDWALWSRGWRLLR 
RLGPHRSPRRS*GSGLWPWPAQ 
KGAPIVQRWAKGLLKCHQSGS 
PGRGGAESERGL 




35243 


— 


25013 


1 


693 




24876 


55244 


A 


25014 


119 


304 


DRRRCAHKITVIPKRMTIAG1RL 
PPQTVNPLGNFLRALIASTAGI 
MTAQMVAHSPAPPIP 








2io"n! — 




540 






m^i — 






191 


446 


AKRRLGVYDADCCSIDKTQSLS 
ACTTRNCGAYSKCLCGKYAKP 
VGGIPQPLQESHVR*CCNVMEL 
SPCSDFT**HPPGAVSQPQT 


24879 


55247 


A 


25017 


1 


2259 




24880 


55248 


A 


25018 




1170 




24881 


55249 


A 


25019 




1240 




24882 


55250 


A 


25020 




1259 


MAGPRYPVSVQGAALVQIKRL 
QTFAFSVRWSDGSDTFVRRSW 
DEFRQLKKTLKETFPVEAGLLR 
RSDRVLPKLLGQASLDAPLLGR 
VGRTSRGLARLQLLETYSRRLL 
ATAERVARSPT1TGFFAPQPLDL 
EPALPPGSRVILPTPEEQPLSRA 
AGRLS1HSLEAQSLRCLQPFCTQ 
DTRDRPFQ AQAQESLD VL LRH P 
SGWWLVENEDRQTAWFPAPYL 
EEAAPGQG REGGPSLGSSGPQF 
CASRAYESSRADELSVPAGARV 
RVLETSDRGWWLCRYAGAGPE 
ELDTSARNAGALTRRREIRDAA 
TLLRLGLAYGPGGMSLREVTA 
WAQLHDVATLSDVALLKRLRN 
A ADWFG IL A AQTLAVRA A VTG 
CTSGK/QIASCRWNSNQCARGR 
QR*MATTYGI*SSYLSVH*F*AN 
RQQRR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24883 


55251 


A 


25021 


803 


2061 


AKPAARGGILAAPVRDTLFLYF 

RLKKNQRQEGF INTY P WPKKP 

GIFYMCVPIKGANAQDVAAFC 

VTARGROvNCLWESIARGPALIN 

NRGAARGRCNDRVVEVDHGFA 

VLTFNFQGVSPGEFTQTVDHFD 

FAAFRHTSQTTGQLIDHFLFPGT 

NLVD1GFRFAEDDTVFSQRFGF 

FDNFCYVQQCFRRDTADVQAN 

TAKGVVTFYDYGFQTYWVKV 

LDPGSEVVAEAGDGASAIDLAH 

RLD1DVILLDLNMK.GMSGLDTL 

NALRRDGVTAQIIILTVSDASSD 

VFALIDAGAAGYLLKDSDPEVL 

LEAIRAGAKGSKVFSERVNQYL 

REREMFGAEEDPFSVLTEREL\D 

VLHELAQGLSNKQIASVLNISE 

QTVKVHIRNLLRKLNVRSRVA 

ATILFQSAAFRSRFRRATSDNV 


24884 


55252 


A 


25022 


1 


1569 




24885 


55253 


A 


25023 


2151 


2709 


YLREASETARRQFTLPWILYNF 
RDLTGQDLTPETVTRLALQNEN 
1VGIKDTIDSVGHLRTMINTVKS 
VRPSFSVFCGYDDHLLNTMLLG 
GDGAITASANFAPELSVGIYRA 
WREGDLATAATLNKK.LLQLPA 
I Y ALETPFVSLIKYSMQCVG LPV 
ETYCLPP1LEASEEAKDKVHVL 
LTAQG1LPV 


24886 


55254 


R 


25024 


1 


1201 
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SEQ ID 
NO: 


SEQ II) NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possible nucleotide insertion) 


24887 


55255 


A 


25025 


1 


2209 


MIGEIRDGETAEIAIKAAQTGHL 

VLSTLHTNSTCETLVRLQQMG 

VARWMLSSALTLVIAQRLVRK 

LCPHCRRQQGEPIHIPDNVWPSP 

LPHWQAPGCVHCYHGFYGRTA 

LFEVLPITPVIRQLISANTDVESL 

ETHARQAGMRTLFENGCLAVE 

QGLTTFEELIRVLGMPHGDGAA 

MDREENELGVSCIAVPVFDIHG 

RVPYAVSISLSTSRLKQLYAGLP 

VWCDGSRFFAQKARAIKCKQW 

GYVGAKSRQRWLFYAYDRLRK 

TVVAHVFGERTMATLGRLMSL 

LSPFDVVIWMTDGWPLYESRL 

KGKLHVISKRYTQRIERYNLNL 

RQHLARLGRKSLSFSKSVELHD 

KAAGGVPVLVRELLKAGLLHE 

DVNTVAGFGLSRYTLEPWLNN 

GELDWREGAEK.SLDSNVIASFE 

QPFSHHGGTKVLSGNLGRAVM 

KTSAVPVENQVIEAPAVVFESQ 

HDVMPAFEAGLLDRDCVVVVR 

HQGPKANGMPELHKLMPPLGV 

LLDRCFKIALVTDGRLSGASGK 

VPSAIHVTPEAYDGGLLAKVRD 

GDIIRVNGQTGELTLLVDEAEL 

AAREPHISELSAFTFGTGRGYSA 

AFGVKCPFRKRALSDPCYAMR 

EVADFL1NKGVDGLFYLGTGGE 

FSQMNTAQRMALAEEAVTIVD 

GRVPVLIGVGSPSTDEAVKLAQ 

HAQAYGADGIVAINPYYWKVA 


24888 


55256 


A 


25026 


1 


3395 


MSELPFTIASKRIKYLG1QLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKYIPCSWLGRINIVKMAILAK 

V I YRFNAIPIKLPMTFFKELEKT 

TLKFIWNQKGAASRSNPEPKNK 

LEDHITNSTIYRLSTKSCSVSGL 

KQTLLAESEALTSYSHRVFSAW 

DFGLCGDVHVRLRQRIILYELK 

GQVPALLLDDGTLLTEGVAIM 

QYLADSVPDRQLLAPVNSISRY 

KTIEWLNYIATELHKELKFSFH 

WSTTSHKGLGM 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
cotton for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24889 


55257 


A 


25027 


145 


681 


FNGATQR1FDARGKPSTYIGSIQ 
HVNADVDQRATTLQFFIGK.DTP 
AGNAAATQGAGGGNVNLSQN 
AVGHLFTQLLRIERKTMVK.VV 
GQHLAQFARGIDISRACYHMA 
ARFQCHQGMFVMKTVR*ADA 
NHIRFHCQQHGLR1VPHGCIPVF 
FCQRLPLGKAAVTDSYQFQIRC 
GCSSTKH 


24890 


55258 


A 


25028 


696 


953 


LSGLCSVRRAYPGGRSCPGVP* 
FVGLVARRPGGG*GSCFVLLHP 
QRSGTGGCL*QPPFPGAGAGRK 
IRECIRVGRSAGHAAGGET 


24891 


55259 


A 


25029 




506 


RGKPSTYIGSIQHVNADVDQRA 
TTLQFFIGKDTPAGNAAATQGA 
GGGNVNLSQNAVGHLFTQLLRI 
ERKTMVK.VVGQHLAQFARGID 
ISRACYHMAARFQCHQGMFVM 
KTVR*ADANHIRFHCQQHGLRI 
VPHGC1PVFFCQRLPLGKAAVT 
DSYQFQIRCGCSSTKH 


24892 


55260 


A 


25030 


291 


560 




24893 


55261 


A 


25031 


63 


404 




24894 


55262 


A 


25032 


660 


1073 


LSHECSFWLTNQLVSPRAQTVS 
GELQPAYAHGVLCRQYPSAFE 
KASETPQSSNPCPSSYTIHPTVE 
NFQTCRNQHLSKGCLINAGRA 
GPSPGTGGWGELEVAAAARLQ 
GAWKRHLQSSRPPGQALFASPP 
*WTGSVQ 


24895 


55263 


A 


25033 


272 


511 


GSDTALPSA1AAPLLAAMAWLP 
PRERGTLAH/QVLEHYQLAQLP 
VSAL/QMPLHCPPQAIAHHQQL/ 
EQQALASLQNWGVFHV 


24896 


55264 


A 


25034 


1 


3300 




24897 


55265 


A 


25035 


1117 


1376 


PPPIGLTYSSSASPLSLFCTVRKP 
FSRSCW*QTNSNPISSCPELVTP 
SE* L * PRRS I RLDSLS A VRGF AS 
R1WLSSAITFPSGSLA 


24898 


55266 


A 


25036 


207 


427 


DEHLQQRKKPLFLNYGRTEQA 
SVK*RISWVQNPERSSLC*GILA 
A*NPMSVSGL*LT*HCLSARRY 
ELVCQPK 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24899 


55267 


A 


25037 


2012 


2547 


LKFARPKLWGIFRNRQYHHML 
ERARSQAIDAPALDRGAALGAL 
MRLEHPNASAEAALTMLAQLS 
PAQSGEALHGLLALARHQLAC 
QPAFIAGFSSHLNQLSEADFINA 
LPDLRA AMA WLPPRERGTLA H 
QVLEHYQLAQLPVSALQMPLH 
CPPQAI AHHQQLEQQAL A SLQN 
WGVFHV 


24900 


55268 


A 


25038 


1 


150 


DKASRGRSRQQS/CAVLQPLLVI 
PRQT/WVWSGPPANSSRPGEEG 
PDC*KEN 


24901 


55269 


A 


25039 


1 


150 


DEASRGRNRQQS/CAVLQPLLV 
1PRQT/WVWSGPPANSSRPAEEE 
PDC*KEN 










96 


389 


PCLSP*LYPSGVHKSTFIYGFYN 
T*PCTSQSLFWQHSC*GSITSSS 
YFYLLPEEGTGSNLCCSAASAG 
DTQANRVWSGPPANSSRPAAE 
GHDCWKEN 


24903 


55271 


A 


25041 


1181 


1364 


VSLGNI KFRQTG APLGQSFQRK 

EQSAIFAVLQPPLVIPRQI/WVW 

SGTPADSSRPA AEG PDC * K EN * 

RVNRQPTEWEKIFPIYPYDKGLI 

SRIYKELKQIYKXKIKPPHQKV 

GKGYVFSKED1YAANRHMKKC 

SSSLAIREMQIKTTMRYHLTPA 

NRGIEIINCPFLDDAASC1DPTYS 

SNIFPPVNLSWGLPMKPKEVKI 

KRQKKEHLLKDRDFSFQEPIMA 

LRTV1LEILMEKEMDNSQRECIK 

DILTKH L VELSIL ARTFKNTQLP 

ERAIFQIKQYNSVSCGVSEWQL 

EEAQVFWAKKEQSLALSILKQ 

MIKKLDASCAANNPSLKLTYTE 

CLRVCGNWLAETCLENPAVIM 

QTYLEKAVEVAGNYDGESSDE 

LRNGKMKAFLSLARFSDTQYQ 

RIEN YM KSSEFENKQALLKRAK 

EEVGLLREHKIQTNRCPSGTKL 

PEEGTVSNLCCSAASTGDTQAN 

RVWSGTPADSSRPAAEGPDC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24904 


55272 


A 


25042 


42 


963 


VQEGCVRPFCCRSAGVCWRST 
PDSVCLGITSGGCRTAKTAACS 
FLWfCLCPRGTPARCQVECSYTR 
CLS\SLLGGVSQAGGTRVRDPL 
EEEVCPLAELERCAGRSVAVFR 
ASRQEHLRLLKLTSQPPLPPGA 
LSQGDGSFIYKPLTGVAAFLSD 
ALPKRRNLERQSGYSTFEELCF 
QKRTWGRDAVRISDLLLGDHS 
H FGKCPISRLERAENMPVVSEL 
SAAGCSTEVNHVFVG1IWQKGK 
CSKYTAPSKSSVPVSSTRGHVHI 
TVQNPTLVPFVGKLNIDSPIGDR 
NIPVLTAGNCKTLGDLRSFPHN 


24905 


55273 


A 


25043 


98 


352 




24906 


55274 


A 


25044 


3 


414 


PEEALCALAELERCAGRAAALF 
RAERQKRLRLLKLHPQPPLPPG 
ALSQRDGS\LS1SP*LGL\RLSFR 
DALPREQFYRLFTDRSDRVPEN 
S VTDVCH I ESKMEPLRLGP/SN V 
SIMRPSLVCSFTTLVFISSNAQSS 
LVA 


24907 


55275 


A 


25045 


2 


1544 


STTRGSPPQEARQYRHNQAYA 

YSIQGDGAEDDDER1VRFHTRL 

PVFMLPPTPRKTSWIVAPVLEV 

LARA1RHETEIQG1HTGTEDVPV 

SLFADDMIIYLDNLKDSSRKLL 

EV1RDFSKVSGYKINVHESVAL 

LYTNNDYAENHIKNSTPFTIGY 

VLAFVVMVIAVSCVRLLYAHN 

CTQHTSLKHKCQAWVVTTVDA 

A A FMTQ ATREERRi A YSAPGG Y 

FFH I LE VLARTIRQEFCEIQGIQTG 

KEEVKVSLFADDMIIYLENLKD 

SSRKLLEVIKEFSKVSGYKINVD 

SRGSPTDLVIYKEEIVFLIVPKA 

KKSKIKVLASDPLCYAATTWR 

MTI1AGLPVEYNDRFIRGIAVFA 

P WRKTPG I YHQSHDPLC Y A ATT 

WRMTIIAGLPVEYNDRFIRGIA 

VFAPWRKTPGIYHQSHGACLG 

RRSRT1TVVDAQPQVMDMDPT 

CSLFTTGQCLGEPDLLASARRL 

QFFSHQYSIAVLMANARGNSA\ 

LW\DNYGGLIVRADRGSLLLVG 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24908 


55276 


A 


25046 


1 


1228 


MLQSNRTAASHSPSIQPAIQPAI 

QPASQLSIHNLWTQFRHSTKIPV 

EWVNGEWLNGRMPEDHHEWQ 

CNYQNVQQFIDEGNYTSGDNH 

TLRDPHYVEDKGHKYLVFEAN 

TGTENGYQGEESLFNKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALGI I ELNND YTLKK VM 

KPLITSNTRETV DFNGKHIH VR 

GAKLLFPAIQQPYPPLYFGGSSD 

VAQELAAEQVDLYLTWGEPPE 

LVKDFIEQVRAKAAAHGRKIRF 

G 1 RLH V I VRETNDE A WQA A ERL 

ISHLDDETIAKAQAAFARTDSV 

GQQRMAALFTNGKRDNLE1SPN 

LWAGVGLVRGGAGTALVGDG 

PTVAARINEYAALGIDSFVLSG 

YPHLEEAYRVGELLVPLLDVAI 

P\EI PQPQPLNPQG E A LRKK 


24909 


55277 


A 


25047 


1 


1075 


MTIKGEQAKKQLIAAALAQFGE 

YGMNATTREIAAQAGQNIAAIT 

YYFG SKEDLYLACAQWI ADFIG 

EQFRPHAEEAERLFAQPQPDRA 

A1RELILRACRNMIKLLTQDDT 

VNLSKF1SREQLSPTAAYHLVH 

EQEAEHRFAMGELPDEVLEICQ 

RLAKLTEMLRGLAELFLNDLSE 

KTGSHDIVRLHRLILQMNRALG 

MFEAQSKLWRLASLAQSSGAP 

VTKWATREEREGQLHLWFHCV 

GIRVSDQLERLLWRS1PHIIVTS 

ATLRSLNSFSRLQEMSGLKEKA 

GDRFVA/SGFP/HLTTANRAKLL 

FPGCALSLPSTTKSSILPKWRPF 

SVSRWRAKNISVCWYCLPADG 

RCSAFSTM 


24910 


55278 


A 


25048 


530 


642 


LKTLW/PAVQEPVPHRYHGATV 
FRIMQTIFIKQICRLLL*GTAGHF 
VCG ITACH A AE AAHRLT VQPVP 
RI LDQRRPAQLHSRQ VTAAIRQ 
PLHRRQAVRRDAVCQPLLVVC 
VFRLMLPQQFPRLRVLHRLAFA 
GQAAFIVIAIVDGNTVAFAQVA 
DVCQPAVA1ILPLLLCEFSGQVI 
MITLRPPVKAALLYQPVQRIVT 
ED A V AA VQEP VPH RYHG AT VF 
R1MQTIFIKQICRLLL 


24911 


55279 


A 


25049 


1075 


1479 





3309 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24912 


55280 


A 


25050 


2 


588 


RWSSLTSSRYGFCRCPESADKE 

CLHVKSAAGKKATNVGHYAG 

WLRTYSPHLAAHRVNFFFGINA 

HMDQRGPGRLMISCNEACGSA 

CYSNHSYMRNDKHAVRRADSG 

RAEGGGPRVKSV1KAPVITPKK 

KPVVSTLKHWVLMLAWVTCSP 

LTVLASPDGEMFDVMEKYAFSA 

WKWKRLRLA1SQATFHALLPE 

KJG 


24913 


55281 


A 


25051 


912 


1169 




24914 


55282 


B 


25052 


1 


1665 




24915 


55283 


A 


25053 




302 




24916 


55284 


B 


25054 


116 


1534 




24917 


55285 


A 


25055 




1017 


N VQQFIDEGNYTSG DNHTLRDP 
HYVEDKGH KYLVFE ANTGTEN 
GYQGEESLFNKAYYGGGTNFF 
RKESQKLQQSAKKRDAELANG 
ALGIIELNNDYTLKKVMKPLITS 
NTRETVDFNGKHIHVRGAKLLF 
P AIQQPY PPL YFGG S SD V AQEL 
A A EQ VDL Y LT WG DPADIA VNEI 
VEQVRAKAAAHGRKIRFGIRLH 
V1VRETNDEAWQAAERLISHLD 
DETIAKAQAAFXARTDSVGQQR 
MAALHNGKRDNLEISPNLWAG 
VG L V RGG AGTAL VG DG PTV AA 
RINEYAALG1DSFVLSGYPHLEE 
AYRVGELLVPLLDV AI P\E1PQP 
QPLNPQGEALRKK 



3310 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24918 


55286 


A 


25056 




2677 


MVLNRLLTGLFFGSTPPRCHYD 
LIGADPDRTIRSVRLYWRHSLN 
ELISMLPKFNKELTRKLFKLQE 
MLPFLNLHMSPERMLQRMDSE 
KVVTFTTALMTGLSGAMASVL 
LLVMTVVFMLFEVRHVPYKMR 
FALNNPQIHIAGLHRALKGVSH 
YLALKTLLSLWTGVIVWLGLEL 
MGVQFALMWAVLAFLLNYVP 
NIGAV1SAVPPMIQVLLFNGVY 
ECILVGALFLVVHMV1GN1LEPR 
MMGHRLGMSTMVDGVRVLKD 
GTDLNQTGSFYLAARPYAEKN 
GAF1QGVLATFSEADALTRSQR 
EQSIALLAKTMGLPAPVIASLLE 
ISQPVSNHPIRTRLTAEVAALQQ 
QTADLFYENRLVPKKVDIRQRI 
WQ PTRLEG KQF M SLNM F WFLP 
THGDGHYLGTEEGSRPVDHGY 
LQQ1AQAADRLGYTGVLIPTGR 
SCEDAWLVAASMIPVTQR\LKF 
LVALRPSVTSPTVAARQAATLD 
RLSNG RALFNL VTG SDPQEL AG 
DGVFLDHSERYEASAEFTQVW 
RRLLQRETVDFNGKHIHVRGA 
KLLFPAIQQPYPALYFGGSSDV 
AQELAAEQVDLYLTWGEPPEL 
VKEK1EQ VRAKAAAHG RKIRFG 
IRLHVIVRETNDEAWQAAERFV 
LSGYPHLEEA/YRVGELLFPLLD 
VAIPE/IPQPQPLNPQGEAVAND 
LSPRRTVAASGDQLLAGAVGFS 


24919 


55287 


A 


25057 


114 


372 




24920 


55288 


A 


25058 


2270 


2760 


TSPIPSQIRQYSIA/VGSTGNLGL 
SI G IM S A RIGFK VTVH M S AD AR 
AWKKAKLRSHGVTVVEYEQD 
YGVAVEEGRKAAQSDPNCFFID 
DENSRTLFLGYSV/AGQRLKAQ 
FAQQGRIVDADNPLFVYLPCGV 
GGGPGGVAFGLKLAFGDHVHC 
FFAEPTHSPCMLL 


24921 


55289 


B 


25059 


1 


2460 




24922 


55290 


A 


25060 


1 


993 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24923 


55291 


A 


25061 


332 


1349 


ILYDSDIYRFSCRSGGHIPAVIY 

HLSAKRRTMENAKMNSLIAQY 

PLVKDLVALKETT/WGFIPATL 

HGVKGLPYVGLTEQDVQDAH\ 

ARLSRFAPYLAKAFPGKWLPTG 

G I IES\ELG AL\P AMQKRL\EKE Y 

QQPISGQLLLKKDSHLPISGSIK 

ARGGIYEVLAHAEKLALEAGLL 

TLDDDYSKLLSPEFKQFFSQYSI 

AVGSTGNLGLS1GIMSARJGFKV 

TVHMSADARAWKKAKLRSHG 

VTVVEYEQDYGVAVEEGRKAA 

QSDPNCFFIDDENSRTLFLGYSV 

AGQRLKVAQFAQQGRIVDADNP 

LFVYLPCGVGGGPGGVAFGLK 

LAFGDRVHGLQA 


24924 


55292 


A 


25062 


284 


1494 


RLSLPDMFPPVQQFPVSLHRAF 

YRYDKSAYYALR1AGIASRLNP 

RRFSPSILTPERRCVVTLRNDIR 

RDVLRHNQPRSTASTRQARRR 

MKSSCWHMPTTSKPQALSHTS 

NSPTTSISRPNWSYSNVCNRSRT 

MANLSGYNFAYLDEQTKRMIR 

RAILKAVAIPGYQVPFGGREMP 

MPYG\WGTGG1QLTAS\VIGESD 

VLKVIDQGADDTTNAVSIRNFF 

KRVTGVNTTERTDDATVIQTRH 

RJ PETPLTEDQ 1 1 1FQ VPIPEPLRFI 

EPRETETRTMHALEEYGVMQV 

KLYEDIARFGHIATTYAYPVKV 

NGRYVMDPSPIPKFDNPKMDM 

MPALQLFGAGREKRIYAVPPFT 

RVESLDFDDHPFTVQQWDEPC 

AICGSTHSYLDEVVLDDAGNR 

MFVCSDTDY 


24925 


55293 


A 


25063 


1 


333 





3312 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


24926 


55294 


A 


25064 


1368 


2451 


PAHAAPGGGC/VRSLACRFLWN 

MRVTGKSYSTLRRVLSAIWNW 

RMMRC ALTRA L V A FR VR/SSVP 

LAAVLAIYARENGAGTMFEPE 

AAYDEDTSIMNDEEASADNET 

VMSVIDGDKPDHDDDTHPDDE 

PPQPPRGGRPGLRGLTLRWFSV 

AAQRSDILDAVTLSLKVAALAT 

LIALVLGTLAAAALWRRDFFG 

KNA1SLLLLLPIALPGIVTGLALL 

TAFKTINLEPGFFTI V VG H ATFC 

VVVVFNNVIARFRRTSWSLVEA 

SMDLGANGWQTFRYVVLPNLS 

SALLAGGMLAFALSFDEIIVTTF 

TAGHERTLPLWLLNQLGRPRD 

VPVTNVVALLVMLVTTLPILGA 

WWLTAKATYLEKLKV 


24927 


55295 


A 


25065 


1 


2072 


MSEQLTDQVLVERVQKGDQKA 

FNLLVVRYQHKVASLVSRYVP 

SGDVPDVVQEAFIKAYRELTPR 

RPYLLRAFYEWLLDNQLTPHL 

VVDVTLPGVQVPMEYARDGQI 

VLNIAPRAVGNLELANDEVRFN 

ARFGGIPRQVSVPLAAVLAIYA 

RENGAGTMFEPEAAYDEDTSI 

MNDEEASADNETVMSVIDGDK 

PDHDDDTHPDDEPPQPPRGGRP 

ALRVVMVIVAIIFTTKPTAMGIA 

VRFTTAKGETPAIPDVTTTTAVI 

GETARASVVAKCIG1IITTAVPIV 

VKPFANISPATTSVPRFFGLPAS 

SSHTLIGAIIG1GLTNALLTGSSV 

MDALNLREVTKIFSSLIVSPIVG 

LVIAGGLIFLLRRYWSGTKKRD 

RIHRIPEDRKKKKGKRKPPFWT 

RIALIVSAAGVAFSHGANDGQK 

GIGLVMLVLVGIAPAGFVVNM 

NASGYEITRTRDAVTNFAARES 

EASV1RHSNRFIET1NGGRRCSR 

GITLTLHKLR\SAQPLL\AVLNR 

LEQKKPVGLRYDPQAQSLVCLP 

TQTRTGWNLNGFEVGFRPCVR 

LMIYGRSLEAQATASLAAATG 

YDSH1FDLFPASASAQIDTDTAV 

ILLCHDLNRELPVLQAAREAKP 

FYLGALGSYRTHTLRLQKLHEL 

G WS\RQETTQIRAPVG1FPKARD 

AHTLALSVLAEVASVRLHQEE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24928 


55296 




25066 




332 


AGYSTRTALAIVNKPPSSAIPPT 
SGLASRKRNPASNDFNGCSRGC 
GGGGNAGRLNNGSKRSASTPP 
TIRPTNIAPP\AASPKAPPARWN 
VSSSGSAPAPRRRANPETQLR 


24929 


55297 


A 


25067 


1 


3192 


MNKKFKYKKSLLAAILSATLLA 
GCDGGGSGSSSDTPPVDSGTGS 
LPEVKPDPTPNPEPTPEPTPDPE 
PTPEPIPDPEP/TPE/PEPTPEPTPD 
PEPTPEPIPDPEPNQNGAELSYN 
TEKTLTIRDS V FTYTEN ADGT1 S 
LQDSNGRKAT1NLWQ1DEANNT 
VA LEG VSADG ATK. WQ YNHNG 
ELVITGDNATVNNNGKTTVDG 
KDSTGTEINGNNGKV1QDGDLD 
VSGGGHGIDITGDSATVDNKGT 
MTVTDPESM 
















24931 


55299 


A 


25069 


135 


361 


SCSMLAGLCG*GSSSSVS1TTCF 
ALSASTIA*PREPQQALPV*PLA 
LPNSSQDGTPMKATSIFSSPLCT 
RCTRPP 


24932 


55300 


A 


25070 


469 


841 


RWWKQYAAAGFQCMCATAVS 
NLTRPVAA*TAAIPESKSPVLPN 
SPASTVRRS*PVSTMPP1RPGDG 
DHDPRFKAPSGTPHQPPRAGHS 
L\RRHG*TENCTAA*GQLRTPG 
DNGTVM SADTITFP 


24933 


55301 


B 


25071 


1 


2922 




24934 


55302 


A 


25072 


1 


3849 




24935 


55303 


A 


25073 


1 


2280 




24936 


55304 


A 


25074 


672 


1045 


GAVLSINCRTLSPAAASGENVA 
TPPA'TSNNNTPIINKPKPLALAE 
ATGVIIAPKPPSSAAPMASPVTF 
CAVHKPLIRPNIASGVCVCS1VY 
CSNELTALNQPNSARQTTPKIHI 
G1RPNRPMARN 


24937 


55305 


A 


25075 


650 


1465 


RKPICAADICQLSASAGYSTRT 
ALAIVSGLASRKRNPASNDFNG 
CSRGCGGGGNAGRLNNGSKVI 
NVPAAASP*FQATPPVASNKPPl 
MGE1TDPRRTVNMV1APACIKF 
SRPTSAGVAANSAVTPSDAKKP 
SHKPSK*IASNDGSGSSALRHSP 
MKPMPQVPRASKITFLRS*RSA 
STPPTIRPTNIAPPVSVTESPTCQ 
VECVIIWICTGTATPSKPRDTIE 
MKRARNTARNAGCVSAGSSGS 
SAEVGSSNSKTSGSIASARAIET 
RCC 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24938 


55306 


A 


25076 


156 


3092 


LNRRWIANIAKLEAEQARKLK 

KTEKDSLKDEVLHSLLPRAFSR 

FSQTMMWIDTVNGLIMVDCAS 

AKKAEDTLAVLRKSLGSLPVVP 

LSMENPIELTLTEWVRSGSAAQ 

GFQLLDEAELKSLLEDGGVIRA 

KKQDLTSEE1TNHTEAGKVVTK 

LALDWQQRJQFVMCDDGSLKR 

LKFCDELRDQNEDIDREDFAQR 

FDADFILMTGELAALIQNLIEGL 

GGEAQHSGTGSLPEVKPDPTPN 

PEPTPEPTPDPEPTP 




— 





— — 


— 


— — 






553~08 




25078 


— 


280 


l\ l\ l\. V A Lit, 1 TO I., LJM [\ IV V 1\ 1 1/ 

GCHVLPTPVTLVKRRKVSRVD 
AQWKSSV 


















Bl3~R5 — 




2lr5I5 


TTo 


sib" 




J 


— — 





25081 


657 


— 


RRRAALPERSGPGLDHRRVRH/ 

LiCrl V L,r Irv 1 L, V JSJsJvIx. V V U 


24944 


55312 


A 


25082 


756 


938 




24945 


55313 


A 


25083 


781 


1257 




24946 


55314 


B 


25084 


1 


2727 




24947 


55315 


A 


25085 


1 


2286 




24948 


55316 


A 


25086 


1161 


2024 


VRSAVWPCLQRDPDCHHNRCG 
TGGTSRPGPARNPRIEPETCVG\ 
RIRNLGVLLYDADAMERAAST 
ENEKDLYQRQLDVFLDPNDPK 
VIEQAIKDGIPLSVIEAAQQSPV 
YKMAMEWKLALPLHPEYRTLP 
MVWYVPPLSPIQSAADAGELGS 
NGILPDVESLRIPVQYLANLLTA 
GDTKPVLRALKRMLAMRHYK 
RAETVDGKVDTRALEEVGLTE 
AQAQEMYRYLAIANYEDRFVV 
PSSHRELAREAFPEKNGCGLPF 
GDGCHGSDTKFNLFNSRRIDA1 
DVKTEPHP 


24949 


55317 


A 


25087 


664 


1065 


VAPEPHHGRKQLCREGLGVFH 
PTHHITHHLGVSLSLLITIFDAQS 
VHGPDDGCQGLDS VA VDN RLV 
LFHVFSGEAIFMDDLHLLHNGA 
FS*FSSPEQE*F/PRLWRR*CHPL 
* GFSQSPCSARGRLSPLRSEYIP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24950 


55318 


A 


25088 


434 


1663 


PAGAFPDIANDFGEKSLLMPGG 

AVINGDF\NNVLPVDLVDPQQV 

QEFVDHAWYRYPNDQVGRHPF 

DGITDPWYNPGDVKGSDTNIQ 

QLN EQERYS WI KAPRWRGN AM 

EVGPLARTLIAYHKGDAATVES 

VDRMMSALNLPLSGIQSTLGRI 

LCRAHEAQWAADAIENNYSRN 

PSQGYSTVPRSPHPKVDPILTKP 

SGPAGPEMTRKQTQREDRPRSR 

PSMTTSPTSNLKPSVPAFKGVG 

YLDSLDR1GAADYQPTEQDILR 

TR VKTTG I VETHFTFKNLHFRT 

EQASVHACYCRLFDVEGQRSE 

RKKWIHCFEDVTAIIFCVALSG 

YDQV LH ED ETT VL STRI VDGHR 

YSDHST1ACPA FGT YTLLELKEL 

ALSCSTLLH1PHQRSPAGSFLAD 

NLNCTQAAVIPEFGGF 


24951 


55319 


A 


25089 


1 


1247 


MTFGGDQIFESLVYRSAFRHVY 
SRGSPWYLHTNSDLSFVESKKE 
LIAEH1LETFPWNLKGLTEIPWG 
DASGESGAVGLGVLAAVHYHP 
QRQSLMEKLALNKDAVVLVIS 
TEGDTDQVIERLESDAVLRYGI 
EDVVTNLDVLERMQPSESLLRA 
VLHTKHLMNPEVLAAARRIVC 
QVVEE1MARLAKEVRQAFSGV 
RDRRRRSFIPLARNFDFKSTLRA 
NLQHWHPQHGKLYIESPRFNSR 
IKRQSEQWQLVLLVDQSGSMV 
DSVIHSAVMAACLWQL\PGIRT 
HLVAFDTSVVDLTADVADPVE 
LLMKVQLGGGTNIASAGEYGR 
QLIEQPAKSVIILVSDFYEGGSSS 
LLTHQVKKCVQSGIKVLGLGA 
LDSTATPCYDRDTAQALGNVG 
AQIVAALMPGELGSLAWENLLA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in U'SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24952 


55320 


A 


25090 


1 


1691 


MGAYLIRRLLLVIPTLWAIIT1NF 

FIVQIAPGGPVDQAIAAIEFGNA 

GVLPGAGGEGVRASHAQTGVG 

NISDSNYRGGRGLDPEVIAEITH 

RYGFDKPIHERYFKMLWDYIRF 

DFGDSLFRSASVLTLIK.DSLPVS 

ITLGLC WY F VCRAC V VTH ALSL 

WQSASIEVPRTSATAKARKTEP 

GRQTKRKVRSSQTVAARQRIAT 

LPHSMTVCNPGLFHSQMADAL 

AHRYYGFNIAEPWDNGSEAML 

QRDIGLKSESRGLMAGKRCSCL 

KGECGWSLDMQARVSTCFYVR 

LLCGTELEDHR1CIIDTCDNKCG 

PQRRYVIKFRELCLVNSTVTLV 

DQEYELTVTDPELYDGSSQALA 

GISDLSSIYATCDPGYSCTDRVT 

LVDVRKRQSKTGPYKEIGRYGI 

DRNRSPLNPGFRGKPDLMPSQC 

IACGACACACPANALT1QTDDQ 

QNSRTWQLYMGRCIY/CDGRCE 

F.VCPTRAIQ\LTNNFVLTVTNKA 

DLYTRATFHLQRCSRCERPFAP 

QKTIALAAELLAQQQNAPQNR 

EMLWAQASVCPECKQRATL1N 

DDTDVLLVAKEQL 


24953 


55321 


A 


25091 


1 


866 
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SEQID 

NO: 


SEQ IP NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24954 


55322 


A 


25092 


338 


2388 


CVQEPLITVSWRLFAIPAGMKF 

SLFLRCLFCFHLAARYLVLLCQ 

LH/SQGIKVLDFTGVQSGPSCTQ 

MLAWFGADV1K1ERPGVGDVT 

RHQLRDIPDIDALYFTMLNSNK 

RSIELNTKTAEGKEVMEKLIRE 

ADILVENFHPGAIDHMGFTWEH 

IQEINPRLIFGSIKG FDECSP YVN 

VKAYENVAQAAGGAASTTGF 

WDGPPLVSAAALGDSNTGMHL 

LIGLLAALLHRELNMTVAEIVE 

REEWAGFRARETAALEAVTAP 

STVIATGGGIILTEFNRHFMQNN 

GIVVYLCAPVSVLEDFRQRTME 

VLRLAFLSSG1LEFFTSLSIALVA 

VYFGFSYLGELDFGHYDTGVTL 

AAGFLALILAPEFFQPLRDLGTF 

YHAKAQAVGAADSLKTFMETP 

LAHPQRGEAELASTDPVTIEAE 

ELF1TSPEGKTLAGPLNFTLPAG 

QRAVLVGRSGSGSRYCPYINHR 

NVRLGPIVTDVPWENSGDKSLP 

EATAQVISSGSGATK.VEDGLGD 

LN KP V SNQN L VTG I DTP V YN AP 

SAGSAPFGVLADNMRYPILHKL 

KDRLNQTWYQ1R1GDRLAY1SA 

LDAQPDNGLSVLTYHH1LRDEE 

NTRFRHTSTTTSVRAFNNQMA 

WLRDRGYATLSMVQLEGYVK 

NKINLPARAVVITFDDGLKSVS 

RYAYPVLKQYGMKATAF1VTT 


24955 


55323 


A 


25093 


1810 


2399 


STFRNSDDEPYIVRPVAVAWRD 
YVPQPARNGLSNFTGNLEEPAV 
MVNYFLQGDPYQGMVHFTRFF 
HQHPSGLS*WVAGNIFQILCAN 
QPVRKRTRDNVQLLHSRGQRG 
VFRCSRRVLTGLVDRFGRTQTF 
HREAAGEFSGEITGVTDGAWR 
HFRLVLTTQAQRAEEARQQAIS 
GGTEPSAFPDTLPVDTEYVMNF 


24956 


55324 


A 


25094 


1 


577 


MP VSTA V ATV I KTKQVEFQLQ 
VGVPLYFRLRANPIKTILDNQK 
RLDSKGNIKRCRVPLIKEAEQIA 
WLQRKLGN A AR V ED VHPI SER 
PQYFSGDGKSGKIQTVCFEVIG 
CREEPDAEECHGDREQRRVFIR 
EDGFFVTKDLYPNRRA\GIISTT 
AVISPSQPPI1APRVAQSSEPRSA 
AHALARAIRQSTTV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


24957 


55325 


A 


25095 


51 


407 


TCPIRAQRVETLYDRAYREVFG 
WNPRGPTGRPNARHTG*SKEG 
GRTEADETDAADSGQRGMEQR 
SEMDRKPTGTTGQRSEKPRRTL 
ECLALHETRIFLPQRKETHSSDA 
HDMPGPPML 


24958 


55326 


A 


25096 


3047 


4131 


AHSGQMYMPLSSCIRSCILGSV 
VMTCGFPQKSAGQKRQKTADC 
RKRPQLYTKSLSLS/AVKAILAK 
GYDPVKWRKKDKVLDAVLKE 
LESGKYS DGDKH AFDQMLHSI 
GKQGGDPYLVMADFAAYVEA 
QKQVDVLYRDQEAWTRAAILN 
TARCGSSMESKRLDNAALAAGI 
SPNYINAHGKPQSISAETKRRLL 
DAMHQRTATKVAVTPVPNVM 
VYTSGKKMPMVVEGSGEYSW 
LLTTEEGTQYKGHVTGGKAFN 
LPTKLPEGYHTLTLTQDDQRAH 
CRVIVAPK.RCYEPQALLNKPKL 
WGACVQLYTLRSEKNWGIGDF 
GDLKAMLVDVAK.RGGSF1GLN 
PIHALYPA1RRAPAHTARLLAV 




55327 




25097 


— 


— 


AAN W W WiS.aKK.IN WK 1S.IV1 1 A1V1 

LDRIISHHRTVRMSGSVAVTRA1 
AVPGLLLLLIIATA 


24960 


55328 


A 


25098 


1 


1938 




24961 


55329 


A 


25099 


33 


226 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


24962 


55330 


A 


25100 


1 


2314 


MDRAGDGPIRPLSGPTDVYGDT 

VYLRDPGPNHGKTTNGPLRFVP 

LLPFGQQVFPRVTPNFWNPVSS 

AALPARYMQT1ENAAVWAQ1G 

DK.MVTVGNIRAGQIIAVEPTAA 

SYYAFNCGFGKAFIDKGHLEPV 

QGRQKVEDG LGDL YKPLSNQN 

LVTWKDTPVYNAPSAGSAPFG 

VLADNLRYP1LHKLKDRLNQT 

WYQIRIGDRLAYISALDAQPDN 

GLSVLTYHHILRDEENTRFRHT 

STTTSVRAFNNQMAWARVDRG 

YATLSMVQLEGYVKNKINNRA 

TEREELRVSKITVLILGVIAIILG 

VLFENQN 1 A FMVGLAFAIAASC 

NFP1ILLSMYWSKLTTRGAMMG 

GWLGLITAVVLM1LGPTIWVQI 

LGHEKAIFPYEYPALFS1TVAFL 

G1WFFSATDNSAEGAHLRPIRR 

KKVYRFNYLRSDGPYQGWVSE 

RLLILRAISPGCSKLVHFPTLFDS 

LYRTLVKAGEKSGLLAPVLEKL 

ADYNENRQKIRSKLIQSLIYPC 

MLTTVAIGVV1ILLTAVVPKITE 

QFVHMKQQLPLSTR1LLGLSDT 

LQRTGPTLLATVFIVAVGFWL 

WLKRGNNRHRFHAMLLRVALI 

GPLICAINSARYLRTLSILQSSG 

VPLLDGMNLSTESLNNLEIRQR 

LAN AAEN VRQGNS I H LSLE/QT/ 

AIFPPMMLYMVASGEKSGQLG 

TLMGAQSHWECATVNAASRIR 


24963 


55331 


A 


25101 


20 


825 


GFPRSRSCYASCTACRTHTYSA 
EK/QLTRALAKLARATSNEKLS 
QAFHAHLEETHGQIERIDQVVE 
SESNLKIKRMKCVAMEGLIEEA 
NEVIESTEKNEVRDAALIAAAQ 
KVEHYEIASYGTLATLAEQLGY 
RKAAKLLKETLEEEKATDIKLT 
DLAINNSFYKEDIFMNRIEHYH 
DWLRDAHAMEKQAESMLESM 
ASR1DNYPELRARJEQHLSETKN 
QIVQLETILDRNDISRSVIKDSM 
SKMAALGQSTADTTKNSTHRQ 
SNTRQGN 


24964 


55332 


A 


25102 


2 


269 


GIIGLHLQQQEAVAVA1VRGAT 
RMLFATLVAVAAGERHYQRW 
ADC*CAAAG*NVVTVESRTAA 
ASSHYVGVSRQSHITAVISAPV 
DVPW 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24965 


55333 


A 


25103 


607 


727 


RQAVYRG**TAGQRANLLLLR 
RHSACALAAGESQSSCPAG 


24966 


55334 


A 


25104 


465 


574 




24967 


55335 


A 


25105 


3 


636 


AHTSGFGDKESEKVSPQRKLHA 
MSRTFFWEN\LRCHGNLGSPTY 
AFQ1SA1DRVNFALVVGLHLRH 
DYRNEKLGRSGRHYQAPVGNR 
SSADGMHRDPCSQLDICCILLG 
AGSIYGLYRY1EPQLPDVATLK 
DVRLQIPMQIYSADGELIAQYG 
EKRRIPVTDGPVMWFPFMIITTC 
VKGNFALNNQFREDMLNYNTE 
G1YGKNVNFENNKQT 


24968 


55336 


A 


25106 


434 


1205 




24969 


55337 


A 


25107 


368 


532 




24970 


55338 


A 


25108 


722 


934 




24971 


55339 


A 


25109 


82 


420 


ARADPHRAHTAGVNGVNARLR 
IFNADTCLRRHAQPCTGGEKDF 
RVRFRVFKLGSIRAEGEKLAQL 
QRR*NRRRIQGDRSQPNRD/RA 
VPEDLPSKERM PG RTALT VNSR 
SEWT 


24972 


55340 


A 


25110 


618 


788 


WYPCCRNWRYLAGGDSGFCR 
GERA*R*IASQSGVT*AVATVV 
FPSVLAGLR1TGHS 


24973 


55341 


A 


25111 


186 


1198 


QKTAVSTSITALTRWGS/SRA/G 

KRGAVLRSRVTRGKYHYPSSW 

RETSSSVQNAPLMRQ1KEVFLA1 

RJEQLLTK D El LEL Y LNKI YLG Y 

RAYGVGAAAQVYFGKTVDQL 

TLNEMAVIAGLPKAPSTFNPLY 

SMDRAVARRNVVLSRMLDEG 

YITQQQFDQTRTEA1NANYHAP 

EIAFSAPYLSEMVRQEMYNRY 

GESAYEDGYRIYTTITRKVQQA 

AQQAVRNNVLDYDMRHAIAA 

RHYVLWKPTANIRARYKAQGI 

ELPAVVPAGPDNPMGHHAIRL 

AAYGGVYLLHGTNADFGIGMR 

VSSGC1RLRDDDIKTLFSQVTPG 

TKVNIFNTPIKVSAEPN 
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SEQID 

NO: 


SEQ II) NO: 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


24974 


55342 


A 


25112 


1087 


3289 


RLRSCGAQKNTFCNAAAGCRW 

RTTLSKMGGLLIAADLQDPVQ 

DMEMWQFHPTGIAC/AGVLVT 

E/GCRGEGGYLLNKHGERFMER 

YAPNAKDLAGRDVVARSIMIEI 

REGRGCDGPWGPHAKLKLDHL 

GKEVLESRLPGILELSRTFAHVD 

PVKEPIPVIPTCHYMMGGIPTKV 

TGQALTVNEKGEDVVVPGLFA 

VGEIACVSVHGANRLGGNSLL 

DLVVFGSARQVLHLQESIAEQG 

ALRDASESDVEASLDRLNRWN 

NNRNGEDPVAIRKALQECMQH 

NFSVFREGDAMAKGLEQLKVI 

RERLKNARLDATSSEFNTQRVE 

CLELHNLMETAYATAVYATFR 

TERRG A H S RYFDFPDRDDENWL 

CHSLYLPESESMTRRSDYTLEA 

DEGRDMM LLDALIQLKEKDPS 

LSFRRSCREGVCGSDGLNMNG 

KNGLACITP1SALNQPGKKIVIR 

PLPGLPVIRDLVVDMGQFYAQ 

YEK1KPYLLNNGQNPPAREHLQ 

MPEQREKLDGLYEC1LCACCST 

SCPSFWWNPDKFIGPGSLLAGY 

RSGLIAGIPKCSARYLSGEKRSV 

AWQQ1AAE1GISIDAQFNESLKG 

leaned dpii nur:r:i/ ur.nfM^r^ 

ERAQL A Y RKNLL YVH SLRELT 
VNAVLPGIRSLLADLRAQQISV 
G LA S V SLN A PTI L A ALELREFFT 
FCADASQLKNSKPGPGIFLAGC 


24975 


55343 


A 


25113 


47 


630 


VGWETSFAQ1RSRFLRIRFCRAY 
SSTLFVSAANPTT*G/QMVF*CG 
NGAQHKNILLLYRSIHGGFHFQ 
RGHHINTFNKRWRR* *NRT*YQ 
RD V RATTG SGG G DRKTHL AG A 

V1KD1 1 rlivltKr 1 KKAUUlNrllN V 

QMFQVVDGRKCATAISTVLDM 
FGDHFGRQKIASCQRWLAKTIR 
TVQQPICKNIVRKPGCHSLA 


24976 


55344 


A 


25114 


731 


829 
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SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24977 


55345 


A 


25115 


2 


3744 


RJLPFKYPVKVKPLPAPFSKILLN 
SPAIPQLPITMNGSDFSLPEGPM 
NRWENIQLTPETRLAPRAYFFS 
YDSVAQARTFARETSSLFLPLS 
GQWYNFHFFDHPLQVPEAFTSE 
LMADWGHITVPAMWQMEGHG 
KLQYTDEGFPFPIDVPFVPSDNP 
TGAYQRIFTLSDGWQGKQTLIK 
FDGVETYFEVYVNGQYVGFSK 
GSRLTAEFDISAMVKTGDNLLC 
VRVMQWADSTYEKDQDMWW 
SAGIFRDVYLVGKHLT 


24978 


55346 


A 


25116 


1 


2643 




24979 


55347 


A 


25117 


2499 


2935 


RSGGVACNCAVSASCMLVTVL 
PWLSLPV/SVFGLWDGFFASLG 
VTALLAATPA\W*GVKT*CRPG 
RSP/SLTVRLGSVISPMIGGLLLA 
TGGVALLPLLSLPALPPPPQPRE 
HPLKSLLAGFRFLLASPLVGG1A 
LLGGLLTMASAVRV 


24980 


55348 


A 


25118 


676 


1035 




24981 


55349 


A 


25119 


1 


1842 




24982 


55350 


A 


25120 


1 


1341 




24983 


55351 


A 


25121 


563 


1360 


PSVLRCRNWV1*SPYCISLPSRV 
SSLPFLVWIPVAR/CTAIGASRE 
AMLGVLVEPMLLLGLWVAAQ 
VAGSTNISN1TDTVYHWPLSQSI 
PLVLALCACAFATFIEMGKLPF 
DLAEAEQELQEGPLSEYSGSGF 
GVMKWGISLKQLVVLQMFVG 
VFIPWGQMETFTAGGLLLALV1 
AIVKLVVGVLVIALFENSMARL 
RLDITPRDMIRIELDSWEQNGE 
AIKRTGQPLLLSLLVRNLLDNA 
VRYSPQGSVVDVTLNADNFIVR 


24984 


55352 


A 


25122 


382 


1424 


VLLENLSEPPNQHDIIEILTVQR 

KEEETALSCRLVLRKLTETEPVI 

I FEG I E A P ATLP ADE VP VGKDEN 

DNVEVSRWGTPREFDFEVRDH 

VTLGEMHSGLDFAAAVKLTGS 

RFVVMKGQIARMHRALSQFML 

DLHTEQHGYSENYVPYLVNQD 

TLYGTGQLPKFAGDLFHTRPRH 

ECFRHIGSLGLATPLVTECMQW 

LFGIPHTLQLDAI I ITCWII LN A1C 

VACGLQKGVRIASDVRSYLSFL 

MLGWVFMVSGASFIMNYFTDS 

VGMLLMYLPRMLFYTDPIAKG 

GFPQGWTVFYWAWWVIYAIQ 

MSIFLARISRGRTVRELCFGMV 

QEFGCKSSTKIDNADFNQA 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24985 


55353 


A 


25123 


416 


610 




24986 


55354 


A 


25124 


662 


811 


AQQLPGMSDWQNSQEQHQMK 
N*VRLFMRTSRKLMDRLNVLIK 
LWSPNRT 


24987 


55355 


B 


25125 


1 


3264 




24988 


55356 


A 


25126 


489 


3256 


PRVFSSATRSLVAMRRWVYRV 

RRIQYRRTTQTAVFHSTHGNYR 

EGQPVGTL1DDRYKANENVEL 

VHYAQPLLNEADSLAKVMPSDI 

PLKQRRWLGLQMLEGDIYSRA 

YAGEASQHLDAALARLRNEMD 

DPALHIADARYQCIAAICDVVS 

NTLTAEPSRFTTAVDKIVLNRFL 

GLPIFLFVMYLMFLLAINIGGAL 

QPLFDVGSVALFVHGIQWIGYT 

LHFPDWLTIFLAQGLGGG1NTV 

LPLVPQIGMMYLFLF 


24989 


55357 


A 


25127 


779 


910 




24990 


55358 


A 


25128 


2203 


2665 


ACWAR1SAAV1QRSGMPGVRV 
CGRIKSCSKAVRCQRHVFATCV 
WNGRQVTSGAGTWSTIAWYSG 
VMSSAISSWSRPA1PFSAEATIG 
KSSC/YVGRVEVNEQIEYLIHNP 
IRTRARAVNFVDNNNRLQAVS 
KRFFGYEARLRHRAVKCVNHQ 
QH 


24991 


55359 


A 


25129 


241 


918 




24992 


55360 


A 


25130 


2142 


2646 


KGVCGTTNPAKI\QA1LQAFHE1 
FGEGSCHIASVAVESGVPEQPF 
G S E ETRA G ARNR V AN ARRL LP 
EADFWVAIEAGIDGDSTFSWVV 
I EN A SQRGEARS ATLPLPA VILE 
KVREGEALGPVMSRYTGIDEIG 
RKEGAIGVFTAGKLTRASVYH 
QAV1LALSPFHNAVY 
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SEQID 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24993 


55361 


A 


25131 


473 


1765 


KAWLMTGIVRHWKGRAVPPA 

EQLLEHLGNGKSFDSVAQAWD 

AAMADAKAEDTVLWGVEAFRI 

NAAVAKDDTQIHTHMCYCEFT 

DIMDSIAALDADVITIETSRSDM 

ELLESFEEFDYPNEIGPGVYDIH 

SPNVPSVEW1EALLKKAAKRIP 

AERLWVNPDCGLKTRGWPETR 

AALANMVQAAQNLRRGARAG 

CAADFAASARLAVGEALTNIA 

ATQIGDIKRIKLSANWMAAAG 

H PGEDAG L YEA VKAVGEELCP 

ALGLTIPVGKDSMS MKTRWQE 

GM EEREMTSPLS L V I S AF ARVE 

DVRHTITPQLSTEDNALLLIDLG 

KGNNALGATALAQVYRQLGD 

KPADVRDVAQLK.GFYDAIQAL 

VAQRKLLAYHDRSDGGLLVTL 

AEMAVLSSLGQGGYFGHMII/D 

SGQYPGKSKTGQSTPDVAAQA 

RQSWIP 


24994 


55362 


A 


25132 


602 


2563 


V VTTLTL VLTA VG S VLLLLFL V 
MKARMHAFLALMVVSMGAGL 
FSGMPLDKIA ATM EKGMGGTL 
G FL A V V V ALG AM FGE1LHETG 
AVDQIAVKMLKSFGHSRAHYA 
IGLAGLVCALPLFFEVAIVLLIS 
VAFSMARHTGTNLVKLVIPLFA 
GVAAAAAFLVPGPAPMLLASQ 
MN ADFG WMILIGLCAAIPGMII 
AG PL WGN F ISR Y VELHIPDDISE 
PHLGEGKM PSFGFSLSLILLPL V 
LVGLKTIAARFVPEGSTAYEWF 
EF1GHPFTAILVACLVAIYGLAM 
RQGMPKDKVMEICGHAL\QPA 
GI1LLVIGAGGVFKQVLVDSGV 
GPALGEALTGMGLPIAITCFVL 
AAAVR1IQGSATVACLTAVGLV 
MPVIEQLNYSKRRGFTGRVEEN 
FGVCKGPSKYHSQHDAINRQG 
REASDAHGTLENLPLPLVPQPN 
AATALAALRASGLEVSENAIRD 
G I ASAILPGRFQI VSESPRVIFDV 
A HN PHAAEYLTGRM KALPKNG 
RVLAVIGMLHDKDIAGTLAWL 
KSVVDDWYCAPLEGPRGATAE 
QLLEHLGNGKSFDSVAQAWDA 
AMADAKAEDTVLVCGSFHTVA 
HVMEVIDARRSGGKLCQMHVN 
VQDKIDEEINQVHICLCLVLVIV 
SGCKYVGYSLKCSEHYYSLVR 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24995 


55363 


A 


25133 


518 


1079 


TQKETNKRCSPLVGWYPAFRM 
AHFLASERSCYQKLSN\RKSH\P 
AVAGMVSGMTVANLL/EHSAG 
NVFKSGI * LALHLFIDRCF* YCG 
DGIGLFLGARYSRRGERKSART 
ISLFAQPGPVVNFRRHDVWQRR 
CVCLVQLRKAIHDVYFRFFGNG 
DDLYYDVSWARDGAGKYAKW 
QDFRTLFTTAHCSSD 


24996 


55364 


A 


25134 


322 


798 


AQRAHVVGTVGKFDEDDADIL 
HHRHN H LAK VFGLRLFLIAELE 
FIKFRHPLYQLGDAFTKKLFHIL 
ILVVGGSI FNH VMQQRRHQRFI 
VEFHLGQNAGN\ATGCVI*GSPL 
ERVCPS*ASRATRYACRRRLIW 
S1ARPAAKVSACCSAIATSK*RS 
KGQRVLLGNCHVEVAIREFT 


24997 


55365 


A 


25135 


440 


906 


CGFSSLSRLPHSSYSAHHAVAPS 
VLMSASGRPRWSQWYRWIFRA 
GVYTGSIWFFICSTVRPHDASQ 
RRLSSLT/QVSQDFTFQPVNHQL 
WAGGKPTAGITVGKQ*W*PFIK 
FTVPGDDSGDGRGQGFLQIAAG 
KCRAQTFFSFCRAGKHDPCRRT 

vs 


24998 


55366 


A 


25136 


1059 


1541 


TAPLLRPGCRLS*SAAHPAAPA 

QSTNQCPGDRYAATLPAHHRH 

TNHG*1ADVHQHISATPASAAS 

YAPGFLKDGAPASERHRETGC 

GRDRPHTSLYKLSGILRPYQPA 

SFPG*QQRAVLSAR*LLPVQCSL 

HSQRCRRRPHRLHRSAPAPGIR 

ERRSRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24999 


55367 


A 


25137 


236 


2211 


QGALMSEDIFDA1IVGAGLAGS 
VAALVLAREGAQVLV1ERGNS 
AGAKNVTGGRLYAHSLEH1IPG 
FADSAPVERLITHEKLAFMTEK 
SAMTMDYCNGDETSPSQRSYS 
VLRSKFDAWLMEQAEEAGAQL 
ITGIRVDNLVQRDGKVVGVEA 
DGD VIE AKTV I L ADG VN SIL AE 
KLGMAKRVKPTDVAVGVKELI 
ELPKSVIEDRFQLQGNQGAACL 
FAGSPTDGLMGGGFLYTNENT 
LSLGLVCGLHHLHDAKKSVPQ 
MLEDFKQHPAV\APLIAGGKLV 
EYSAHVVPEAGINMLPELVGDL 
HERSLIFVASGPAGNSKETASD 
KLEE ALPTKN WE VPG ANWNTP 
GNG1PSVPEKLKGMLSAPNYRR 
MVLPAPLQILLLQNAKGGELLG 
AAGGQIAFNLGSAVGAYCGGM 
MLTLGLAYNYVALPAALLSFA 
AMSSLLLYGRYKRQQAADTPV 
LAKPLGQLDNAPFRCENVNLIR 
E EI G FN ALDKFKRTTG ALLQLQ 
QALHPALGADLCGSTGFAVLFI 
SPVRGNTH LRHL VHIFGTDLDL 
NRHSVRADHRGVQRL1AVRFW 
NGDIVFHAARTRLVQAVHLAQ 
HA1TGVRJ1DDHAESVDVHDRV 
KTLLFEHHFAVNR1KMLLPTTD 
AA R Y SRFLQTPFDF R KN L LDHL 


25000 


55368 


A 


25138 


1 


1932 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25001 


55369 


A 


25139 


1 


1200 


MAIPAFGLGTFRLKDDVVISSVI 
TALELGYRA1DTAQIYDNEAAV 
GQAIAESGVPRHELYITTKIWIE 
NLSKDKLIPSLKESLQKLRTDY 
VDLTLIHWPSPNDEVSVEEFMQ 
ALLEAKKQGLTREIG1SNFT1PL 
MEKAIAAVGAEN1ATNQ1ELSP 
YLQNRKVVAWAKQHGIHITSY 
MTLA YGKALKDEG I ARI A A K.H 
NATPAQVILAWAMGGGPVE\W 
RR*QIWRGFSSAS*RHELYITTK 
IWIENLSKDKL1PSLKESLQKLR 
TDYVDLTLIHWPSPNDEVSVEE 
FMQALLEAKKQGLTREIGISNF 
TIPLMEKAIAAVGAENIATNQIE 
LSPYLQNRKVVAWAKQHGIHI 
TSYMTLAYGKALKDEG1ARIAA 
KHNATPAQV1LAWAMGGGPVE 
MAKVADMAGIFVSKLKTFNAG 
VKGSTLGASGPQYVMVPKKHA 
DQLRESLASGE1AAVQSTLVAD 
NTPLNSRVYTVRSGDTLSSIASR 
LGVSTKDLQQWNKLRGSKLKP 
GQSLTIGAGSSAQRLANNSDSIT 
YRVRKGDSLSSIAKRHGVNIKD 
VMRWNSDTANLQPGDKLTLFV 
KNNNMPDS 


25002 


55370 


A 


25140 


2237 


2404 




25003 


55371 


A 


25141 


307 


642 




25004 


55372 


A 


25142 


1449 


2084 


NAPRCAYYWDVIAVTMPTTCC 
TLKISPLCRELILTLANRTTTQR 
AEPMTRRL1QVLFDELPQQPQQ 
QLHLPVSSHPKI RTMVEMMAK 
GPVEWGALGQWAGFFAMSER 
NL A RLI VKETGLSFRQ WRQQLQ 
LIMALQGL VKGDTVQKV A HTL 
GYDSTTA\F1TMLRKPGKTAGTS 
LYHRRYGVSLLSSAWGQVGPP 
RYCRQANSVLSDRFCVLI 


25005 


55373 


A 


25143 


981 


1103 




25006 


55374 


A 


25144 


222 


379 




25007 


55375 


A 


25145 


1 


1452 


















25009 


55377 


A 


25147 


1 


1374 




25010 


55378 


A 


25148 


2 


167 




25011 


55379 


A 


25149 


781 


1047 




25012 


55380 


A 


25150 


1 


783 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25013 


55381 


A 


25151 


442 


857 


LVKNPVKRMEIQQKNLTLFEYL 
DWWDVLFLLLESELLFANTWL 
AATSESVDDCSGVKPPSGKNGT 
*AMPSWAKASIIASSARCAMLY 
SFCTQTISAILRASATCVGVTLL 
RPICFTRJPCCCISASTVRLASIDP 
SAGP 


25014 


55382 


A 


25152 


3 


4105 




25015 


55383 


A 


25153 


2 


269 


YKNPYIAAKIQPKTHDTLTP1NP 
GR1KLWLMTKRPMWVVPERSN 
* I A ARSLG * VGRM * * P* QAG AE 
ATMYAGSTPIASATGTIAASAA 
A 


25016 


55384 


A 


25154 


1 


1370 


MCPIEETASSFGGKPLSMVLV1Q 

MFMLLTGALI1ILTKTNPASISK 

NEVFRSGMIA1VAVYGIAWMA 

ETMFAPACYGYY1LPTYPSDLA 

A I QFDRSGTTH I GRFVINHSFILP 

GLIGVSVSCVFGW1FAA1KRDA 

AAGRAKENVIFHHFPFQSVKAD 

IATNPFKRPGGAF1R1TQTFRTV 

QTFRLSAYRLDFAGDRLRJSTPR 

AKMRTAFKKDHLRQRRRC1RQ 

RAPPARHNLVGAVALPATVAG 

VNFTFSNVPLDSSVLSSLLTDFS 

TAVGSIVMLAV1MGLMLAFDM 

GGPVNKVAYAFMLICVAQGVY 

TVVAIAAVGIC1PPLGMGLATLI 

GRKNFSAEERETGKAALVMGC 

V\GVTEGAIPFAAADPLRVIPSI 

MVGSVGGAVTAALVGAQCYA 

GWGGLIVLPVVEGKLGYIAAV 

AVGAVVTAVCVNVLKSLARKN 

GSSTDEK.EDDLDLDFEIN 


25017 


55385 


A 


25155 




789 


MKIIAGITPADSGTLEIEGNNYV 
RLTP VHAH QLG1YLVPQEPLLFP 
SLSIKENILFGLAKKQLSMQKM 
KNLLAALGCQFDLHSLAGSLD 
VADRQMVEILRGLMRDSRIL1L 
DEPTA SLTPAETERLFSRLQE L L 
ATGVGIVFISHKLPEIRQIADRIS 
VMRDGTIALSGKTSELSTDDIIQ 

A TTPA VBFI^QT QAQrWI U/T PT P 

GNRPQHAAGTPVLTLENLTGE 
G FRNVSLTLN AGE ILGL AG/TEL 
AETLYGLRTLRGGRIML 


25018 


55386 


A 


25156 


1 


1332 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25019 


55387 


A 


25157 


1594 


2220 


MWVNPERGRAENTIIGGNATGI 
GTLNVQDQDSVITVRRLS*SAL 
KPGILVFKLTPAETERLFSRLQE 
LLATGVGIVFISHKLPEIRQIAD 
RISVMRDGTIAGTGFGDDFGFT 
HPLRQQRLPQHLVSFMRAAVQ 
QIFTLEIQRGVRPGCNVLAFGQ 
RGWTPGIVFQQVVELSLKFRIFL 
RTDKSFFQLAQSRHQDLWHVH 
AAKLTK1GVK 


25020 


55388 


A 


25158 


14 


237 


KTTSFPAKLFNACRISLLASAE/ 
CQSEYFSIFSNMDLADTVMFL* 
GA1RFSDLVNEQIQHTFLIPGETI 
CRLSEVV 


25021 


55389 


A 


25159 




1506 




25022 


55390 


A 


25160 


158 


639 


SGC*PGRPSLN/GRLDVLSAWS 

VSILRLGGMALEGSIAYIVINFC 

DVKPQRFRGLSVPAASITVVLIQ 

QFVLHRRELRRKLALPAHHLVT 

FTWGNVSAVDETRQWMVIKPS 

GVEYDVMTA DD\R WWLR*P A V 

RWWKAAKNPLP1HQRIWRSTV 

AMPKLAVLC 


25023 


55391 


A 


25161 


2 


2886 


SVPTI1FFFLPVLRFWRPGIQQA 
KK.CHLFATGTQSRRNTLRQRT 
AKGIPQQRMTAKREEISIGILHV 
TPQQRRECRGDNRFTARFRRTP 
WRLLGHCVSAAVTGVLPAVAG 
SPLAYSDTDEFYPVAGGTMSQ 
HLPLVAAQPGIWMAEKLSELPS 
AWSVAHYVELTGEVDSPLLAR 
A V VA GL A Q A DTLRMRFTEDNG 
EVWQWVDDALTFELPEIIDLRT 
N 1 DPH GTAQ ALMQ A D LPQDLR 
VDSGEPLVFHQTTLGFI 


25024 


55392 


A 


25162 




1659 




25025 


55393 


B 


25163 


200 


646 




25026 


55394 


A 


25164 


1 


3197 


MPHRQHGPQMTPSHQRTTINR 
DQREQQPIGTAAPQTRPQSAPY 
CEPHTRRRTLQPHNRGFRTAKY 
TSTQ A RK YHM ARPERSNDS DH 
PVHTRSRWNATQTERHTQHHV 
SPPSSLRTLRTNCTSHAHHRYH 
RHAQWHRVGLLDVKPTGVPSN 
TVFSPPKNALWADRVDTSRGR 
TTVEQDNHPNGGNVVGTPSDN 
NFWLETTGGDPNKEYYHHHHY 
NEDYCRYYPLLIAEPLLFPSLS1 
KEN I LFGLAKKQLSMQKMK 


25027 


55395 


B 


25165 


1 


2505 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25028 


55396 


A 


25166 


159 


1744 


NSRISGLQQRYLMHIMVTQGGL 

MSLSIVHTRAALGVNAPPITVE 

VH1SKGLPGLTMVGLPETTVKE 

ARDRV/RSAIINSGYEYPAKKITI 

NLAPADLPKEGGRYDLPIAIAL 

LAASEQLTANKLDEYELVGEL 

ALTGALRGVPGAISSATEAIKSG 

RKIIVAKDNEDEVGLINGEGCLI 

ADHLQAVCAFLEGKHALERPK 

PTDAVSRALQHDLSDVIGQ\EQ 

GKRVLEITAAAGHNLLLIGPPG 

TGKTMLASRINGLLPDLSNEEA 

LESAAILSLVNAESVQKLWRQR 

PFRSPHHSASLTAMVGGGAIPG 

PGEISLAHNGVLFLDELPEFERR 

TLDALREP1ESGQIHLSRTRAKI 

TYPARFQLVAAMNPSPTGHYQ 

GNHNRCTPEQTLRYLNRLSGPF 

LDRFDLSLEIPLPPPGILSKTVVP 

GESSATVKQRVMAARERQFK.R 

QNKLNAWLDSPEIRQFCKLESE 

DAMWLEOTLIHLGLSIRAWQR 

LLKVART1ADIDQSDIITPTYCG 

KADARNSGNVCPSSRALVQR 


25029 


55397 


A 


25167 


127 


503 


NRCLLLTLLRCKGRNREEENDA 
EAESEKLKNKFNRPSGRLSYGD 
RMFDIGVNLTSSQFAKTVMML 
*RARLGLR*TTGLELRELLPL1P 
AEKL*/YETDAPYLLPRDLSAKP 
STSRYHCV1EARAWFK 


25030 


55398 


A 


25168 


3 


406 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25031 


55399 


A 


25169 


I 


1252 


MFDIGVNLTSSQFAKDRDDVV 
ACAFDAGVNGLLITGTNLRESQ 
QAQKLARQYSSCWSTAGVHSH 
DSSQWQAATEEAIIELAAQPEV 
VAIGECGLDFNRNFSTPEEQER 
AFVAQLRJGADLNMPVFMHCR 
DA HERFMTLL EPQM VENYETLI 
FEAHSTDYQTPQSLRQLVIDHF 
AILK.VGPALTFALREALFSLAAI 
EEELVPAKACSGLRQVLEDVM 
LDRPEY WQSH YHGDGNARRL A 
RGYSYSDRVRYYWPDSQIDDA 
FAHLVRNLADSPIPLPLISQYLP 
LQYVKVRSGELQPTPRELIINHI 
QDILAHTTQPVKANKQNKEEH 
AMPN1VLSRJDERLIHGQVGVQ 
WVGFAGANLVLVANDEVAED 
PVQQNLMEMVLAEG1AVRFWT 
LQKVIDNIHRAADRQKILLVCK 
T*WKWYWQKGSPYVSGRCK.K. 
LSTTFI APPIDRKSC WFVKHPP1 S 


25032 


55400 


A 


25170 


2 


319 


YSSVFSLSASASFSSSRFRPLPT* 
KREKKTP1SNRQYIGIANSVCEK 
TSGGVSNIPTTNAPTSTYGRFLR 
KSSGEV1PIQHSSTIATGTSKETP 
NA1NSA1TKLK 


25033 


55401 


A 


25171 


1 


1011 


M1PHPKLEGDRSTQALPPTPVIR 

VTERRNLNWVGTTIGFVHTGK 

PLSFVYDMAD1IKFDTVVPKAF 

EIARRNPGEPDREVRLACRDIFR 

SSKTLAKL1PLIEDVLAAGEIQPP 

APPEDAQPVAIPLPVSLGDAGH 

RRRRSGRVSEVSWRSGVMSFR 

RASGDKPQPKPKVMPEHAECPP 

AARRGQMMSICPCFALKIDIAD 

NKFFNGETSPLFSQSQAKLARQ 

FMQK1AGYRPTPLCALDDLANL 

FG VKK I L VKDESKRFGLN AFK 

MLGAPEKCHRRKNDF*RRSDRI 

VL1RL*REFSSHQKGLRDRPAH 

KAVLGDNQLFSGGTGAPVWPG 

FAKRAVMF/TPLKNLLSAISIFN 

AKHGHILI1WPRLAAGGHSACS 

GITFGFGCGLSPLARRKLMTPE 

RQLTSDTRPDRLLRWPASPSET 

GSGMATGCASSGGAGGCISPA 

ASTSSISGlNLANVLLLRKISLH 

AKRTSRSGSPGLRRAISKAFGTT 

VSNLMMSAIS 


25034 


55402 


A 


25172 


1 


510 




25035 


55403 


B 


25173 


1 


1482 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25036 


55404 


A 


25174 


704 


1069 


RLWQADCKENAGVGDYYWTFF 
PQPTFVSTQKYYCHVDNSCYM 
NFDFSAPEYHAHWRYGLLMVG 
ESQHGLGANAIQASQCFKAAN 
QPLG ADATF LQQ1 KG E 1 1 CFGLF I 
TGVFSIDSAFCDIT 


25037 


55405 


A 


25175 


1 


639 


MARVWLCDFIPYGYLPTLNAM 

PESTRKQIMPWTRLSGSLHTWN 

RTPNRRIGRYPSGLPPDSANRPR 

REPDACRSLHSPAKYRGNPNRD 

RLDHQQNGLPARGKDTPRSNK 

PSISQWTNTKPQPRHQPRGKKG 

H KSPAPEMPKPPQ ATSSTREQT 

KYGAAELWRSPWKTRYIELKA 

RGPMACVT1SLNVCCAHLVRL 

VMVTLKQTDPIRNLGEMPSKSQ 

TKKAREVHLHSLHLQELAQEQ 

EPPARKRKTQWAVSERK 


25038 


55406 


A 


25176 


82 


356 


AQCEEYRVPQTLKRNPKQCFD1 
S1RGGSQPCGIFSTPVRNTLQNM 
G QMG WL VAPG * WL WREIRKH 
NRWCACPRKPGRAGISMALRW 
GSGHA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25039 


55407 


A 


25177 


1 


2635 


MNKSGKYLVWTVLSIMGAFAL 

GYIALNRGEQ1NALW1VVASVC 

IYLIAYRFYGLYIAK.NVLAVDP 

TRMTPAVRHNDGLDYVPTDKK. 

VLFGHHFAAIAGAGPLVGPVLA 

AQMGYLPGMIWLLAGVVLAG 

AVQDFMVLFVSTRRDGRSLGE 

LVKEEMGPTAGVIALVACFMI 

MVIILAVLAMIVVKALTHSPWG 

TYTVAFTIPLALFMGIYLRYLRP 

GRIGEVSVIGLVFLIFAIISGGWV 

AESPTWAPYFDFTGVQLTWML 

RLrNRSIMMDFSLTEEQELLLAS 

IRELITTNFPEEYFRTCDQNGTY 

PREFMRALADNGISMLGVPEEF 

GGIPADYVTQMLALMEVSKCG 

APAFLITNGQCIHSMRRFGSAE 

QLRKTAESTLETGDPAYALALT 

EPGAGSDNNSATTTYTRKNGK 

VYINGQKTFITGAKEYPYMLVL 

ARDPQPKDPKKAFTLWWVDSS 

KPGIKINPLHKIGWHMLSTCEV 

YLDNV*TSVWRTCACPALRRA 

TQRYRRQSRAGNLRTSGEAIRR 

DMEWTSLRSE\DWEKGDTIKQC 

1SAATSCVYGVTGEGILEGGDA 

QILREPLPGTKLGLLNWPVFDA 

LESRSTRERDGKPGGEICGETA 

NILIRGPENRPLRRDPPGKP 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25040 


55408 


A 


25178 


216 


1829 


TVCRCHFVTTKHIGRERNQRAR 

QCLVGKTTDTQQHNCDIRVGE 

QADHTRANHQHCTQRYDHLTG 

NDQVHTKPTLEQRRQVTTEDT 

TEVSKQHRHPGEHRDLFQRTLN 

I SADDQRRLLLELQNDNLNHNR 

IWLRLAAQPEDHIYGCGEQFSY 

FDLRGKPFPLWTSEQGVGRNK 

QTYVTWQADCKENAGGDYYW 

TFFPQPTFVSTQKYYCHVDNSC 

YMNFDFSAPEYHELALWEDKA 

TLRFECADTYISLLEKLTALLGR 

QPELPDWIYDGVTLGIQGGTEV 

CQKKLDTMRNAGVKVNGIWA 

QDWSGIRMTSFGKRVMWNWK 

WNSENYPQLDSRIKQWNQEGV 

QFLAYINPYVASDKDLCEEAAQ 

HGYLAKDASGGDYLVEFGEFY 

GGVVDLTNPEAYAWFKEVIKK 

NMIELGCGGWMADFGEYLPTD 

TYLFTNGVSAEIMHNAWPALW 

AKCNYEALEETGKLGEILFFMR 

AGST/GDIGGVYTTLFEMKRSKE 

LVLRWCDFSAFTPMMRTHEGN 

RPGEHWAF/DGDAKHRHLAVY 


25041 


55409 


A 


25179 


277 


488 




25042 


55410 


B 


25180 


260 


1500 




25043 


55411 


A 


25181 


1 


764 


MQEWGRYTILSGCCNSALKGD 
VCLLYGFRVAGRRQASE*TPGA 
YNRVPSSKK*GFQLVLLPFSAN 
GKSPAY*RFSKSFAEDGEKDAG 
FPHPYAEAGYDNGGRRSGAGT 
LLSR*I*TGAGRGAWRV*RLTG 
E*MAGKRT* VTASGYSQR* IMV 
FLWSLYRSYRL/GRVRQHNGPR 
YLPVLARNWKMSAWVAAAW 
QGLTDMKRKTMKIRSGSMVILA 
SGYAATAA*PLSGDRIFLP*PGK 
TG*RHGGTPSCAGFTGDY 


25044 


55412 


B 


25182 




3117 




25045 


55413 


B 


25183 


270 


388 




25046 














25047 


55415 


A 


25185 


614 


623 


RPN SG AR* GRGDKRSTQS VPET 
VRLLFCAGTFDQQPGNARWDD 
QYRCIRSGIVGVRAVLLGGD1L 
DTQPLPVELAETLGKSAE 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


25048 


55416 


A 


25186 


1208 


2813 


CYGVAWPFDPTLKFEFWRYFT 
HALMHFSLMHILFNLLWWWY 
LGGAVEKRLGSGKLIVITLISAL 
LSGYVQQKFSGPWFGGLSGVV 
YALMGYVWLRGERDPQSGIYL 
RRGVI1FAPIWIVRRWFEMTPTQ 
WSNYFFENLFKYEWVQTRSPA 
GAIQFEAVDAPEIIPDPFDPSKK 
RKPTMLVTDLTLRFDPEFEKISR 
RFLNDPQAFNEAFARAWFKLT 
HRDMGPKSRYIGPEVPKEDLIW 
QDPLPQPIYNPTEQDIJADLKFAI 
ADSGLSVSELVSVAWASASTFR 
G G DKRGG ANG ARL A LVMPQTR 
TGDVTRRQPIRAL\PVLE\KIQKE 
SGKASLADIIVLPVGLFVVEKSA 
SA AG LS1HVPFAPGRVDARQDQ 
\TAIGMFELLEPIADGFRNYRAR 
LDVSTTESLL1DKAQQLTLTAPE 
MTALVGGMRVLGANFDGSKN 
GVFTDRVGVLSNDFFVNLLDM 
RYEWKATDESKELFEGRDRET 
GEVKFTASRADLVFGSNSVLRA 
VAEVYASSDAHEKFVKDFVAA 
WVKVMNLDRFDLL 


25049 


55417 


A 


25187 


1520 


1960 


PVPLNFGWQRSTEVL1CHVNSP 
STAAMTISPWRR**RRRTKQLS 
APLLLGVSAIGW/LTIILVAFMA 
WLLAKT/AFGRSFYATGDNLQG 
AR/QLGVRTEAIRIVAFSLNAER 
DFDDLRDSGPLIAMILFIMPTLS 
SISSRRLNPGVPSEI 


25050 


55418 


A 


25188 


1155 


1778 


SASGGVMLKF1QNNREITALLA 
VVLLFVLPGFLDRQYLSVQTLT 
MVYSSAQILILLAMGATLVMLT 
RNIDVSVGSITGMCAVLLGMLL 
NAGYSLPVACVATLLLGLLAGF 
FNGVLVAWLK/IPA1VATLGT\L 
YRGLMSLWTGGHWFEGYPRIE 
KPSPPVAGVHHWCVTQIGGLRP 
AVAKRVGPDLPGDNKGAKGVL 
NTLDNYGVDGKCV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25051 


55419 


A 


25189 


1 


2227 


MVTIAGIILGGLALVGL1TYFGK 

WTYLWKEWLTSVDHKRLGIM 

Y1IVAIVMLLRGFADAIMMRSQ 

QALASAGEAGFLPPHHYDQI FT 

AHGVIMIFFVAMPFVIGLMNLV 

VPLQIGARDVAFPFLNNLSFWF 

TVVGVILVNVSLGVGEFAQTG 

WLAYPPLSGIEYSPGVGVDYWI 

WSLQLSGIAVAHIAAQNVAVLL 

ISSDLEE1ELMADRVYVMHQGE 

ITHSALTERDrNVETIMRVAFGD 

SQRGVMLKFIQNNREITALLAV 

VLLFVLPG FLDRQYLS VQTLTM 

VYSSAQ1LILLAMGATLVMLTR 

N1DVSVGS1TGMCAVLLGMLLN 

AGYSLPVACVATLLLGLLAGFF 

NG VL V A WLKIP A I V\ATLGTLG\ 

LYRSI MLLWTGGQWI EGLPAEL 

KQLSAPLLLGVSAIGWLTI1LVA 

FMAWLLAKTAFGRSFYATGDN 

LQGARQLGVRTEAIRJVAFSLN 

GCMAALAGIVFASQIGFIPNQT 

GTGLEMKAIAACVLGGISLLGG 

SGAIIGAVLGAWFLTQIDSVLV 

LLR1PAWWNDFIAGLVLLAVLV 

FDGRLRCALERNLRRQKYARF 

MTPPPSVKPASSATSDFICIGIVA 

LPLTMVIVSGGIDISFGSTIGLCA 

I ALG V LFQSG VPM PL A 1LLTLLL 

GALCGLINAGLIIYTKVNPLVIT 

LGTLYLFAGSALMLSEEQKNTK 

KTRQREDKKKEKKKQRKREEK 


25052 


55420 


A 


25190 


1055 


1206 


SFALFSSSSPRSRP*FASTKS*TL 
TTGQVLPSTNVRFLTGNWGPPV 
VATG 


25053 


55421 


B 


25191 


1 j 


1386 




25054 


55422 


A 


25192 




449 


MQDPLLALLEDYNKGDLEKQV 
PPAQSGPQPGKAGRDRPIVIML 
DPGHGGEDSGAVGKYKTREKD 
VVLQIARRLRSLI EKEGNMKVY 
MTRNEDIFIPLQVRV/AKAQKQ 
RADLFVSIHADAFTSRQPSGSSV 
FALSTKGGMCSYRGSGCLQ 


25055 


55423 


A 


25193 


1536 


1941 


STSNQNSTALCRRRGLVHCIDG 
ANDDDSVMVWPSGSGRPWSAE 

ruAr^K\ I AV^L V V CD V C.L.JJLLH 

FIVFGDDVMLNVVLQGQAFML 
ALGLVTN VG VL AHAHHH A L VS 
G VPNDGGGTWVGGRCVQQSQ 
LCTCWSHCQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25056 


55424 


A 


25194 


240 


855 


SRAGYAPAAAQKVASPYVRRE 
R*NQSD\PAVLTG1GERGK*LLS 
RDFFIAPLAGMIVEKRGAVHLA 
RWSVPVERKGQWQPAGLWAQ 
FFLAD1VCPAATALPDTTAEDQ 
HIDHPAVVHVHVIPVVNTCAED 
N HRAPMRFMGG IGKFTGDGFNI 
LARHPGNLLTPGWGVRFDFSVI 
FRTVF1FQPA1EAVIRQYQ11NAD 
HRTGVAID 


25057 


55425 


A 


25195 


840 


1157 


QYAPTAQPARPADPFALPTVQA 
RLTPFCYLVAKGDWCVYRRSY 
SLWHSVASPRVRQSPRLGY*GY 
TAN SPGILLAPLS LRG EMFLPQD 
APKSVPPYKRGKSVAIN 


25058 


55426 


A 


25196 


1076 


1339 


LVCVASMPVEISTDASASSGVI 
V1SSAMSGSWSAETKRRLAMV* 
PEPLHLWAIS1PTTSGRFTSSL1S 
PFPAR*YSPARYIPRVWRV 


25059 


55427 


A 


25197 


2 


118 




25060 


55428 


A 


25198 


1809 


3145 


ARHKQHAYGYRYRQSPRCYGV 
SGKKRGLRYYGSWLAISGSSRI 
TR/LLCMYLRRFFIGV1GAD1AN 
MGISAGAMWLLSVSQVSLAAV 
SQVVAVRVWPASSYTRVTVES 
N RQLK YKQFAL SNPER V V VDIE 
DVNLNSVLKGMAAQ1RADDPFI 
KSARVGQFDPQTVRMVFELKP 
NVKPQLFALAPVAGFKERLVM 
DLYPANAQDMQDPLLALLEDY 
NKGDLEKQVPPAQSGPQPGKA 
GRDRPIV1MLDPGHGGEDSGAV 
GKYKTREKDVVLQIARRLRSLI 
EKEGNMKVYMTRNEDIFIPLQV 
RVAKAQKQRADLFVS1HADAF 
TSRQPSGSSVFALSIQRGARPVG 
DRYVDHTMFDMVQSLTIADSL 
KFGKAVLNKLGKINKLHKNQV 
EQAGFAVLKAPDIPSILVETAFI 
SNVEEERPNGQPGHPLDPATTM 
GTLIDCAHADSVQ 


25061 


55429 


A 


25199 


1 


277 




25062 


55430 


A 


25200 


902 


1006 




25063 


55431 


A 


25201 


2 


1265 




25064 


55432 


A 


25202 


409 


525 




25065 


55433 


A 


25203 


91 


431 


NHKPGNIDVARRIQRGFAGDQI 
GHLRPVERQCSPDKRRFIAADG 
REIRGKQRAGH1FQLLSRCLLQI 
LNHCQRRAAHFRFQLSNQRHQ 
QLLPV/HYHAAEREYPAGACLV 
RWLL 
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NO: 


SEQ ID NO: 


hid 


SKQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25066 


55434 


A 


25204 


3 


71 




25067 


55435 


A 


25205 


1 


1212 




25068 


55436 


A 


25206 


1 


2786 


MAAVIEQIRRAVLALVTGVVHP 

GD1PVVWD1VWNATAAFIAVIII 

SLLLDESGFFEWAALHVLRWG 

YGPGRLPFNRIGLIRR1TRRIRQR 

LLFGLVTFILLLNRSQNPAQDIQ 

LLAFRARTGKQTAQFIHHLPRM 

VFTDKTGSSNGLAPQGQCSAQ 

GELILNEKLAKQLVTAANWVK 

MQSDEGE1NPVDILRWPGVMA 

AQEQDLDAIAAE1LAALDGTLD 

DFI V ARETEGQSGLKRV YHSPG 

APDI REFTRDAIP 


25069 


55437 


A 


25207 


5 


402 


EIFSV V WI 1MTRGD VVTI SRWR 
VSSSPLETWNKRWAKISPAPFS 
LLPISRLEKSEGDWLPETVISAF 
NMPSSLSLIISSL*FKVRDV*HFF 
/RI*TLRGHYRV1NWPNFNIVVS 
QG1GKRLANSWLVFTLFHRI 


25070 


55438 


A 


25208 


48 


219 


PETCGHLWAYVWPSCAAVVGL 
Y FKVHVLG *RSVTPVTDI VKLL 
EFTRLRLPGYTKS1E 


25071 


55439 


A 


25209 


1 


912 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25072 


55440 


A 


25210 




1857 


MRVCARACVRTRTRMCVYAH 

TCVCVRTYAYVRVRVRVHVRA 

RVRVCAYARTRVRNSLSILPF1Q 

LTLATPIHHIHQEEFNIRGIVPVL 

RRVKPDLAIG1DITPSCDTPDLH 

DYSEVR1NQGVGITCL1MYHGRG 

TLAGLITPPRLIRMLEQTALEHN 

IPVQREVAPGVITETGYIQLFLP 

GWEIGFSPLALLLAFLCSTSPGF 

GDPDGLGVIAYQDTVRPNAAT 

AISELNALAVKGVILTGDNPRA 

AAAIAGELGLEFKAGLLPEDKV 

KAVTELNQHAPLAMVGDGIND 

APAMKAAAIGIAMGSGTDVAL 

ETAD A ALTHN HLRG L VQMIEL 

ARATHANIRQNIT1ALGLKGIFL 

VTTLDDRVVAGSAGRYGGDGA 

GDSEC VK1 VAQEI RQTDRNIER 

DRSPRPSGERVRVRGKGGIEAN 

QPLSTAFTNQITIRQSIRLFSNQF 

VFHKG1SRVVAGSSAIISNVSPG 

CILRTPNCRRGFPISCTGEGKAA 

YGWQRDGGHAEYLLAEEKDL1 

LLPDALSYEDGAFISCGVGTAY 

EGILRGEVSGSDNVLVVGLGPV 

GMMAMMLAK.GRGAKRIIGVD 

MLPERL AM A KQLG VMDHG Y * I 

LPDVY/V'IGVARVSWMNGRID 

SELRTRVRAYAHTRTRARTCTR 

TRTRTYAYVRTHTHVCAYTHM 

RVRVRTHARAHTR 


25073 


55441 


A 


25211 


3 


1180 


SKLGTRRSVV WA * SPSTSPTLW 

CSTFSAAGHSSMKRMNEFVDL 

LPAQQRM K.GEN WYRGTAD A V 

TQNLDJIRRYKAEYVVILAGDHI 

YKQDYSRMLIDHVEKGARCTV 

ACMPVPIEEASAFGVMAVDEN 

DKIIEFVEKPANPPSMPNDPSKS 

L ASMG I Y VFDADYLYELLEEDD 

RDENSSHDFGKDLIPKITEAGLA 

YAHPFPLSCVQSDPDAEPYLAR 

CGYAGNFMESEPRSGL1RVSCM 

PAGPPLPLPAARSEAPKAAGTV 

ASVPSIAPARLRPVPDPVELVLV 

AAEFITPGDPTPRLHGSGFIDIR 

Ql HHQTRSHLEG VKTGIRFLNH 

FSGNPQGGIAHVNGVARFQVK 

QCHQAWGQQYAARLRFQARGI 

SLQI AIHRVD1 IHRFD VRQL 


25074 


55442 


A 


25212 


16 


543 




25075 


55443 


A 


25213 


1 


3387 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25076 


55444 


A 


25214 


1688 


2234 


LSVGKTFPVLVPAAFRKVSATG 
AAVPGTPSILALPSYSTTPFGVC 
TSASMNVPVLTLRIRTRVTGEV 
AAIKPFSMANAPTPDS1LPQLGV 
VSTRCS*TITCANR*STSARGSL 
ERLIMATLL/WVAGTFD* S V WF 
GHDTDVVTLYRFHEALCYSVT 
LRTPHRRVLRFKSQHPGELACF1 
SPVA 


25077 


55445 


A 


25215 


905 


4761 


PPHNWMPSNATPGIAFVWCAY 

GAI/LPGDAPVPVVDDYRKVVR 

KDTKGL1ARWKYFWMSV1ALG 

VAFALYLAGKDTPATQLVVPFF 

KD VMPQLG LF YILLAYFVIVGT 

GNAVNLTDGLDGLAIMPTVFV 

AGGFALVAWATGNMNFASYL 

HIPYLRHAGELV1VCTAIVGAG 

LGFLWFNTYPAQVFMGDVGSL 

ALGGALGIIAVLLRQEFLLVIM 

GGVFVVETLSVILQVGSFKLRG 

QR1FRMAPIHHHYELKGWP 


25078 


55446 


A 


25216 


269 


1219 


QTRTRRVQLQDLIEYVA1HQW/ 

FSDKHPVPFYSCIFDDSITNCYS 

WSISKDGYFIFGGAYPMKDGQT 

RFLTMKDKMSAFQFQFGKTVK 

SEKCTVLFPSRGQDFVCGKDNA 

FL1GEAAGF1SASSLEG1IYALYS 

TDIPRSVLLKQPDKLNPAYWRA 

TRLVCITLFGQIVNTICMAAPDL 

RK WIMLSPVAHKG HHLE WVLH 

DMQ1LPVPRPSGCICSGSSTFFC 

NWGCPYDRPQWQLYPSMCLC 

VHIGPAPVRSEKVESKRAISKV 

DQDSAFRGCCRSGNRNGGRK.I 

VAVSLKKVSGAAKPCGHFRST 

RYRVAYSTIfN 


25079 


55447 


A 


25217 


1 


1158 




25080 


55448 


A 


25218 


1156 


1899 


LKLGIRYPQCQRLVTHSLDGISL 
PLHTAH*SQSNSAENTHRAISLK 
AVPPFFTAERRGVNAEEHRNGR 
L1NGECRQRFNVLRVANGVRN 
VQFAKARDRNDIASFRQIGFDT 
FQTEV AQHFTDFRV AG F AFA I D 
DSDLLVRLH FTALDAANADN A 
NIAVVIELRNLHLERTVKVNVR 
RRNVVNNRLVQRGHVFRHIFV 
VQTRDTVQRRSVNDREVQLLV 
GRVEVN EQ1E YY ADAF V 1MLER 
LCKVLCCR 


25081 


55449 


A 


25219 


1 


2583 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25082 


55450 


A 


25220 


278 


787 


TLLSATRQVYALLSTKPAFFSS 

HSSFSTSSRLISSRAASSMDVAF 

PIAFSASKTVSIKFFSR*1CLLRNS 

HRPPFMVMRSIIRSPSNVFMAS* 

FRFVSIPTLRIDAVRRSTIWCSTT 

ARFSSRADAKFIKNVFQQAIPDS 

AAKWFFPVPGFPLNAKFVHPVI 

SSSAMDFA 


25083 


55451 


A 


25221 


866 


1144 




25084 


55452 


A 


25222 


19 


1203 


NWNLTPYASLTGFTADNPEYH 

LSNGMKSKSVDTRSIYRELGAT 

LSYNMRLGNGMEVEPWLKAA 

VRKEF V DDNRVKVNSDGNF VN 

YLSGRRG 1 YQAGKDLDRFKNL 

VLVHAARYAADLSYLPLMQEL 

EKRYEGKLRIQTVVSRETAAGS 

LTGRJPALIESGELESTIGLPMN 

KETSHVMLCGNPQMTRRLIPAS 

VEVYHDSLC\RKIWHGWEQHIT 

ARYLVGADGANSMVRRHLYP 

DHQ1 RKY VAIQQWFAEKH PVPF 

YSCIFDNSITNCYSWSISKDGYF 

IFCGAYPMKDGQTRFTTLKEK 

MSAFQFQFGKTVKSEKCTVLFP 

SRWQDFVCGKDNAFLIGEAAG 

F1SASSLEGISYALDSTDILRSAL 

RKPIRTEQGANGAIRELEKFRPA 


25085 


55453 


B 


25223 


58 


359 




25086 


55454 


A 


25224 


4 


329 




25087 


55455 


A 


25225 


I 


1008 




25088 


55456 


A 


25226 


1 


1335 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hnd 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25089 


55457 


A 


25227 


3 


1886 


HRLNITAENDCRRLHCSLRDLS 

SLLQAVGRLAEYFIGDVFAARF 

NDALTVVERLVKVTLYGSQIKL 

YN1ETA VPS VLKPDLI DVHAQS 

LAGGCRLSAHWLAQYCSEIHR 

QNTQQFVTLISTTMDAITPLIST 

KVQDKLLLSACHLLVSLATTVR 

PVFLISIPAVQKVFNRITDASAL 

RLVDKAQVLVCRALSNILLLPW 

PNLPENEQQWPVRSINHASLISA 

LSRDYRNLK\PSAGAPQRKMPL 

DDTKLIIHQTLQRLRKILWENIS 

G\ESTKSSTDFAYQFGCRESV\Q 

VSLGLFPAFMHQSDVTDEMLSF 

FLTLFRGLRVQMGVPFTEQIIQT 

FLNMFTREQLAESILHEGSTGC 

RVVEKFLKILQVVVQEPGQVFK 

PFLPSIIALCMEQVYPIIAERPSP 

DVKAELFELLFRTLHHNWRYFF 

KSTVLASVQRGIAVEEQMENEP 

QFSAIMQAFGQSFLQPD1HLFK 

QNLF\YL\ETLNTKQKL\YHKK\I 

FR\TAM\LFQFVNVLLQ\VL\VH 

KSHDLL\QE\EIGHRHSYNMASV 

DFVDGFF A A FLPEFL\TSC\DG V\ 

DANQKSVLGRNF\KMDRLCPCL 

PGPAPHSPRMCTGWSTTCGLLT 

DSGNDSLAPWGLWKLLGPCLL 

PGGTRDFLLVAT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25090 


55458 


A 


25228 


689 


3053 


VDCRMS/FSYIEKFTDFLRLFVS 
VHLRRJESYSQFPVVEFLTLLFK 
YTFHQPTHEGYFSCLDIWTLFL 
DYLTSKIKSRLGDKEAVLNRYE 
DALVLLLTEVLNRIQFRYNQAQ 
\LEEL\DDETLDDDQQTEWQRY 
LRHSLEVVAKVMELLPTHAFST 
LFPVLQDN L\E VYLGLQQFIVTS 
GSGHRLNITAENDCRRLHCSLR 
DLSSLLQAVGRLAEYFIGDVFA 
AR\FN DALTV VERL VKVTLYGS 
QIKLYNIETAVPSVLKPDLIDVH 
AQSLAALQAYSHWLAQYCSEV 
HRQNTQQFVTLISTTMDAITPLI 
STKVQDK LLLS ACHLL VSL ATT 
VRPVFLISJPAVQKVFNRITDAS 
ALRLVDKAQVLVCRALSNILLL 
PWPNLPENEQQWPVRSINHASL 
ISALSRDYRNLKPSAVAPQRKM 
PLDDTKLIIHQTLSVLEDIVENIS 
GESTKSRQICYQSLQESVQVSL 
ALFPAFIHQSDVTDEMLSFFLTL 
FRGLRVQMGVPFTEQIIQTFLN 
MFTREQLAESILHEGSTGCRVV 
EKFLKILQVVVQEPGQVFKPFL 
PSIIALCMEQVYPIIAERPSPDVK. 
AELFELLFRTLHHNWRYFFKST 
VLASVQRGIAEEQMENEPQFSA 
IMQAFGQSFLQPDIHLFKQNLF 
YLETLNTKQKLYHKK1FRTAML 
FQFVNVLLQVLVHKSHDLLQE 
E1GIAIYNMASVDFDGFFAAFLP 


25091 


55459 


A 


25229 


1 


853 


MISVANEIAEAGFDPQGRTSED 
LLDLAESRVFKIAESRANKDEG 
PKNIADVLDATVARIEQLFQQP 
HDGVTGVNTGYDDLNKKTAG 
LQPSDLIIVAARPSMGKTTFAM 
TLVENAGR\MLQDKP\VLIFSLE 
MPSEQIMMRSLASLSRVDQTKI 
RTGQLDDEDWARISGTMGILLE 
KRNIYIDDSSGLTPTEVRSRARR 
I\AREHGGIGLIMIDYLPLMRVP 
ALFDNRTLEIAEISRSLKALAKE 
LNVPVVALSHLNRSLEQRAEER 
PGNSDLGESGS1EQDADLIL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25092 


55460 


A 


25230 


206 


1073 


VKITSWLMSNSALPGTLKLLAL 
ILKCSTCVRVLPRSELRNLER/Q 
GQLDSVGGFA/YLAEL/SKNTPS 
AAN1SA/YAD1VRERAVVREMIS 
V/ANEIAEAGFDPQGRTS/EDLL 
DLAESRVFKIAES/RANKDEGR 
NPMFDDRGKRGEPSDLIIVAAR 
PS/MGKTTFAMNLVENAAML/Q 
DKPVLIFSQTKI/RTGQLDDEDW 
ARISGT/MGILLEK.RNIYIDDSSG 
L/TPTEVRSRARRIAREH/GG1GL 
IMIDYLQLMRVP/ALSDNRTLEI 
AEISRSLKHFEKLALICGCRNNG 
TTRYCKSLLA 


25093 


55461 


B 


25231 


1 


483 




25094 


55462 


B 


25232 


287 


635 




25095 


55463 


A 


25233 


1 


2469 


MPSDISLA SCRLRATSRLFTDHR 

RQSDCMTA1NRIPIVDDEDNVR 

RFETHCANNVRTALHLFADIHP 

DVVLMD1RMPEMDGIKALKEM 

RSHETRTPV1LMTAYAEVETAV 

EALRCGAFDYVIKPFDLDELNLI 

VQRALQLQSMKKEIRHLHQAL 

STSWQWGHILTNSPAMMDICK 

DTAK1ALSQASVLISGESGTGKE 

LIARAIHYNSRRAKGAFIKVNC 

AALRESLLESELFGHEKGLFER 

ANEGTLLLDE I GRM/PL VLQ AIL 

RJLQEREFERIG/GHQTIK/VDIAS 

LLAPTRLQAMVKEGTFREDLFY 

RLNV1HLILPPLRDRRED1SLLA 

NHFLQK.FSSENQRDIIDIDPMA 

MSLLTAWSWPGNIRELSNVIER 

AVVMNSGP1IFSEDLPPQIRQPV 

CNAGEVKTAPVGERNLKEEIKR 

VEKRIIMEVLEQQEGNRTRTAL 

MLGISRRALMYKLQEYDATGF 

FRDGMTIMVGGFMGIGTPSRLV 

EALLESGVRDLTLIANDTAFVD 

TGIGPL1VNGRVRKVIASHIGTN 

PETGRRMISGEMDVVLVPQGTL 

IEQIRCGGAGLGGFLNPTGVGT 

VVEERQTSIDTSTRKRPFELGRP 

SRNNDKG1RPRSGAGSEEYPRT 

LHDSLKRLQTDYLDLYQVHWP 

LRPFYCFGKLGYSWTDSAPAVS 

QLDTLDALAEYQRAG1CIRYIGV 

SNETAFGVMRYLHLADKHDLP 


25096 


55464 


A 


25234 




891 




25097 


55465 


A 


25235 


1 


1614 




25098 


55466 


A 


25236 




946 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25099 


55467 


A 


25237 


1055 


1474 


NGVKSKPPPNHQTGSAPGFSAI 
KNRTFAWPTLPNTSCWANTML 
IGSRELGIRSSQSGPLLGVRVWC 
/CRCRGTQG/HSQGKDG/IPENGI 
RAYKFTSS*ASFRNSACFRQPSR 
IKPLRKATWLLCGLSTRHL1TK 
RLSSPDWA 


25100 


55468 


A 


25238 


2036 


2743 


DLLIRQMPLLSRRVIPVIRVPVT 

GVLWKSFTPRITIFGH/ALIDQH 

SM1VAAQGLTPDHQLLLQIYDR 

ARVSASRIVHQAQIYGDAVVR 

YAFIEHRAEVFDFASIEGNEENN 

VWLCDCAKVYGHAQVKAGIEE 

DA1PT1HYSSQVAEYAIVEGNCV 

LKHHVLVGGNAVVRGGPILLD 

EHVV1QGESR1TGAVIIENHVEL 

TDHAVVEAFDGDTVHVRGPKV 

INGEERITRTPLAGLL 


25101 


55469 


A 


25239 


2234 


2571 


IMSSVDSSLVLPLKAMVPSRITL 
IRSA1WRISG/RLMRDKNNTHAS 
SKQLLQATKQAFGFRRGKRGG 
RFIEDQNPRVAHQPAEDFHHLA 
IGDIQRSCQTMQ1KLAAQRRQQ 
VLH 


25102 


55470 


A 


25240 


659 


1206 


WKSTSNTAKAKPGSVMAVDLR 
IPIRFGVMLSAA/FGDDVVDLIA 
QVDLVTTAVGPVVLER1APAIA 
KGQVKRKEQGHESPLNIIACEN 
MVRGTTQLKGHVMNALPEDA 
KAWVEEHVGFVDSAVDRIVPP 
SASATNDPLEVTVETFSEWIVD 
KTQFKG A LPN 1 PGMELTDNLM 
A F VERKLFTLKH 


25103 


55471 


A 


25241 


332 


683 


ALPGR*RHVHLPGSAYEWNDA 
EPAQESDELSLKMLTAICWLTA 
TA/STSLKI*R*KVALRCLVGRIR 
RLRRIRQQCQLLMRRSRVLSGR 
LSSV 


25104 


55472 


A 


25242 


1 


841 


MVKVAGECRVRASAHLPGLNR 

stkntedrgannqegtntqkt 
rgetnerlkknehrdlrlary 
pakjennkqgdk.nkprtyek.lt 
gtvthqepphhadqspglclfr 
tsraqvergptvlllisqenqie 
rydsdnhsqlnlclrvptvttq 
rrdydiaeryrqkgiklparke 

RLMT1AERLRQEGHQ1GWQEG 

KLEGLHEQAIKTALRMLEQGFD 

RDQGIA/RRASCQRQQRQSSLPT 

P/EHCCAISGATARKPAALPAAR 

IRR1LVSIIRCTSGCPALSG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25105 


55473 


A 


25243 


240 


651 


RCPPQSCLLAEGRWCG*K/CRK 
VSV*SNRYR*SRLSLGELLRAYS 
RNRDLPGF/SSGSARVLVATDV 
A ARGLDIKSLELVVNFEL A WE P 
EVNVHRIGRTARAGNSGLAISF 
CAPEEAQRANITSRPPHPAHIAS 
DHQSTP 


25106 


55474 


A 


25244 


1455 


1643 


RDPHQICVAESVYLAAFVLLCA 
GLCVRRRSTTGARNAAAAC*N 
GLW*AEAQCPAYYVCPVVG 


25107 


55475 


A 


25245 


549 


641 




25108 


55476 


A 


25246 


1378 


2084 


PNFGYSPPASSCGQVSQNSS*LQ 
CSVSGRDKMLRTGPCARTVSSS 
YLMGVSFSRDA**DAR*VCACH 
NTIAALSASAERFTSCERASHSE 
ARSGCCNSVRVMSNNPCCPRSL 
IGVYD1LFFQESTAKRCKRSLSG 
SGSACGKSRVRFTPYRPARRTP 
LRSTTSPISAASFPSGWECNAAS 
TCSAALRSTA1TSLPSLAKFRAS 
SPSNSQTPRTAGLTGSAASESSI 
PQPQAAANS 


25109 


55477 


A 


25247 


1 134 


1428 


GPCGCCSSNVARCASQTSSRFA 
AV/WHGA1GAR*LNADNRPLW1 
E1TREHAELPGKTGRRMETKQR 
RAITFTQRQNGFESHTPGAVFFS 
INNRCQFGDR 


25110 


55478 


A 


25248 


96 


535 


RPQTTVQPALYVAEQS1CSQPC* 
*FSTKCDRKPAAVLAPAGYAAL 
PVLFSSAKLDGSWLRWNSASG 
RRQNGSFSCAALASKRPASASS 
KLNSA**SLPSAVFAAPVRVAA 
SM1ISGFCALAS1RPSASTRRPSA 
SVF1TSTFLPLR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


.N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25111 


55479 


A 


25249 


1471 


3026 


SPLRSSVACRGWHRKNNRRGW 

CPRRGDPARPVRDSLCAHATAIII 

VATPGRLLDHLQKGTVSLDAL 

NTLVMDEADRMLDMGFSDAID 

DVIRFAPASRQTLLFSATWPEAI 

AAISGRVQRDPLAIEIDSTDALP 

PIEQQFYETSSKGKIPLLQRTLV 

RF ANG S AR V L V ATD V A ARGLD 

IKSLELVVNFELAWDPEVHVHR 

IGRTARAGNSGLAISFCAPEEAQ 

RAN 1 1 SDMLQIKLN WQTPP AN S 

SIATLEAEMATLCIDGGK.KAK.M 

RPGDVLGALTGDIGLDGADIGK 

IAVHPAHVYVAVRQAVAHKA 

WKQLQGGKIK.GKTCRRCYPLA 

APYVRHCSLVGRAASHQALWH 

VAGFGLYALFRRTGGCRLRCR 

YSGGLRLIRPTVAAGICRPDKT 

RKRRIRHRAPFPDAARAPYPAY 

RSQYNQFFFTNSDFSFIGPKPSM 

LQSMLCAPCNQADVFHFGANV 

SASKSYLFTFRSLMMVTLSPCS 

QQIAVS1FNDQLVAFLCRFCVV 

PLRRHIHGQMYMPLSS 


25112 


55480 


A 


25250 


196 


330 




25113 


55481 


A 


25251 


62 


617 


NRRLPSGGDEMSAQVSLELHH 
RI\SQF\LVQESSCWTDW\KFRD 
GVAQLRPKEVRF\TMRTTVNGQ 
TRVPRKGVQPPTTW1FNDTKDQ 
LERRJARLETGMAWAEEPPSRT 
RHLISNCQISETD1PNVFAVRVN 
YLLYRAQK\ERDETFYVGTRFD 
KVPPSE\DTTWRCLKRDIVLDQ 
AVITSHNLSVLF 


25114 


55482 


A 


25252 




318 




25115 


55483 


A 


25253 


1 


510 




25116 


55484 


A 


25254 


9 


79 




25117 


55485 


A 


25255 


1 


361 




25118 


55486 


A 


25256 


863 


1245 


FSQIYLARSALSSAHSSRSPWQH 

SVWTLVRSVTNLETSANSALG 

NLWLRRATAHALKALSPNFWR 

LAHLSLCLADEAFPSSRS/11ELW 

QQAGSFISSLATFCKSSFIPFSK.E 

KEFRGIKVRMSSGNFI 


25119 


55487 


A 


25257 


909 


1069 


GILSPFLVFVRFVKDQIVVDVW 
YYF*GLCSVPLVDISVLVPVPCC 
FGYCSLVV 


25120 


55488 


B 


25258 


1 


1878 




25121 


55489 


A 


25259 


778 


990 




25122 


55490 


A 


25260 


312 


635 




25123 


55491 


A 


25261 


4047 


4276 
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SEQ II) 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25124 


55492 


A 


25262 


1599 


1776 


WFPASSMSQPKKAQDQTDSQP 
NSTRGTERSWYHSF*NGSKQ*K 
KSNSSPTHFMRPASS 


25125 


55493 


A 


25263 


1 


162 




25126 


55494 


A 


25264 




3370 


MNRAPIPKQSKDKTSRETKNTS 
RSKTRERTDELEGLSTDNHAET 
QHAETNTDMTHERYTQIRNHT 
YKTTHQMEDKRTKPKREKEIH 
NRPDDMAKAGIPRSILNTGHPG 
KLMQTEVHHVRTLKIMLKVYS 
RALQEELQFSSKAIGRLFPCAD 
DLLETHSHFLAQTHERSGYVPL 
CVCATHTKFYEFMEDVNTAYT 
KRHTMFRSLSMVSECLFSLIMG 
DDMFVTFAAMQAQQGRSSLV 
WLFSQLYLYSFISLFIYMV 


25127 


55495 


B 


25265 


44 


238 




25128 


55496 


A 


25266 


1 


444 


MPAEFITG\ERS\SEGFF\RIHAGI 
EQ A I SRGL A Y AP Y ADLKN LDD 
KT1ASFQQQLSDMGYKFQFITL 
AG1HSMWFNMFDLANAYAQG 
EGMKHYVEK.VQQPEFAAKKD 
GYTFVSHQQEVGTGYFDKVTTI 
IQGGTSSVTA LTG STEESQF 


25129 


55497 


A 


25267 


710 


1395 


DLPGISSKWV1AV1FGHLIVGIFI 

PPAIIVRAGIT*RQVR/WIAAHE 

GKAPQQIIIMAHLDTYAPLSDA 

DADANLGGLTLQG MDDNAAG 

LGVTLQLAERLKNTPTEYGIRF 

VATSGEEEGKLGAENLLKRMS 

DTEKKNTLLVINLDNLIVGDKL 

YFNSGVQTLEARHQRSFNTVKP 

WPDS VI SN RPFAGNTG S VDDND 

EIQRNLNDTNYNRMWEYNNRG 

VGSKVVAEAKK 


25130 


55498 


A 


25268 


2 


2105 




25131 


55499 


A 


25269 


754 


1133 


RAANQHQTVDLTRLQTR1AQR 
LFNRHSQAIEQRQPQIFQFVLVK 
FAFPRFFLILPANVQWRLIATFC 
Kr rl 1 0 V ^UL^r 1 L V IvKOrOUlK 

DYQQTNLDWYNSRNTTKLDES 
VNRV/HAAIQS*RQNGL 


25132 


55500 


B 


25270 


1 


1275 




25133 


55501 


C 


25271 


1 


1167 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


iNucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25134 


55502 


A 


25272 


275 


2424 


SPAMHFQSFT/WQNNLDDNTIA 

SFQQHLSDMGYKFQF1TLAGIH 

SMWFNMFDLANAYAQGEGMK 

HYVEKVQQPEFAAAKDGYTFV 

SHQQEVGTGVYAASGNSLLLM 

RALNAAWPGI1DCSNHFARLRC 

SVWSIPRSDLRCAAAFRTGRLA 

CCPAGDEKPYPSLRSSRWSGRG 

ATALHYYTAKRCRPDKTRQRRJ 

RQPARALDVGCGVTALSDLPG 

CRTSQRCRPDKTRQRRIRQPAR 

ALDVGCGVTALSDLRGAALHG 

SLANYRVVNFLFRLPDAMILSV 

LLRSCPFVFPLLRRLRAGAPVGP 

YCTG TPITPLPSTRLFAPLPNRC 

SMAGMYGGLQPVPHPAIGARC 

LMRCLTHLIRPTMGTGSMAEE 

ALGTSFKRLCAHYSRMRCWRIL 

SGLRG ARPNKI VCRIRRLRR1 RPI 

LRLRFPRHSRVVFIFGGGNPRR 

AKQRQTGEEVEKCHQPQHGTK 

CCARGGFAACLVFEYVVVFWT 

SLPDSFCRKSFPTR1RGSMVPSL 

WDFPPGVDGRKGKTSWNGVPG 

PCVTCGLGLTCPESPCCPGLSLG 

DGYPEKVSVGPPIPLKFQAILQA 

FHE1FGEGSCH1ASVAVESGVPE 

QPFGSEETRAGARNRVANARR 

LLPEADFWVAIEAGIDGDSTFS 

WVVIENASQRGEARSATLPLPA 

VILEKVREGEALGPVMSRYTG1 

DEIGRKEGAIGVFTAGKLTRAS 


25135 


55503 


A 


25273 


1 


441 




25136 


55504 


A 


25274 


3 


2919 


AVSNCSEGLSKEWGPRPCRHR 
G MEKLPLGGKF WPTQ/E A VRT 
VRARLQAD/VTGVPTVLVARTD 
ADASDLITSDCDPYDSEFMTGE 
RTSEGFFRTHAGIEQAISRGLAY 
APYADLVWCETSTPDLELARRF 
AQAIHAKYPGKLLAYNCSPSFN 
WQKNLDDKTIASFQQQLSDMG 
YKFQFITLAGIHSMWFNMFDLA 
NAYAQGEGMKHYVEKVQQPE 
FAAAKDGYTFVSHQQEVGTGY 
FDKVTTI1QGGTPDKAFT 


25137 


55505 


A 


25275 


432 


549 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25138 


55506 


A 


25276 


652 


2689 


KFSVGYAVQNFNATVSTKQFQ 

VFSEQNTSSYFAEPQLDVNYYQ 

NDVVHFVTTRDDMPEATRVHL 

EPTINLPLSNNWGSINTEAKLLA 

THYQQTNLDWYNSRNTTKLDE 

SVNRVMPQFKVDGRMVFERD 

MEMLAPGYTQTLEPRAQYLYV 

PYRDQSDIYNYDSSLLQSDYSG 

LFRDRTYGGLDRIASANQVTTG 

VTSRIYDDAAVERFNISVGQIY 

YFTESRTGDDNITWENDDKTGS 

L V WAGDTYWRI SERWGLRGGI 

QYDTRLDNVATSNSSIEYRRDE 

DRLVQLNYRYASPEYIQATLPN 

VNHHITMEHLHMKTRTQQIEEL 

QKEWTQPRWEGITVRPYSAEDV 

VKLRGSVNPECTLAQLGAAKM 

WRLLHGESKKGYINSLGALTG 

GQALQQAKAGIEAVYLSGWQV 

AADANLAASMYPDQSLYPANS 

VPAVVERJNNTFRRADQIQWSA 

G I EPGDPRYVDY FLPI VADAEA 

GFGGVLNAFELMKAMIEAGAA 

AVHFEDQLASVKKMRHMGRT 

ASDQPWLAYAPYADLVWCEPP 

PPDLELARRFAQAIHAKYPGfCL 

LAYNCSPSFNWQKNLDDKTIAS 

FQQQLSDMGYKFQFIT\LAGIHS 

MWFNMFDLANAYAQGEGMK 

HYVEKVQQPEFAAAKDGYTFV 

SHQQEVGTGYFDKVTTIIQGGT 

SSVTALTGSTEESQF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25139 


55507 


A 


25277 


134 


1695 


FPDPARLPPVSVNHHITMEHLH 

MKTRTQQ1 EELQKEWTQPRWE 

GITRPYSAEDGGKLRGSVNPEC 

TLAQLGAAKMWRLLHGESKK 

GYINSLGALTGGQALQQAKAGI 

EAVYLSGWQVAADANLAASM 

YPDQSLYPANSVPAVVERINNT 

FRRADQI/QWSAGIEPGDPRYV 

DYFLPIVADAEAGFGGVLNAFE 

LMKAMIEAGAAAVHFEDQLAS 

VKKCGHMGGKVLVPTQEAIQK 

LVAARLAADV TGVPTLLVART 

DADAADLITSDCDPYDSEFITGE 

RTSEG FFRTH AG 1 EQ AISRGL A Y 

APYADLVWCETSTPDLELARRF 

AQA1HAKYPGKLLAYNCSPSFN 

WQKN LDDKTI ASFQQQLSDMG 

YKFQF1TLAGIHSMWFNMFDLA 

KAYAQGEGMKHYVEKVQQPE 

FAAAKDGYTFVSHQQENRSSK 

QQQPLLTVGRIRRSRRJRQSVPR 

TGIGCASRRFNTAKPWADAV1S 

NRPFAGNTGSVDDNDEIQRNLN 

DTNYNRMWEYNNRGVGSKVV 

AEAKK. 


25140 


55508 


A 


25278 


230 


380 




25141 


55509 


A 


25279 


432 


1247 


PSQEPSVHGRWMA*KGHSRIV* 
WRAYD*TH\FNPVLKKSVSLGS 
NIRHMLAEEATTEELDGT\GPV 
LV*PNRH*PAYWMRAYLNLKK 
MSCRSFRRKA*RW*CETQTVV 
HRDRVDQGNNHFDVVARHYH 
LYAFLRKERQLIFFKFKYARIQY 
AG 


25142 


55510 


A 


25280 


243 


430 


RRPSYSVLQRLPSAVLLPYY*R 
DWYHRTAGRRRDGNAGRQHQ 
NGCYPDPPDRDGRRSAFRNP 


25143 


55511 


A 


25281 


10 


638 


SSVPTAGSRYNHLRAPRYSPLF 
ANYSMSDRCCKPFG/LDSSTG* 
WFQ*RSVPLPILLPDTSRHQL*C 
SDPTRNGPA\QACQRFFHIVERV 
ARVHHARFAATVTVDHVVIDQ 
RFFQICRT/PWCRLHRHHWRSSS 
GTR*TF*SPARHFCLLHNDSSYR 
STARPTCSGTDVPDRRCSDAHL 
CDHWSGSRAHADTDAECWCL 
NPQPAPSLLQCRR 


25144 


55512 


A 


25282 


803 


1622 




25145 


55513 


A 


25283 


498 


686 


RRPSYSVLQRLPSAVLLPYY*R 
DWYHRTAGRRRDGNAGRQHQ 
NGCYPDPPDRDGRRSAFRNP 



3352 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO. 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25146 


55514 


A 


25284 


1 


2063 


MKNFMENVLRYLSDDKWKPD 
AKASMTVGTNLDTVYFKRHGQ 
VTGNSAAFDFHPDFAGISVEHL 
SSYGDLDPQEMPLLILNGFEYV 
TQVGNDPYAIPLRADTSKPKLT 
QQD VTDLI A YLN KGGS V L I MEN 
VMSNLKEESASGFVRLLDAAG 
LSMALNKSVVNNDPQGYPNRV 
RQQRATG1WVYERYPAVDGAL 
PYTIDSKTGEVKWKYHVENKP 
DDKPKLEVASWLEDVDGNRKR 
NFSNDARANGTAAFTDCETQT 
VVHRDRVDQGHNHFDLVARH 
YHLYAFRQFDGTSHVSSTEVEL 
RTVAFEERSMTAAFTSWTECTL 
QIRTCPQN PTGKV WTCDELE1 M 
ADLCERHGVRVISDE1HMDMV 
WGEQPH1PWSNVARGDWALLT 
SGSKSFN1PAL TGAYG11ENSSSR 
DAYLSALKGRDGLSSPSVLALT 
AH1AAYQQGAPWLDALRIYLK 
DNLTYIADKMNAAFPELNWQIP 
QSTYLAWLDLRPLNIDDNALQ 
KALM DQEKVA1M PG YTYGEEG 
RGFVRLNAGCPRSKLEKGVAG 
LINAIRAKKSATMIDTTLPLTD1 
HRHLDGN1RPQT1LELGRQYNIS 
LPAQSLETL1PHVQV1ANEPDLV 
SFLTKLDWGVKVLASLDACRR 
VAFENIEDAARHGLHYVELRFS 
PGYMAMAHQLPVAGVVEAVID 
GVREGCRTFGVQArCLlGIM 


25147 


55515 


A 


25285 


3 


371 




25148 


55516 


A 


25286 


63 


180 




25149 


55517 


A 


25287 


2 






25150 


55518 


A 


25288 


495 


707 


REFSSHQKGLRDRPAHKAVLG 
DNQLFSGGTGAPVWPG/HSENV 
VPVDPTXMKRLPDDVNHPALDY 
YWRLSFA 



3353 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25151 


55519 


A 


25289 


1 


1713 


MTWAYSPSYGKPLSVPQG11GL 

MTRFGMDVTLAHPEGYDLIPD 

VVEVAKNNAKASGGSFRQVTS 

MEEAFKDADIVYPKSWAPYKV 

MEERTELLRANDHEGVKAAPEK 

HCL\AQNAQHK\DWH\SIEEMM 

EP\TREGEAQNKHGRP\AEINGA 

SCKEGRSDQKAYDEKSRPDEM 

PIDDNVVLNKGDVLQVSGDAR 

RVKTIADRIGFISIHSQVTDLLAF 

CAFFVIGLM1GMITFQFSTFSFG 

MGNAAGLLFAGIMLGFMRANH 

PTFGYIPQGALSMVKEFGLMVF 

MAGEIQVDGNTIYPHIWKSCDG 

GVLFAKQYLLRLGIILYGFRLTF 

SQIADVGISG1IIDVLTLSSTFLL 

ACFLGQKVFGLDKHTSWLIGA 

GSSICGAAAVLATEPVVKAEAS 

KVTVAVATVV1FGTVAIFLYPA1 

YPLMSQWFSPETFGIYIGSVIEV 

G VDVPN A SLM 1 1 ENPERLGL AQ 

LHQLRGRVGRGAGLLTACCST 

KRRFLKAAPEVTRTGLADDRSS 

GLPLQTGYELASMQGLVDVVR 

LSPQGTDTFAMLDAFRANENG 

AAPLPLTANSDCNGYWRRLAG 


25152 


55520 


A 


25290 


629 


1054 


ASGRFREVTG/MEEAFKDAD1/V 
YPQSWAPYKVMEERTVLLRAN 
DHEGLKA\LEKQCLAQNAQHK 
DWHCTEEMMELTRDGEALYM 
HCWPADISGVSCKEGEVTEGVF 
EKYRIATYKEASWKPYIIAAMI\ 
CPVNTPNQVHCSSNC 


25153 


55521 


A 


25291 


235 


780 




25154 


55522 


A 


25292 


1 


2783 


MT YRNM HQTGVAFLFQTKFCIE 
DGGVKTFDGYRVQTQSRHAEQ 
EVTDVEINLFCHPLCIIMQIFTV 
HISEELATFIVRGFRFRRGKAAI 
GIFLVNNQLQPDIVHRGFCTEH 
HDVRGIKHFTLVEHVITGSGFG 
NTRFTFFRAGNNKMPRLGVGA 

PU/AWT r\n\fD\/T> Pr , \/WDT DCVD 

uWAVLyuVrVKruV WrLrcYr 

AYACGKFNGAIRAGDAAQLAA 
YAQAFIQLHGPIDAGDGVNRA 
DHRAGDFFEIVFQNLFAIADVD 
LAINHAVNAQLRLRNP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25155 


55523 


A 


25293 


365 


722 


TSCLSALA1K/QQHLDEKKELG 

HLSAGARRL1LGIIVTF/CADSG 

VNLRYSAV*PAGAVYLPDAAV 

GGSADRTADAGALLGANVDCA 

VADRFLPLYLVALHLYAELGRS 

GQPGVRAYSALR 


25156 


55524 


A 


25294 


798 


1094 




25157 


55525 


A 


25295 


1 


2780 


MGIVASASVQAAEIYNKDGNK 
LDVYGKVKAMHYMSDNASKD 
GDQSYIRFGFKGETQINDQLTG 
YGRWEAEFAAWTDMFPEFGG 
DSSAQTDNFMTKRASGLATYR 
KTTSSAYRWPELNLQYHRCTS 
AARAMLLSGRPVMQINERTAV 
RRQMTVYLRVER1HEIDPLVSL 
SHSMSVIPIDVERPIAAAPCTPG 
LWRTKTPLRVPSTYPLRLPGRA 
RVVCHRTFRLHLCKDWVFMFS 
GLL1ILVPL1VGYLIPLRQQA 


25158 


55526 


A 


25296 


66 


300 


QSTYCDNPPVPVSRGL*P*RRSS 
STSSAGYQK*RYCQHRHDPASR 
IRTVQRTDSQRTVKRKFMLLVP 
EASVPASEIC 


25159 


55527 


A 


25297 


240 


424 


RCSRDEHDFQLIANLRIVV1TFA 
TFA*CTA*LPLGNHSVVAAH*A 
G*GGAPVTAQVFVQHG 


25160 


55528 


A 


25298 




1425 




25161 


55529 


A 


25299 




471 




25162 


55530 


A 


25300 


1269 


1390 




25163 


55531 


A 


25301 


601 


1119 


VAAGAV*RGH*NVQLGKLFFV 

ASDLRINAIAGGVVVFS*FIQGL 

TNAIGSGFNNARCRKPTGQVA 

ADGGRDAGFFTIANNQCTYAA 

GIFFQCSGEFVGIQFQFAIAGIGR 

DTNLRQRFIAGRTDGITQHRFQ 

LRLN RPQRG V AEQCTI ARTLAIS 

SRMAVYLVRLLKVSISEL 


25164 


55532 


A 


25302 


1666 


1769 


RLKRHPPLRPSWPPY*TGAHVW 
HFSPLANWKPGI 


25165 


55533 


A 


25303 


1 


1970 


MKDDIFFRTSGGGVTLSGGEVL 
MQAEFATRFLQRLRLWGVSCA 
IETAGDAPASKLLPLAKLCDEV 
LFDLKIMD ATQ ARDV VKMN L P 
RVLENLRLLVSEGVNVIPRLPL1 
PGFTLSRENMQQALDVLIPLNIR 
QIHLLPFHQYGEPKYRLLGKTW 

RAGLQVTVGEKWGVSIETQGA 
LGTENRLADEDIRRADVALLIT 
DIELAGAERFEHCRYVQCSIYA 
FLREPQRVMSAVREV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25166 


55534 


A 


25304 


2804 


3494 


LSLAEWK.CLNPSQRALYREVM 

LENYRNLEAVGQLQPQSTQRIP 

*GRJCNGDRLTSQKGLDL\VLEA 

LPGLL\EQGGQLALLGAGDPVL 

QEGFLAAAAEYPGQVGVQ1GY 

HEAFSHRIMGGADVILVPNRFE 

PCGLTQLYGLKYGTLPLVRRTG 

GLADTVSDCSLENLADGVASG 

FVFEDSNAWSLLRAIRRAFVLW 

SRPSLWRFVQRQAMAMDFSW 

QWAAKSYRELYYRLK 


25167 


55535 


A 


25305 


1 


1306 




25168 


55536 


A 


25306 


818 


1658 




25169 


55537 


A 


25307 


2611 


2826 




25170 


55538 


A 


25308 


609 


2359 


PPPK1APVWGCRKKSLPARSKSI 

FCFALFFPFFLNGEIILPESPCPF 

WTLFRNDGGKKRDPLAPVYLL 

GKLTISPGP1CPDM1GVLFDSTV 

RREVAHIGNVQHRFCGPLFLKL 

VEFIDFILTIDIAAIIRQYLVVICE 

VDQRINQIAIATRIFRTGYTAAD 

LRQ1 1LMQLLIFLVVFTRFVALT 

TQFFHFFRCVTKNKD1VSTDMI 

QHLDI RTVQRTDSQRTVKRKLH 

VTGAGSFRPCQRNLFRQICRRN 

DQLRQ AN A V V RDEHDFQLI AN 

LR1VVDHFRYV1DQMNNVLRH 

V1GRSRLTAKN1HARYPLRIRVG 

LD A V 1 AEMASGLDPFWRPDVV 

HAHDWHAGLAPAYLAARGRP 

AKSEFTVHNLAYQGMFYAHH 

MND1QLPWSFFNIHGLEFNGQIS 

FLKAGLYYADHITAVSPTYARE 

ITEPQFAYGMEGLLQQRHRERR 

LFGVLNGVDEK1WSPETDLLLA 

SRYTRDTLEDKAENKRQLQNA\ 

MGLKVDDKVPLFAVVSRLTSQ 

KGLDLVLEALPGLLEQGGQLA 

LLG AGDP V LQEGFL A AA AE YP 

GQVGVQIGYHEAFSHR1MGGA 

DVILVPSRFEPCGLTQLYGLKY 

GTLPLVRRTGGLADTVSDCSLE 

NLADGVASGFVFEDSNAWSLL 

RAIRRAFVL/WSRAGSWRYSAR 

A1RCCRKVSLRRQRNTPVRWAF 

RLAITKHFRIALWAARTSFWCP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25171 


55539 


A 


25309 


1028 


1632 


TSASAGTARNFSSNFAVRTTGH 
STSEATSSSRLSLKSALPPILRAA 
SSASALMFFVIGDDFPTSRRISG 
Y * SALSMVNSGSPIKRWPRJTRS 
D*MPRMVAGMTLSP/MQQGHG 
VHRTHEVHVVAPQRISFGIGSF 
AREVATIFGSSASVFRR*YRNH 
APNLLTLCSVCLQRRTPGQSPG 
RVFRFHDPVAFRQVSYFQRQTP 
IA 


25172 


55540 


A 


25310 




336 




25173 


55541 


A 


2531 1 


1889 


2257 


SAMTFPRSRR1SGY*SALSMVN 
SGSPIKRWPRITRSD*MPRMVA 
GMTLSPSSRVTVCTGRTKCTSL 
APQR1SFGIGSFAREVATRRPYR 
DIKEGFSQREAALLPQSLRVPQ 
TGTWSAAGAQA 


25174 


55542 


B 


25312 


1 


735 




25175 


55543 


A 


25313 


1439 


1744 


SAMTFPRSRR1SGY*SALSMVN 
SGSPIKRWPRITRSD*MPRMVA 
GMTLSPMQQGHVPWQLMVVL 
WNTRQRWKPSSPDRYVNRAMS 
LPSRKGEMLKPAPCRK 


25176 


55544 


A 


25314 


1209 


1972 


SAMTFPRSRRJSGY*SALSMVN 
SGSP1KRWPR1TRSD*MPRMVA 
GMTLSPSSRVTVCTGRTKCTSL 
APQR] S FG1 G SF ARE V ATI FG SS A 
SV/HFALHMGAIQQPFAF1GSQT 
LSLVNGNTATTVPQPSAALLGLP 
SASNAWAIAGPRFSISRSGCASA 
RLATFSARRRGASKPLNGCLLR 
ATLSSPDKFQQGSTGGMLWGV 
LRHSPKFSITADGREFTLHWPN 
TGAMTGCATPGEYVWYSTFDN 
TQRK Y PHPWEL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25177 


55545 


A 


25315 


1 


1521 


METQHRLMRTFQPRQQDWTY 
ALWGGVKLRWLFFFLWGLFLF 
AGEEELGIRQTRTNDFLVTGDN 
LLRIFRFDVGN EDKVRQQF A V V 
RIHREVFLVTFHGVNQRFSRHR 
EEFLFEFCVTPKLNEGTTQRTN 
NRGIAVLNTGHRHPDLVAAVE 
QQLQQFTHTAYQIVPYESYVTL 
AEKrNALAPVSGQAKTA\FFHP 
GSETG\ENGVKMVRAHTGTPG 
V\1AFRGG\FHGRTYMTMALTG 
KVAPYKIGFGPFP\GSVYHVPYP 
SDLHGISTQDSLADAIERLFKSDI 
EAKQVAAIIFEPVQGEGGFNVA 
PKELVAAIRRLCDEHGIVMIAD 
EVQSGFARTGKLFAMDHYADK 
PDLMTMAKSLAGGMPLSGVVG 
NANIMDAPAPGGLGGTYAGNP 
LAVAAAHAVLN11DKESLCERA 
NQLGQRLKNTLIDAKESVPA1A 
AVRGLGSMIAVEFNDPQTGEPS 
AAIAQKIQQRALAQGLLLLTCG 
AYGNV1RFLYPLTIPDAQFDAA 


25178 


55546 


A 


25316 


114 


187 


RST1SSVRYGDDAFKP*RQAWN 
VL 


25179 


55547 


A 


253 17 


105 


317 


YLFFLSRFNHWISMEKKLGLSA 
LTALVLSSVSWARVFSVCRKIW 
RQLPARQHCSSAGVLLALAFYC 
WPLPC 


25180 


55548 


A 


25318 


1 


593 


















25182 


55550 


A 


25320 


1 


1005 




25183 


55551 


A 


25321 


1 


1361 




25184 


55552 


B 


25322 


1 


2793 




25185 


55553 


A 


25323 


27 


255 





3358 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


^cleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


25186 


55554 


A 


25324 


225 


1408 


RIIYMHMESQKIWFALSTPMEIR 
NECCLPSHSSPKMYLGACLF\PL 
SSSWGIDDRDDLLRT1HRMIDN 
GHAARLAGFYHRWFRYSPCEW 
RDYLAELNEQGQAYAQFVAST 
AECCGEGG1KAWDYVRMGFLS 
RMGVLNNWLSEEESLW1QSR1H 
LRALRYYSNWRQYFAGYTFGR 
QYWQSPEDDHLPLLREFLAQET 
TDVDIIRRAYLALLPSFHTETDP 
QGFKQLRHAYDDALP1AQSPAK 
SVLQPEEYEWEALLVEMLGLL 
HR1AM VQLSPAALGNDM AA 1 E 
LRMREL A RT1 PPTD1QL Y YQTLL 
IGRKELPYRTCQLHACTSADTP 
LRKIPRFSGKLHFYAFCPNIYSS 
YHSAAKYGGSCQPGSTAHRLG 
YYWRWHFIAGLCHADPHAHSS 


25187 


55555 


A 


25325 


230 


380 




25188 


55556 


A 


25326 


432 


1247 


PSQEPSVHGRWMA*KGHSRIV* 
WRAYD*TH\FNPVLKKSVSLGS 
NIRHMLAEEATTEELDGTAGPV 
LV*PNRH*PAYWMRAYLNLKK 
MSCRSFRRKA*RW*CETQTVV 
HRDRVDQGNNHFDVVARHYH 
LYAFLRKERQLIFFKFKYARIQY 
AG 


25189 


55557 


A 


25327 


10 


638 


SSVPTAGSRYNHLRAPRYSPLF 
ANYSMSDRCCK.PFG/LDSSTG* 
WFQ*RSVPLPILLPDTSRHQL*C 
SDPTRNGPA\QACQRFFHIVERV 
ARVHHARFAATVTVDHVVIDQ 
RFFQICRT/PWCRLHRHHWRSSS 
GTR*TF*SPARHFCLLH"NDSSYR 
STARPTCSGTDVPDRRCSDAHL 
CDHWSGSRAHADTDAECWCL 

IN r^r Ar dlX^C. KK. 


25190 


55558 


A 


25328 


803 


1622 




25191 


55559 


A 


25329 


498 


686 


RRPSYSVLQRLPSAVLLPYY*R 
DWYHRTAGRRRDGNAGRQHQ 
NGCYPDPPDRDGRRSAFRNP 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25192 


55560 


A 


25330 


1 


2063 


MKNFMENVLRYLSDDKWKPD 

AKASMTVGTNLDTVYFKRHGQ 

VTGNSAAFDFHPDFAGISVEHL 

SSYGDLDPQEMPLLILNGFEYV 

TQVGNDPYAIPLRADTSK.PKLT 

QQDVTDLIAYLNKGGSVLIMEN 

VMSNLKEESASGFVRLLDAAG 

LSMALNKSVVNNDPQGYPNRV 

RQQRATG I WV YER YPA VDGAL 

PYTIDSKTGEVKWKYHVENKP 

DDKPKLEVASWLEDVDGNRKR 

NFSNDARANGTAAFTDCETQT 

VVHRDRVDQGHNHFDLVARH 

YH L Y AFRQFDGTSH VSSTEVEL 

RTV A FEERSMTA AF IS WTECTL 

QI RTC PQNPTGK V WTCD ELEIM 

ADLCERHGVRVISDE1HMDMV 

WGEQPHIPWSNVARGDWALLT 

SGSKSFNIPALTGAYG1IENSSSR 

DAYLSALKGRDGLSSPSVLALT 

AHIAAYQQGAPWLDALR1YLK 

DNLTYIADKMNAAFPELNWQIP 

QSTYL A WLDLRPLN 1 DDNALQ 

KA LMDQEK VA I M PG YTYG EEG 

RGFVRLNAGCPRSKLEKGVAG 

LINA1RAKKSATM1DTTLPLTDI 

HRHLDGMRPQTILELGRQYNIS 

LPAQSLETLIPHVQVIANEPDLV 

SFLTKLDWGVKVLASLDACRR 

VAFEN1EDAARHGLHYVELRFS 

PGYMAMAHQLPVAGVVEAVID 

GVREGCRTFGVQAKLIGIM 


25193 


55561 


A 


25331 


2 


696 


FLLLLWE1RKSSQQTTPTEMNA 
AEMAQLVAGVDEVGRGPLVG 
AVVTAAVILDPARPIAGLNDSK 
KLSEK\RRLALYEEIKEKALSWS 
LGRAEPPEIDELNILHATMLAM 
QRAVVGLHIAPEYVL1DGNRCP 
KLPMPAMAVVKGDSRVPEISA 
ASILAK.VTRDAEMAALD1VFPQ 
YGFAQHKGYPTAFHLEKLAEH 
GATEHHRRSFGPVKRA/LGTCV 
LILVSRLSKPESEDVL 


25194 


55562 


A 


25332 


2 


63 




25195 


55563 


B 


25333 


138 


182 




25196 


55564 


A 


25334 


356 


706 


ISDICAPNMVSAIHAIPYTATMA 
1 1 PERKTSFFE1DAGLVLVRI1IS A 
PVSSINP1TSTIDSGLPPKDGRRS 
ES APRRATTAI APRKI HIASQLL 
VVI1IRSLVGCRMRRWRVLSD 


25197 


55565 


A 


25335 


1746 


1873 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of Inst 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25198 


55566 


A 


25336 


1998 


3626 


PKAARMANVPNMTTGTAMVGI 
SVA/RHILQEQIHHQEHQHNGFE 
QRFYHFVNRKLDEWRGVIRVE 
NLHS/AAGRMAVIPPVLP*WLS 
RYREHSRRLPA*SPKGEAASNP 
EVIARTLRKLKNQPELSEDTIKK 
AVESLSLELVLTAHPTEITRRTL 
IHKMVEVNACLKQLDNKDIAD 
YEHNQLMRRLRQLIAQSWHTD 
E1RKLRPSPVDEAKWGLCRNGK 
TACGKAYQITWAELNKQLEEK 
PRLQTCPSKFGSGPFYF 


25199 


55567 


A 


25337 


243 


604 


PRFPFPLPPATSSVQTAMTDG*N 
ECERICVGYLRYSSHSAPDARR 
QRARTHVPVGKHALPALTKAT 
HPSWWWQCAAMAEDSTDARQ 
LKA*WGVNGFLDLRSATMDGR 
LYPVAMCLLPATK 


25200 


55568 


A 


25338 


1 


3287 


MP1TLRRSVEKEQLIE1ANT1MPF 

GKYKGRRL1DLPEEYLLWFARK 

DEFPAEARYTH1DLHVPAPLLV 

MFTLDTRQSACDRNPHLP1HVC 

SSWTSPKCAPRLWTRALLPRTR 

TPPYATGTTIGSRASWFVTFPD 

ASFYRRKAPRQEFHTSLQGRSL 

YVRQRSTANPTEITRRTLIHKM 

VEVNACLKQLDNKDIADYEHN 

QLMRRLRQLIAQSWHTDEIRKL 

RPSPEA I MTEQEKTS A V VEETR 

EAVDTTSQPVAT 


25201 


55569 


A 


25339 


1 


1425 




25202 


55570 


A 


25340 


534 


1391 


RQKRRL YQTY WYKQQPRYLPP 

EHRQRHRHQSAGVSRPYSGYG 

E V RPLSQ YQPE WQC WEPD VE W 

VRQPPQDAITDPDFFC F YQPGM 

TFEQFVREFAEWFSQKRPAAM 

MIGIRAD ES YNRF V AI ASLN KQ 

RFADDKPWTGGHSWYIYPIYD 

WKVADIWTWYANHQSLCNPL 

YNLMYQAGVPLRHMRICEPFG 

PEQRQGLWVLYHVIEPDRWAA 

MCAR\VS\GYTTGGLYPGQARG 

AAV * TE ALKPSG LPQ VC ALNQC 

LLSVHRYAGHVRQERCDGADG 

RPAVHERRQLL 


25203 


55571 


A 


25341 


786 


1009 


HHSHEQQFQWPVGASGVDRW 
AVYLHQICPLTQFQY/WCRARQ 
EGIMSSPGQQVGFIA*VTSSFSP 
R*KGRRVSSA 


25204 


55572 


A 


25342 


2446 


2970 




25205 


55573 


A 


25343 


1 


2184 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25206 


55574 


A 


25344 


706 


1293 


IHRLLIRRJHQIIDLRIWQRTVE1 
HGAPVRFIQMAAWTHIAVLLT* 
QLRQLRAGFQRNSWAIFYFFHH 
RKQYIFHFDLRRFPVIMHALFC 
AVQRCADLMAHRRQKRRFCLA 
GFFCFRPCLSVFYHQFLQFSCTR 
FDLRRQLFAVAIQCMNIAFAAA 
LVDFDLPDIDGITLARQLAQQY 
PSLVLIG FS AH VIDETLQ 


25207 


55575 


A 


25345 


1 


3291 




25208 


55576 


A 


25346 


882 


1019 




25209 


55577 


A 


25347 




2265 




25210 


55578 


A 


25348 


284 


535 


CVAASVTGTRVLIPPLLNNRSR 
RSPVRYVSKGNWWGSVCNCAS 
NNSNSVSR*SLPPMRSHAWRKV 
RRIMRQLPLERPRPGFTI 


25211 


55579 


A 


25349 


131 


208 


LVRWLLSPGW*WKISPI1SICLFP 
V 


25212 


55580 


A 


25350 




3108 


MDSQDKYFEATQTVYEWCGV 

ATQLLAAY1LLFDEYNEKKASA 

QKDILIKVLDDGITKLNEAQKS 

LLVSSQSFNNASGKLLALDSQL 

TNDFSEKSSYFQSQVDKIRKEA 

YAGAAAGVVAGPFGLIISYSIA 

AGVVEGKLIPELKNKLKSVQNF 

FTTLSNTVKQANKDI DAAKLKL 

TTE1AA1GEIKTETETTRFYVDY 

DDLMLSLLKEAAKKM1NTCNE 

YQKRHGKKTLFETYLTDHPVTF 

RERLQMSIYKIPLPL 


25213 


55581 


A 


25351 


1 


296 




25214 


55582 


A 


25352 


3 


164 


VGD/NVGTTARWG1FALIIVETL 
AWFTVVASLFAQHKQRAENLI 
QRLHLLWSFNP 


25215 


55583 


B 


25353 


91 


990 




25216 


55584 


A 


25354 


1146 


1881 


RCGVQ\WTMYIRAVFVNLTNP 
KSIVFLAALFPQFIMPQQPQLM 
QYIVLGVTTIVVDIIVMIGYATL 
AQRI AL WIKGPKQM KALNKIFG 
SLFMLHNAFAWFYLGAFLLTVI 
AWFLLGNAQKMPQTTLQWGIL 
VFLGVVASG1GYFMWNYGATQ 
VDAGTLGIMNNMHVSAGLLVN 
LAIWHQQPHWPTFITGALVILA 
SLWVHPNKRFRNWLTLLAIAH 
GGVQSAPQAFAQGFGHHQTLA 
LKTLYYPMR 


25217 


55585 


A 


25355 


1943 


2287 




25218 


55586 


A 


25356 


44 


274 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25219 


55587 


A 


25357 


876 


1400 


YRHVRDSPGNDRLFETWRSAG 
CAARLLRQSGETRLLSRVVRDY 
GGRWPVSLLDGLPDATWCTEK 
RGGFCTCATGRAGEKWAQFPE\ 
SLLTNLANPKAIIYFGSVFSLFV 
GDNVGTTARWGIFALIIVETLA 
WFTVVASLFALPQMRRGYQRL 
A K WIDGFAGALFAGFGIHLI ISR 


25220 


55588 


A 


25358 


1 


1428 




25221 


55589 


A 


25359 


421 


797 


IIFPFLLFHLCNQLSHLLQYAVV 
NAPVRRILPIQLLWQQLIQPGEK 
LKSIRRAIQH1GQTQIIGMFIQMP 
IMIAYETDRATGDGI/WAAH*T 
H EYPCH VRQSQFHENHDDVQE 
NPPHPWKIQTPGH 


25222 


55590 


A 


25360 




1320 




25223 


55591 


A 


25361 


1 


1251 


MLLSIITVAFRNLEGIVKTHASL 

AHLAQVEDISFEWIVVDGGSND 

GTREYLENLNG1FNLRFVSEPD 

NGIYDAMNKGIAMAQGKFALF 

LNSGDIFHQNAANFVRKLKMQ 

KDNVMITGDALLDFGDGHKIK 

RSANRAGLFLIGYGAFRIIVEFF 

RQPDAQFTGAWVQYISMGQILS 

IPMIVAGTMKQYLELMQKVLD 

EGTQKNDRTGTGTLSIFGHQMR 

FNLQDGFPLVTTKRCHLRS1IHE 

LLWFLQGDTN1AYLHENNVTI 

WDEWADENGDLGPVYMTTVL 

NQLKNDPDSRRIIVSAWNVGE/ 

LDKMA L APCH AFFQF YVPDGK 

LSCQLYQRSCDVFLGLPFNIAS 

YALLVHMMAQQCDLEVGDFV 

WTGGDTHLYSNHMDQTHLQLS 

REPRPLPKLI1 K.RKPESIFD YRFE 


25224 


55592 


A 


25362 


3 


1327 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25225 


55593 


A 


25363 


1 


2443 


MGLIGFVLTALWIKLIHNPTDH 

PRMSAEELKFISENGAVVDMD 

HKK.PGSAAASGPKLHYIKQLLS 

NRMMLGVFFGQYFINTITWFFL 

TWFPIYLVQEKGMSILKVGLVA 

SIPALCG FAGG VLGG VFSD YLI 

KRG LSLTLARKLPI VLGM LL A S 

TI ILCN YTNNTTL VVMLM AL AF 

FGKGFGALGWPVISDTAPKEIV 

GLCGGVFNVFGNVASIVTPLVI 

GYLVSELHSFNAALVFVGCSAL 

MTMSARSATGHECVFWCNGKP 

RRLAMRLIYWCAAAPTGDVVQ 

KLTGKWALIANSHRAGQPTRN 

VNEEVGQRLLEEMEWYDNYL 

NMGKTDRSANPSPGNKKGGLA 

NVVEKALGSIAKSGKSAIVEVL 

SPGQRPTKRGLIYAATPASDFV 

CGTQQVASGITVQVFTTGRGTP 

YGLMAVP/SH*NGNWKJTASVT 

SIQPNTNELPNCCMNGVSTANT 

TSKSSLVICALR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25226 


55594 


A 


25364 


1 


2701 


TFFLPAGEILPPRLEPQITLPVGS 

RRIISIAVTDLPEPESPHLRSGLG 

WASLCCFM VICKFFPAAEGLIL 

AAVCDSRGSRYWCNGNRRYG 

YASDLLVRCGATVMFSEVTEV 

RDAIHLLTPRAVNEEVGKRLLE 

EMEWYDNYLNMGKTDRSANP 

SPGNKKGGLGKRGSSKALWLP 

LLQIQARKQVGLRVYTVACVL 

RTGTWYDRNGPDWRVPGQLN 

MGNPAPETGRYRLAHPATPHD 

PRTTPDHPSHIKPHAPTNQQPDT 

LTPTHHHHTDTRDPSPPPPRTRT 

PRQSTHTTPPHPTTTTRHTDIHP 

PTHTNPPPPTRVLTRQLHHTNRI 

IPHRTHTTTCRRNHHNQMNTTT 

PPPPHTPQ1THRHHNTTLREQTQ 

KHRQHIHGTQHHTTRKPPTPTT 

RQYNTSIVGTIGGG\MVERKVIE 

ESLQALQERKPRLFHGRMARN 

GADAVGSDCGGAMSVFISVHG 

MRPRLVLIG AG H VN RA1AQSAA 

LLGFDIAVADIYRESLNPELFPP 

STTLLHAESFGAAVEALDIRPD 

NFVLIATNNQDREALDKLIEQPI 

AWLGLLASRRKVQLFLRQLRE 

KGVAEEH1ARLHAPVGYNIGAE 

TPQEIAIRVLAEILQVKNNAPGG 

LMMKPSHPSGHQMVVIRGAGD 

IASGVALRLYHAGFNVIMLEVE 

KPTVIRCTVAFAQAVFDGEMT 

VEGVTARLATSSAEAMKLTER 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25227 


55595 


A 


25365 


1 


1262 


MGNWHLSPCPAPAPGHSCLFL 

VGTSPRILAVPGHTGSKAINKA 

ALLLESYMSQALKNLLTLLNLE 

K1EEGLFRGQSEDLGLRQVFAG 

QVGG\QPLYAAKEPVPEERLVH 

SFHSYFLRPGDSKKPIIYDVETL 

RDVAPVLDVAGATPPTIRHQRV 

TALVAPKNGSRDVRSCAGKMP 

TDGSIRAVLLPFQVSTIGGVTYE 

RVGTKDQGPQCPHVQRSSAVR 

PGPEAAPGDNSYPPYEDRSTCG 

MQAPDASYSANPDLSFTWSPCL 

SEDALHTSPLYCTTPTSGGE-AF 

KG L ASDL VPHEDKM VLQNG KC 

FTSPRHTEWAVLRAGHALARG 

RNLLDLAAGGMAWVSMSQEC 

PGPGTICSRDLQGTECLRM1Q1L 

PPKDPVTRGSTHCNAGTKRELE 

EFSSQVTLTALIQPLMQVSAQF 

RAADGAP 


25228 


55596 


A 


25366 


2 


176 




25229 


55597 


A 


25367 




1395 


MRESLELPRDLLNCCDQNANS 

DMDMKSRLRGYQME1MNLLG 

AGVKDFELESDDLVYLVEEISK 

QQSIHDVAWLLLVAFVYICEQR 

NDLKSELIFTREA EHKSLENLEP 

DH VPEELDTSARN AGA LTRRRE 

IRDAATLLRLGLAYGPGGMSLR 

EVTAWAQLHDVATLSDVALLK 

RLRNAADWFGILAAQTLAVRA 

AVTGCTSGKRLRLVDGTAISAP 

GGGSAEWRLHMGYDPHTCQFT 

DFELTDSRDAERLDRFAQTADE 

IR1ADRGFGSRPECIRSLAFGEA 

DY1VRVHWRGLRWLTAEGMRF 

DMMGFLRGLDCGKNGETTVMI 

GNSGNKKAGAPFPARLIAVSLP 

PEKALISKTRLLSENRRKGRVV 

Q AETLE AAG H VL LLTSLPEDEY 

SAEQVADCYRLRWQ1ELAFKR 

LKSLLHLDALRAKEPELAKAWI 

FANLLAAFL1 DDII\SHRWISPPE 


25230 


55598 


A 


25368 


482 


765 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25231 


55599 


A 


25369 


1 


1575 


MGSVTKSRGPTDSSAFFQ1NRD 

YSFLDYILGGCQLMFTPWARLL 

QSTCCEQCSKKAHDQFLADLA 

SILPSNTTPLIVSDAGFKVPWYK 

SVEKLGWYWLSRVRGKVQYA 

DLGAENWKPISNLHDMSSSHSK 

TLGYKSLTISNPISGQILLYKSRS 

KGRKNQRSTRTHCHHPSPKIYS 

ASAKEPWILATNLPVE1RTPKQL 

VNIYSKRMQIEETFRDLKSPAY 

GLGLRHSRTSSSERFDIMLLIAL 

MLQLTCWLAGVHAQKQAFRF 

MRLVDGTAISAPGGGSAEWRL 

HMGYDPHTCQFTDFELTDSRD 

AERLDRFAQTADE1 R] ADRGFG 

SRPECI RSLAFGEA DYIVRVHW 

RGLRWLTAEGMRFDMMGFLR 

GLDCGKNGETTVMIGMSGNKK 

AGAPFPARLIAVSLPPEKAL1SK 

TRLLSENRRKGRVVQAETLEA 

AGHVLLLTSLPEDEYSAEQVAD 

CYRLRWQIELAFKRLKSLLHLD 

ALRAKEPELAKAWIFANLLAAF 

LIDDI1\SHRW1SPPEVPDPKRRT 


25232 


55600 


A 


25370 


1 


1341 


MAGGRKFPDGGDRTTLCGLSQ 

PGVLAPRSPEKRRAINQRYPSK 

TGQLPASITDMMRTARHHLSG 

NG1 S V PKG AELAH PSTVLELFAI 

SAKPIHPEELDTSARNAGALTR 

RREIRDAATLLRLGLAYGPGG 

MSLREVTAWAQLHDVATLSDV 

ALLKRLRNAADWFG1LAAQTL 

AVRAAVTGCTSGKRLRLVDGT 

AISAPGGGSAEWRLHMGYDPH 

TCQFTDFELTDSRDAERLDRFA 

QTADEIRIADRGFGSRPECIRSL 

AFGEADYIVRVHWRGLRWLTA 

EGMRFDMMGFLRGLDCGKNG 

ETTVMIGNSGNKKAGAPFPARL 

IAVSLPPEKALISKTRLLSENRR 

KGRVVQAETLEAAGHVLLLTS 

LPEDEYSAEQVADCYRLRWQ1E 

LAFKRLKSLLHLDALRAKEPEL 

AKAWIFANLLAAFLIDDII\SHR 

WISPPEVPDPKRRT 


25233 


55601 


B 


25371 


1 


1233 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25234 


55602 


A 


25372 


1 


2197 


SHSRGSPGKAVDFTLVSHAAW 

FGLPHFSTPAFNGQAMMLIAPV 

A V I L VAENLG HLKA VAGMTGR 

NMDPYMGRAFVGDGLATMLS 

GSVGGSGVTTYAENIGVMAVT 

KVYSTLVFVAAAVIAMLLGFSP 

KFGALIHTIPAAVIGGASIVVFG 

LI A V AG ARI WVQNRVDLSQNG 

CNPAYAEHHQHPGYSDKLKTR 

VSFSCLRI1STNLRRECRAQFRF 

HVDASARHGFRLWQIQGVAQP 

VF11TIREVEAAMRATAFGTEVG 

RN SRCI RRFHQ VIQFQALN ALG 

VELAG1DSRDPRLKVLEEMKRT 

FHWGRQT1SKHIKIWLGLMLGR 

AMTPLMLDATSGKLTVWDGA 

H AG AAMG I LA VTADQN SAELA 

YYKSGSFR1EDVLWPSAVTDDN 

IKRNAFAADGSVNSYSVPFSSV 

PLLQRQGR1KYAVTLAKYRTNS 

NEQQESKFAQATLQWGGPWGT 

TWYGGGQYAEYYRAAMFGLG 

FNLGDFGAISFDATQAKSTLAD 

QSEHKGQSYRFLYAKTLNHLG 

TNFQLMGYRYSTSGFYTLSDT 

MYKHMDGYEFNDGDDEDTPM 

WSRYYNLLYTKRGKLQSL1SKT 

RLLSENRRKGRVVQAETLEAA 

GHVLLLTSLPEDEYSAEQVADC 

YRLRWQIELAFKRLKSLLHLDA 

T DAVPPPT iVA WIEAXII T A A CI 
LKArvcr CLANA WlrAINULAArL 

IDD11\SHRWISPPER1PSARKWT 


25235 


55603 


A 


25373 


1 


2754 




25236 


55604 


A 


25374 


1 


652 




25237 


55605 


A 


25375 


1 


1800 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25238 


55606 


A 


25376 


1 


2187 


MAGPRYPVSVQGAALVQIKRL 

QTFAFSVRWSDGSDTFVRRSW 

DEFRQLKKTLKETFPVEAGLLR 

RSDRVLPKLLGQASLDAPLLGR 

VGRTSRGLARLQLLETYSRRLL 

ATAERVARSPTITGFFAPQPLDL 

EPALPPGSRVILPTPEEQPLSRA 

AGRLSIHSLEAQSLRCLQPFCTQ 

DTRDRPFQAQAQESLDVLLRHP 

SG WWL VEM EDRQTA WFPAP YL 

EEAAPGQGREGGPSLGSSGPQF 

CASRAYESSRADELSVPAGARV 

RVLETSDRGWWLCRYAGAGPE 

ELDTS A RNAGALTRRREIRD AA 

TLLRLGLAYGPGGMSLREVTA 

WAQLHDVATLSDVALLK.RLRN 

AADWFG1LAAQTLAVRAAVTG 

CTSGKRLRLVDGTA1SAPGGGS 

AEWRLHMGYDPHTCQFTDFEL 

TD\SRDGER\LARFAQPPDEIRIA 

DGEFVWRPKCIRSLAFGEADYI 

VGVHWRGLRWLTAEGMRFDM 

MGFLRGLDCGKNGETTVMIGN 

SGNKKSPVGFPFRARFIAVSLPPE 

KALISKTRL\LSENRRKGRVVQ 

AETLEAAGHVLLLTSLPEDEYS 

AEQVADCYRLRWQIELAFKRL 

KSLLHLD A LRAKEPEL A KA W1F 

ANLLAAFLIDDII\SHRW1SPPEV 

PDPKRRTNSLWRITKMVIWSLQ 

V A I RGTVSLTA PSLCNS ACCCC 

VSTNSATTLNDFAFARSVIDLT1 


25239 


55607 


A 


25377 


2 


333 


RLGVWQDILSRRASCYHGMEV 
WDKDSFGHISFDDQSMGYSHL 
GHIVENSVIHYAVARLVIGADGV 
DSWLRNKADIPLTFWDYQHHA 
LVATIRTEEPHDAVARQVFHGE 
AFW 


25240 


55608 


A 


25378 


3 


235 


VAVLEQRVHEPLAANAPPQLR 
VS/ARLGVWQDILSRRASCYHG 
MEVWDKDSFGHISFDDQSMGY 
SHLGHIVENSVIHYA 


25241 


55609 


A 


25379 




774 




25242 


55610 


A 


25380 


1 


1076 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25243 


55611 


A 


25381 


1138 


1737 


SVSTEPSVAAFSSIKLRQDPP/H 

DNLHHQYN*GDIAFC\FTPYFH 

NCLCQS*WARAFQ*RANEF*R 

MNCTQLARTSGSHHLIPLTLRF* 

QICISSGQL1QYSVVCRF1HPPEH 

RLTIHPLAGQGVNLGFMDAAE 

LIAELKRLHRQGKDIGQYIYLR 

RYERSRKHSAALMLAGMQGFR 

DLFSGTN PAKKLLRD1GLKLAD 


25244 


55612 


B 


25382 


1 


735 




25245 


55613 


B 


25383 




1941 




25246 


55614 


B 


25384 


847 


849 




25247 


55615 


A 


25385 


1 


1227 




25248 


55616 


A 


25386 


324 


1533 


EGFMEHQRKLFQQRGYSEDLL 

PK.TQSQRTWKTFNYFTLWMGS 

VHNVPNYVMVGGFFILGLSTFS 

IMLAIILSAFFIAAVMVLNGAAG 

SKYG VPF A M I LRA S YG VRG AL 

VPGLLRGG1AALMWFGLQRGS 

PFYDLIQTALSSPHKVT1EQFYR 

EVGVFLGIALIAVVISVLNNFFV 

SHYVFRWRTAJvTN EYYMANWQ 

QLRHIKGRTAFINAIMTLIAFLP 

VLVTLSAHVPELPIIGH1PYGLVI 

AA1VWSLMGTGLLAVVGIKLP 

GLEFKNQRVEAAYRKELVYGE 

DDATRATPPTVRELFSAVRKNY 

FRLYFHYMYFNIARJLYLQVDN 

VFGLFLLFPSIVAGTITLGLMTQ 

1TNVFGQVRGAFQYLINSWTTL 

VEIAMSIYKRLRSFEHELDGDKI 

QEVTHTLS 


25249 


55617 


A 


25387 


1526 


1683 




25250 


55618 


A 


25388 


2709 


2918 


CWCFWHRRSCCGSVRYALSAV 
PGCQCPET* RRRFPHS AF* RFRS 
SETGQTGAYVSGPDLQPERLQR 
LWC 
















25252 


55620 


A 


25390 


134 


386 


RLKPSAAIRRRVSSSRISTPLNPA 
STTAFVGTDCAUPRLRATSGLA 
G SPL IQN RFCRARQPRWS AP V A 
RHAAVYARHRWNQ1I 
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SEQ ID 

NO: 


SEQ ID NO: 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


25253 


55621 


A 


25391 


181 


1630 


RIRQFCFYHHCVLTLAICAFIVIT 

LTIWVSFRVSVLVFAMADDIKV 

AVVGAMSGPIAQWGDMEFNG 

ARQAIKDINAKGG1KGDKLVGV 

EYDDACDPKQAVAVANKIVND 

G1KYV1GHLCSSSTQPASDIYED 

EGILM I S PG ATN PELTQRG YQH I 

MRTAGLDSSQGPTA AK Y I LETV 

KPQRIAIIHDKQQYGEGLARSV 

QDGLKAANANGVFFDGITAGE 

KDFSALIARLXKEN1D\FVYYGG 

Y Y PEMGQMLRQ ARS VGLKTQF 

MGPEGVGNASLSNIAGDAA\EG 

MLAPVLITVDQPFVQAGFQPLR 

RLLPAHETGRRTRAYGVGRLT 

RQIRRQ1ATTFRHNAQAAESKD 

FQWYRCDPCQLFHLMNRQHAR 

QHHASNVKMAMIKVNRLFIGR 

RSLHRYVALNMR1TLGGV LHH 

GEVGEDQRVGTQLRRHIHGAL 

PTGVTVRMRKSVNRDVKFAA 

MLMDKTHRPLQFFLGKVKAGE 


25254 


55622 


A 


25392 


2 


505 




25255 


55623 


A 


25393 


1 


2038 




25256 


55624 


A 


25394 


188 


1771 


G KQTSTSP AG W EN S L RM R Y T\ 

MSFSL1ATGLLGVYLTTMPGY 

WGILFVWALFGVTCDMMNWP 

VLLKSVSRLGNSEQQGRLFGFF 

ETGRG1VDTVVAFSALAVFTWF 

GSGLLGFKAGIWFYSLIVIAVGI 

1 1 FF VLNDKEEAPS VEVKKEDG 

ASKNTSMTSVLKDKTIWLIAFN 

VFFVYAVYCGLTFFIPFLKNIYL 

LP V A L VG A YG I IN Q YCLKMIG G 

PIVLEK.VLPPVVSVRVKGTASQ 

GQKIPEEFKQFFGDDLPDQPAQ 

PFEGLGSGVIINASKGYVLTNN 

HV1NQAQKISIQLNDGREFDAK 

L1GSDDQSDIALLQIQNPSKLTQI 

AIADSDKLRVGRSGLNLEGLEN 

FIQTDAS1NRGNSGGALLNLNG 

ENPIDQLKVVGRPHDRIDGPLK 

TTG T AR Y A YE W HEE A PN A A YG 

YIVGSAIAKGRLTALDTDAAQK 

APGVLAVITASNAGALDKGDK 

NTARLLGGPTIEHYHQA1ALVV 

AETFEQARAAASLVQAHYRRN 

KGAYSLADEKQTVNQPPEDTP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25257 


55625 


A 


25395 


356 


849 


GSACRVREIPRPASQMP/HTLPA 
GSRPPGSEAEPGPEAAPPPARRE 
AHQIPRPRRGHLPSSPGPRTHVA 
AHNIRVVTEAHADSHALLSDLG 
AAPFVVMSR1LRVDGDEDPPHV 
DESIQPTTENAVVFRPVQLTSAI 
ETGGKEEPYGLSAASLGRAESS 
A A SLAG RR 


25258 


55626 


A 


25396 


154 


379 


LVPRLKLGDLPSEINPLSSCSLV 
REKDPPTTSCTHTATNPRNISPIS 
NPDSTGNRTVQLT W* PLPEPL E 
LWPKAL 


25259 


55627 


A 


25397 


4761 


5127 


LGSGDLPWEINPLSSCSLLREKD 
PPTTSG PQTVTSPRNI SPI SNPHTR 
TSKRLNRSGQAFLQNLLPQELA 
TSARNLTTRPRNACSPGFLLSR 
VPSVRDPTGNWTVQLTWQPLS 
EPLELWPKAL 


25260 


55628 


A 


25398 


1 


753 


MGSWLQGLRAMVFALNYMVT 

RVRNKKDPPTTSGPQTVTSPRNI 

SPISNPR/PKETRFICGPKTPAPL 

MDWEGSLPLMFNHCRDTSLFIH 

PCFQGVRPCRDACLSPSPLAASP 

AFLGKGQVPLNPFFTLSGKSRF 

SGGGASTPTPSFHVSTPSLLFW 

GRGKYPSTPSSPLVASPAFLGK 

GQVPLNPFFTLSGKSRFSGEGA 

KAPETITDAELRVTLTVEAAVC 

ST1ALSLGWEILPRHWGKEEVT 

KTIYYPVIP 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25261 


55629 


A 


25399 


174 


2238 


LRSGDLPWEINPLSSCSLLHEKD 

PPTTSGPQTYTSPRNISPISNPRQR 

RH1LSMDPKLRRRSWTWVGSLP 

LVFNHCRDASLIIHPGFRGVRPR 

RDVCLGPSPLAT1TDAELYVTL 

TVEGKSIPFLIDTEATHSTLPSFK 

GPVALASIHVQNVQ1KRDKEGH 

YIMVKGSIQQEELTILNMYAPN 

TGAPRFIKQVLNDLQRDLDSHT 

I1MGDFNTPLSTLDRSTRQKVN 

KDIQDLNSALHQADLIDIYRTL 

HTKSTECTFFSAPHRTYSKIDH1 

VGSKALLSKCKRTEIIINCLSDH 

SAIKLELRIKKLTQNHSTTWKL 

NNLLLNDYWVHKEMKAEIKM 

FFEIN ENKNTT YQN LWDTFKA V 

CRGKFIALNAYKRKQERSKIDT 

LTSQLEELEKQEQTRSKASRRE 

EITKIRAELKE1ETQKTLQK1NES 

RSWFFEKINKIDILLARL1KK.KR 

EKNQIDAIKNDKGDIATDPTEIQ 

TTIREY YKH LCPNKLENLEEM D 

KFLDTYTLPRLNQEEDESLNRPI 

TGSEIVAIINSLPTKKSPGPDGFT 

A KFYQRYKEEL VPFLQKYKEEL 

VPFLLKLFQS1EKEGILPNSFSEA 

S1ILIPKPGRDTTKKJENFRPISLM 

NIDAKILNK1LANQIQQH1KKLI 

HHDQVGFIPGMQGWFN1RKSIN 

VIQHINRTKDKNHMI1S1DAEKA 

FDKIQQPSC 


25262 


55630 


A 


25400 


3 


267 


EKDPLTTSGPQTYTSPRNISPISN 
LRLFAFTWTDPDTHQAQQITW 
AVLPQGFTDSPRYFSQAQISSLS 
VTYLS1ILIKTHVLSLPIMSD 


25263 


55631 


A 


25401 


167 


408 


LGSRTFPWEINPPSSCSLLREKD 
PPTTSGPQTYTRPRNISPISNLVS 
GLFLLSSPTSLTIPQPLSSFNLDD 
TLQSLPSLNF 


25264 


55632 


A 


25402 


142 


441 


LRLGDLPWE1NPLSSCSLLCEKD 
PPTTSGPVPRNISPISNPVSGLFLL 
SSPTCLTI PQPLSPFNLGATLQSL 
PSLNFNSFHFLVETKETRFIRGP 
KTPAP 


25265 


55633 


A 


25403 


79 


381 


LGSGDLPWEINPLSSCSLLREKE 
PPTTSGPQT\TRPRN1SPISNPELA 
TLAGNLATGPRNARSPGFLLSH 
V LS V WDPTENQTVQLTWQPLP 
QPLELWPKAL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25266 


55634 


A 


25404 




511 


MWKGPKG LDMYG KSS VSPKTS 
DILGRDTLLLALKVQTVVLQTA 
CGEGHVAGNCGRPLETEGSLQ 
LTATKKLRDSVLQPKSPEFCQQ 
FTRAWNRTQVPDETEAPAGTY 
AAQSGDLPWEINPLSSCSLLHE 
KDPPTASGPQTVTSPRMSPILNR 
VSEVSDHAGTPALVLHP 


25267 


55635 


A 


25405 


570 


1182 


LGSGDLPWE1NPLSSCSLLHEK 

DPPTTSGPQTATSPRNTSPISNLH 

ALKGLKPAITRLLQHGLLKPINS 

PYNSP1LPVLKPDKPYKLVQDL 

CLINQIVFP1HPVVPNPYTLLSSI 

PPSTIHYSVLDLKLAFFTIPLHAS 

SQPLSAFTWADPDTHQVQQIT 

WAVLPQSFTDSPHYFSQAQISS 

LSVTYLSIILIKTHVLSLPIVSD 


25268 


55636 


A 


25406 


489 


615 


LRNTWNSPRLMACALHSGSPSC 
TWGPYS*SGLSENLASQRVCPP 
YQNENVGRVRDTE1KEHCYEES 
SYRAATQ1QVRKVG1ITEPYPFM 
ASLRTHCI JCETCYEMKI SFSKS 
LNPLEKNKKSQPANCAVKEVS 
EQLRRRQAFSVAAGLKGKGSP 
AQSIRKNLQKPYQHFQTLQQLL 
PLQWAPCYGPSNFATHGTHQG 
LWLVLSTVAAQAVPGALIAEA 
TALLAWIQGAVS 


25269 


55637 


A 


25407 


579 


715 


LGSGDLPWEISPL\SCSLLHEKD 
PPMTSGPQ-RTSPRNI SP1SNLR 


25270 


55638 


A 


25408 


1553 


1896 




25271 


55639 


A 


25409 


964 


1332 


SCRFIR1YQGACCNLHPGEINSH 
VAHTKPVWWSLHTDTHENCHL 
NTAVFFYHWLALEFFLNPLRR/ 
CSC*HSLPGQFPVSLCLRVLSVD 
CAHPWGKPEAPGS*HPGPWQFS 
SLPSPLWPLYQHP 


25272 


55640 


B 


25410 


1 


717 




25273 


55641 


A 


25411 


590 


1142 


PNSSWMRGEPKKDPPTTSGPQT 
VTSPRNISPISNPR/PKETRFICGP 
KTPAPLMDWEGSLPLMFNHCR 
DTSLI1HPCFQGVRPCRDACLSP 

cpt a a cp a pi nvnovPT \IPPCTI 
or LAAor Ar Lul\U^ V r LINr r r 1L 

SGKSRFSGGGASTPTPSFHVSTP 
SLLFWGRGKYPSTPSSPLVASP 
AFLG KG Q VPLN PFFTLSGKSRF 
SGEGA 



3374 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25274 


55642 


A 


25412 


1 


790 


MGLVHLQRQSYWTVQRSS1NH 

FLGCNPHTGKDKTLYMRWTK.S 

FRKVEDPPTTSGPQTDQPKKHL 

TKFKSETKETRFIHGPKTPAPV 

MDWEGSLPLVFNHCRDASLIIH 

SHFKGVRPRRDACLGPSPLAAS 

PAFLGKGQVPQPL1SLCPDPLFP 

HPNLISLRPNPLCPHPDLVSLCP 

DPFPAFLEAHKNFQTPEPQQPGI 

PPEPPPPGACYKC/HEPPPGQG 

MPAAQDSS* AM S/L S VRDPTGN 

QTVQLTWQPLPEPLELWPKAL 


25275 


55643 


A 


25413 


1 


736 


MQ AMEKWKREAK V ETEKDQK 
NQYQQTWLSDSASGYRYTKLP 
FYFRHNMLIPALAHLLFLDSLYS 
DLLTAAFFMQFWLSAQMSSDQ 
RGLPGYLLWAEEISLLE1SELTS 
GKQDSSWPEVKAGLKKEANYL 
SSDSARLHPGEINSLVAHTKPV 
WWSLHMDTHEIWCRDSNWGD 
LPWEINPLSSCSLLHEKDPPTTS 
GPQTYTSPRN1LPISNPPSSKHQE 
KPPEAISTLPNAAATAAAAVGS 
LLWSL 


25276 


55644 


A 


25414 


1644 


2010 


LGSGDLPWEINPSSSCSLLREKD 
PPTTSG PQ1MSPRN I S PI SNPHTR 
TSK.RLNRSGQAFLQNLLPQELA 
TSARNLTTRPRNACSPGFLLSR 
VPSVRDPTGNWTVQLTWQPLS 
EPLELWPKAL 


25277 


55645 


A 


25415 


1 


1035 


MGKEYSLDVKKSIKVFKDNRS 

QGNRLQKLGLEDTDREDAMGF 

GSHRAKLTVVAALGACHCPEN 

EGQTVLPSSTSGRSDKRERVSA 

GYTPPFFVKEGVPSPLFKLHVV 

RCCSIQSHHSRRSQNCAEDVIR 

KTKTDQAVSSMSSAPVTVQQL 

NIIPALLVALTCGWAFCLMVSQ 

EQYDEASKQAASFSNNAVIPVY 

MSHMSKTLYKSEVFPINTYAQK 

ICFI AHTKPV WWSLHM DA H EI 

WCRGRRSTDLPWEMNPLSSCSL 

LREKDPPMTSGPQTATSPRNISPI 

LNQELATRAGNLATRPRNACSL 

GFLLSRI SS VWDPT* KFGL VQLT 

LGKPLPEPLELWPKAL 


25278 


55646 


A 


25416 


174 


393 


LRSGDLPWEINPLSSCSLLHEKD 
PPTTSGPQTYTSPRNISPISNPGET 
KETRFIRGPKTPAPVMDLGRQP 
SLGV 
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SEQ ID 

NO: 


SEQ ID ISO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25279 


55647 


A 


25417 


2 


4574 


WDVLGAVIGTECGTIESGLSMV 
FLKDGERKLCTPSMDTTGYGN 
LRPYFVMAKWIYIPENVVKGR 
KE1ILVLDFTWCMVHRGICDPG 
NSHENDIILYAKIEGRKEHITLD 
TLSYSS/L/SSLYWPVMSQILFW 
QRTVH*TWL\QL*DG1PDIPNVY 
F*KLWQFQALLLP*LLLYPWC* 
SQLWLWCLGQW*GPGFQQRW 
AASANY1FP*QLTIQNNLRRTTR 
* CKA VWM S VQM V ATV SFFPER 
RCMGY**DYHDICA 


25280 


55648 


A 


25418 




363 




25281 


55649 


A 


25419 


1 


301 




25282 


55650 


A 


25420 


2 


309 




25283 


55651 


A 


25421 


3 


512 


YIGPSCLKFCSGRGQCTRHGCN\ 
CEMASQTFPMFISESFGSSRLSS 
YHNFYSIRGAEVSFGCGVLASG 
KALVFNKDGRRQLITSFLDSSQ 
SRIISVELPGDAKQFGIQFRWW 
QPYHSSQREDVWAIDEI1MTSV 
LFNSISLDFTNLVEVTQSLGFYL 
GNVQPYCGHDWTL 


25284 


55652 


A 


25422 


2 


878 




25285 


55653 


A 


25423 


1 


750 




25286 


55654 


A 


25424 


1 


1404 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25287 


55655 


A 


25425 


1 


2506 


GCSRLLVTVDLNLTNAEFIQFY 

FMYGCLITPN1MRNQGVLLEYSV 

NGC.1TWNLLMEIF YDQYSKPG F 

VNILLPPDAKEIATRFRWWQPR 

HDGLDQNDWAIDNVLISGSAD 

QRTVMLDTFSSAPVPQHERSPA 

DAGPVGR1AFDMFMEDKTSVN 

EH WLFHDDCT V ERFCDSPDG V 

MLCGSHDGREVYAVTHDLTPT 

EGW1MQFK1SVGCKVSEKIAQN 

QIHVQYSTDFGVSWNYLVPQC 

LPADPKCSGSVSQPSVFFPTKG 

WKRITYPLPESLVGNPVRFRFY 

QKYSDMQWAIDNFYLGPGCLD 

NCRGHGDCLREQCICDPGYSGP 

NCYLTHTLKTFLKERFDSEEIKP 

DLWMSLEGGSTCTECG1LAEDT 

ALYFGGSTVRQAVTQDLDLRG 

AKHDYILLPEDALTNTTRLRW 

WQPFV I SNGIVVSGVERAQ WA 

LDN1L1GGAEINPSQLVDTFDDE 

GTSHEENWSFYPNAVRTAGFC 

GNPSFHL Y WPN KKKDKTHN A L 

SSREL1IQPGYMMQFKPFGFCRS 

DSWQLVQTQCLPSSSNSIGCSPF 

QFHEATIYNSVNSSSWKRITIQL 

PDHVSSSATQFRW1QKGEETEK 

GYCTTGA1C1CDESFQGDDCSV 
FSHDLPSYIKDNFESARVTEAN 
WETIQGGVIGSGCGQLARYAH 
GDSLYFNGCQIKRAATKPL\DL 


25288 


55656 


A 


25426 


146 


10561 


GGGGGGGGGGMERSGWARQT 
FLLALLLGATLRARAAAGYYP 
RFSPFFFLCTHHGELEGDGEQG 
E V L ISLHI AGNPTY Y VPGQE YH 
VTISTSTFFDGLLVTGLYTSTSV 
QASQSIGGSSAFGFGIMSDHQF 
GNQFMCSVVASHVSHLPTTNLS 
F I Wl APPAGTGC VNFMATATHR 
noviPifr>AT Arvm rpnr.iPTn 

V ir KUAL/iV^LLcyuAr 1 u 

VTVHPHLAEII ISDSIILRDDFDS 
YHQLQLNPNIWVECNNCETGE 
QCGAIMHGNAVTFCEP 


25289 


55657 


A 


25427 


1 


296 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25290 


55658 


A 


25428 


1 


557 


MARSLGVLVALPFPLPVGFNAE 

EAHNIVKEFSPGKSHPRESLSQQ 

RETLVQAGAFHWFGWRGKEK 

LKPKFNTFGRLPNEMLEQWLSP 

TNQCVDG V/LKGGED\ YNHNNI 

NQWTASIVEQSLATHLVKLGKA 

YKYIVTCAVVQKSAYGFHTASS 

CFWDTTSDGTCTVRL/WENRT 

MN\CIVNVFCHCLFVL 


25291 


55659 


A 


25429 


178 


2270 


VRRLFCVQTGGSPVGRGSLHHL 

WLVFSHVLSLLCSPCLLAPGM 

WGFHDRDLVLRKALYTMMRT 

GAEREALKRRWRWQQTQQNK 

ESGLVYTEEEWEREWTELLKL 

ASSEPRTHFSKNGGTGGGHLPP 

EGKPLHGCSSLLRSGKGGHVK 

AEPSRLQQSQAKPPLTSQIRALH 

FPI PSQINEKPGAGHWSAKLHFP 

YWQLGEAGEEEGSSPPDTMRCL 

LTCLSVPSTAVIPLTDSEHKLLP 

LH F A VD PG KD WEWGKDDNDN 

ARLAHLILSLEAKLNLLHSYMN 

VTWIRIPSETRAPLAQPESPTAS 

AGEDVQSLADSLDSDRDSVCS 

NSNSNNGKNGKDKEKEKQRKE 

KDKTRADSVANKLGSFSKTLGI 

KLKKNMGGLGGLVHGKMGRA 

NSANGKNGDSAERGKEKKAKS 

RKGSKEESGASASTSPSEKTTPS 

PTDKAAGASPAEKGGGPRGDA 

WKYSTDVKLSLNILRAAMQGE 

RKFIFAGLLLTSHRHQFHEEM1G 

YYLTSAQERFSAEQEQRRRDA 

ATAAAAAA\PPPPPRP/ERPPRRP 

ETEGVPVPERASPGPPTQLVLK 

LKERPSPGPAAGRAARAAAGG 

T A/C PG G RRA ACERQ RTS A WPQ 

PPGASAPERHPRAGVGRAGRG 

VRAGRGGAAAVRHVPAAEPLA 

VVAELQPGARRRPAHRQHGRV 

AGARGARGPTGRGGDRGGGRA 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25292 


55660 


A 


25430 


404 


1116 


SLGPLMLSGQKLQTSYTMEYY 
AAIKR/DKIVSLVGTWLELEAIIL 
KKLMQEQKTKYHMFLLDSLSH 
GMQQAERVL1ADGTMLLSAQY 
QFENNLLVPILRVSFRKSLQRKE 
EPGRKAK.KSQTSGEGIKKRRFW 
FEWKEPVALSSQGWYEAKGSE 
RPEKGHLGLLRAESFQDLRTAL 
ISKPYFSVPGKVGPAIKCPETLP 
ELKTYPQYGVTLGEPVRNEQQ 
QASSFPSLSNTHLSKK.RNES 


25293 


55661 


A 


25432 


1571 


1782 


WLLCRLPPRVPDQL*WCGCQPE 
KCAGAEFQDGSAMPLPSRTCPH 
SPRMCTGWSTTCATTDSATTA 
CPLAL 


25294 


55662 


B 


25433 


69 


1160 




25295 


55663 


A 


25434 


14 


437 


LQTSHPYPTTS1CC/PPP/CEKPSP 
TSL/C*RRSAPHLQPPE 


25296 


55664 


A 


25435 


782 


997 


MMLCQLQRPV/CGSHSCSRG/C 
PPAQ/CPSPVPVPSPQSAFPVPQS 
PSSTCPNPSHPIHPIPMVPSSWSG 
HWDSK 


25297 


55665 


A 


25436 


1 1 17 


1815 


GDAHTEQCLQNLYPRGSRPPLP 
LESHPSSSKHSPKACPTGRS/CG 
PWK7CPGPEVRP*PPPSCTR*DP 
HFRGLLEGLLEPRHVTCLALCG 
PQRVLYWPVYHERLGEGWDW 
CPSSWPGA 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25298 


55666 


A 


25437 


1261 


2757 


ALGKDEKSQGPPIQTGGLGPRL 

FRLPSSQGQERRFAAAKAPSSL 

VPHNGSPLSCWRGLREEGGLSL 

ATLWTPCGVGSGVPAAPPSAW 

CDLGKLLVCWRGQNRGPRSTQ 

TDVRRHEARSRQRRRKCVAAP 

VAPRSRRWRCPAALAAPAVAV 

PVVFALIFLLGTVGNGLVLAVL 

LQPGPSAWQEPGSTTDLFILNL 

AVADLCFILCCVPFQATIYTLD 

A WLFG AL VCKA V HLLI YLTM Y 

ASSFTLAAVSVDRCAVPG\HPL 

GRAVGAGVGGGVLNVGLVWL 

LAALFSAPYLSYYGTVRYGALE 

LCVPAWEDARRRALDVATFAA 

GYLLPVAVVSLAYGRTLRFLW 

AAVGPAGAAAAEARRRATGRA 

GRAMLAVAALYALCWGPHHA 

LILCFWYGRFAFSPATYACRLA 

SHCLAYANSCLNPLVYALASR 

H F R A RF RRL WPCG R RRRH RAR 

RALRRVRPASSGPPGCPGDARP 

SGRLLAGGGQGPEPREGPVHG 

GEAARGPE 


25299 


55667 


A 


25438 


1 


1624 


MKDKSKTLGLEASIFRNNWKC 

KSIFEGLKGHQEGYFSQMIISYE 

KIPSYRKSKSLTPHQRIHNTEKS 

Y VCKECG KAC SHG SKL VQHER 

THTAEKHFECKECGKNYLSAY 

QLNVHQRFHTGEKPYECKECG 

KTFSWGSSLVKHER1HTGEKPY 

ECKECGKAFSRGYHLTQHQKIH 

TGVKSYKCKECGKAFFWGSSL 

AKHE1IHTGEKPYKCKECGKAF 

SRGYQLTQHQKIHTGKKPYEC 

KICGKAFCWGYQLTRHQIFHTG 

EKPYECKECGKAFNCGSSLIQH 

ER1HTGEKPYECKECGKAFSRG 

YHLSQHQKIHTGEKPFECKECG 

KAFSWGSSLVKHERVHTGEKS 

HECKECGKTFCSGYQLTRHQV 

FHTGEKPYECKECGKAFNCGSS 

LVQHERIHTGEKPYE\CKECGK 

GFS\GG YHLTQHQKIHTG EKPF 

KCKE\CGKAFSWGSSLVKHERV 

HTNEKSYECK.DCGKAFGSGYQ 

LSVHQRFHTGEKLYQRKEFGK 

TFTHGSKLVHERTHSNDKPYK 

YNECGEAFLWTTYSNEKIDTDE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25300 


55668 


A 


25439 


32 


447 


VLGGSMMFREGQRGNRQKGP 
KKRRNLALSSALLASTA\PAGG 
QPRHWRPG*CCLRQQL*PLQGN 
WAPVSPLQGHRSQLRAGYSISS 
FLQMFAP*VQGAARAQPAPGA 
AVPRGSGRQGGPRAVDLHGFR 
VGWNRLRAASM 


25301 


55669 


A 


25440 


1 


858 




25302 


55670 


A 


25441 


147 


1088 


SRTTYKGKSSFQTYSDYLRWES 
FLQQQLQALPEGSVLRRGFQTC 
EHWKQIFMEIVGVQSALCGLVL 
SLL1CVAAVAVFTTHILLLLPVL 
LSILGIVCLVVT1MYWSGWEMG 
AVEAISLSILVGSSVDYCVHLVE 
GYLLAGENLPPHQAEDARTQR 
QWRTLEAVRHVGVAIVSSALT 
TVIATVPLFFCIIAPFAKFGK1VA 
LNTGVSI L YTLTVSTA L LGIMAP 
SSFTRTRTS/CPQGPGCRAAGRG 
PGAGCLPRAPAERL*DSPARRG 
LP1 A RDGLWTLAPL VPWVGDR 
SCFPARLQLAVSPGLGPGRPAG 


25303 


55671 


A 


25442 


1 


1596 


MGVSVRVDCGCARASEFLGRP 

RGAVRGADPGSGLTETCAQSR 

TWARARSKGGFRLTLNFYGPR 

YPSEGTSRGQRSEALPFLDIQHP 

TPLGRPRMLQSRGEMVRSWGP 

VVEGKLGFCPPLTVFPGGLRGP 

HPGLAGERENFARGAKQEACL 

LQGPGDAGLTHPCPATGYFPEA 

SCTSRSIRMFINSQERQLADMSL 

FIADSWLCYSGIICWKSLEHQR 

GASLSCVYMEGKGGNIWMKAS 

NVLPLCQMLPTSGHSKSDLFGG 

L A VEKQMRQDH HILLHDRSG F 

QLAVTSPLLTRLGKGHIIQVPV 

YVLDAPSRWLGGLRLFRDSSCG 

LVLSLLICVAAVAVFTTHTLLLL 

PVLLSILGIVCLVVTIMYWSGW 

EMGAVEA1SLSILVGSSVDYCV 

HLVEGYLLAGENLPPHQAEDA 

RTQRQWRTLEAVRHVGVAIVS 

SALTTVIATVPLFFCIIAPFAKFG 

KIVALNTGVSILYTLTVSTALLG 

IMAPSSFTRTRTS/CPQGPGCRA 

AGRGPGAGCLPRAPAERL*DSP 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25304 


55672 


A 


25443 


1 


2355 


MDHPGFREFCWKPHEVLKDLP 

LGSYSYCSPPSSLMTYFFPTERG 

GKIYYDGMGQDLADIRGSLEL 

AMTHPEFYWYVDEGLSADNLK 

SSLLRSEILFGAPLPNYYSVDDR 

WEEQRAKFQSFVVTYVAMLAK 

QSTSKVQVLYGGTDLFDYEVR 

RTFNNDMLLAFISSSC1AALVYI 

LTSCSVFLSFFGIASIGLSCLVAL 

FLYHVVFGIQYLGILNGVAAFV 

IVGIGVDDVFVFINTYRQATHL 

EDPQLRMIHTVQTAGKATFFTS 

LTTAAAYAANVFSQIPAVHDFG 

LFMSLIVSCCWLAVLVTMPAA 

LGLWSLYLAPLESSCQTSCHQN 

CSRKTSLHFPGDVFAAPEQVGG 

SPAQGPIPYLDDDIPLLEVEEEP 

VSLELGDVSLVSVSPEGLQPAS 

NTGSRGHLIVQLQELLHHWVL 

WSAVKSRWVIVGLFVSILILSLV 

FASRLR\SASRAPLLFRPDTNIQ 

VLLDLKYNLSAEGISCITCSGLF 

QEKPH SLQNM I RTSLEKKRRG S 

GVPWASRPEATLQDFPGTVYIS 

KVKSQGHPAVYRLSLNASLPAP 

WQAVSPGDGEVPSFQVYRAPF 

GN FTKKLTACM STVG LLQ A A S 

PSRKWMLTTLACDAKRGWKF 

DFSFYVATKEQQHTRKLYFAQS 

HKPPFHGRVCMAPPGCLLSSSP 

DGPTKGFFFVPSEKVPKARLSA 

TFGFNPCVNTGCGKPAVRPLVD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


25305 


55673 


A 


25444 


1 


1737 


mlyaaeclrnvmklqvipsal 
nealqaqstwsdlglashals 
stwclhgesaawsqpavvecg 
qprdqlqthseawlcalvatf 
sqeleqfavtgaqisdrqghav 
ctapprgrpstlmtnlvcassa 
decgggktetqtaggrlqgae 
trsrgqltrlitrtqaaeprwf 
lqllkrsanrsraltrpfsglss 
dgarrlrlsfvsavssadtk.pt 
vpvssdssgrdgcgetraeagp 
ggphvaqpqrvappaaaardf 
rkprglnrqnvsp/pgpgeqgp 
g/prpqkpagrap\pepqgepgl 

GLFPR\GRPPRSFPGSPADPAAS 
VSHTQGPS PDTG LPGTCQNRLP 
NPAAVDEQTCTRGSLNCRLSRS 
PRVSERRGPEGTPGRRPAAPPQ 
CAGTRGLSPRADLGAAIRTPRA 
PYRPHGQGRPSRHNCDSVSSQG 
WPPHSCWWKTTSNGMPWKAS 
FCSRTAQPANQNTGNHERGLRS 
VAMFGDRASREATPALSLCESQ 
GCFEDEKEVFSPEPHVETSDEPL 
PICSGPGDGWGDPIARPGRGNN 
LSPGTSAWEVPRWIRVTGEDW 
LSTGPAECVF1NDLTT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25306 


55674 


A 


25445 


2 


1642 


LLSSISAWFGPPASTPAFTMSIR 

VTQKSYKVSVTSCPRAFSTRSYT 

SRPGSRISSSSFSRVGSSNFRGDL 

GGG YGG ASG\MGG ITAVTVNQ 

SLLSPLVPEVDPNIQAVRTQEKE 

Q1KTLNNKFASF1\DEVGFLEQQ 

NKMLGTKWSLLDQQKTA\RSN 

MDNMFESYINNLRRQLETLGQ 

EKLKLEAELGNMQPLVEDFKN 

KYEDE1NKRTEMENEFVLIKKD 

ADEASMNKVELGSRLEGLTDEI 

NFLMQLYEEEIRELQSQISDTSV 

VLSMDKSRSLDMDSIIAEFKAQ 

YED1ANRSRAEAESMFQIMYEE 

LQSLAGKHGDDLRRTKTEISEM 

NRNISR\LQAEIEGLKGQR\ASL 

GGRPLQDAE\QRGKSWPIKADA 

NAKALSEAGSPPLQAGPKQDMG 

R\QLREY\QKLMNVKAGPWTIE\ 

IATYQESCLEGEEEPGWSLGCQ 

NMS I\I ITVKTTQRG Y AG RPEPPP 

MGGFTSP\GFSYKPGAPGFGSG 

AGS\SSFNRHQLSPGAVVVKKIE 

TRDGKLVSESVSNVLPKVKQLR 

QPLPSLPLLRCPRGLGKEAPYP 


25307 


55675 


A 


25446 


1 


1280 


MAYLCNAICMTHMVTLDPVDQ 

ALPGATTATSVPGPQCDASCM 

MLFAVVPFNGIALAATQGAQS 

MLPPRVQG SLSSKPSTRRG RD A 

PG LQVSQ APPPRRGFA VG RRYS 

PPALAPGRCAAPHGGGRKELPT 

RRPGHGMAPKFPDSVEELRAA\ 

GSESFRNGQYAEASALYGRAL 

RVLQAQGSSDPEEESVLYSNRA 

ACHLKDGNCRDCITDCTSALAL 

GPFSIKPLLRRASAYEALEKYP 

MAYVDYKTVLQIDDNVTSAVE 

G1NRGPGLKEDTTQKRWNSLPS 

ENHKEMAKSKSKETTATKNRV 

PSAGDVEKARVLKEEGNELVK 

KGNHKJCAIEKYSESLLCSNLES 

ATYSNRALCYLVLKQYTEAVK 

DCTEALKLDGKNVKAFYRRAQ 

AH1CALKDYKSSFADISNLLQ1EP 

RNGPAQKLRQEVKQNLH 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25308 


55676 


A 


25447 


1 


1297 


MHLLSAYFVPGSMLVGSGYM 

MVNITDVSPPSWSFLCSMLITTT 

QGAQSMLPPRVQGSLSSKPSTR 

RGRDAPGLQVSQAPPPRRGFAV 

GRRYSPPALAPGRCAAPHGGG 

RKELPTRRPGHGMAPKFPDSVE 

ELRAAGNESFRNGQYAEASAL 

YGCALRVLQAQGSSDPEEESVL 

YSNRAACHLKDGNCRDCIKDC 

TSALALVPFSIKPLLRRASAYEA 

LEKYPMAYVDYKTVLQIDDNV 

TSAVEGINRMTRALMDSLAGPE 

W/RALKLPSFPLVPVSAQKRWN 

FLPSENHKEMAKSKSKETTATK 

NRVPSAGDVEKARVLKEEGNE 

LVKKGNHKIAIEKYSESLLCSN 

LESATYSNRALCYLVLKQYTEA 

VKDCTEALKLDGKNVKAFYRR 

AQAHKALKDYKSSFAD1ASNLL 

Q1EPR\NGPAQEVAGREVKQNL 


25309 


55677 


A 


25448 


3 


491 


GITFTHSPAATGGGAQRVRRRD 
PPPGVQLRMMAQETNHSQVPM 
LCSTGCGFYGNPRTNGMCSVC 
YKEHLQRQNSSNGR1SPPATSV 
SSLSESLPVQCTDGSVPEAQSAL 
DSTSSSMQPSPVSNQSLLSESV\ 
ASSQLGQY1CGTKAVPETEDVQ 
ASVSDTAHV 


25310 


55678 


A 


25449 


1 


860 


HLLLLAIDYN LP! AG VLMESQY 
LGASPKRLVIPNLYAHRKSLAT 
LEPYAPRRPMPIARRYAIPYMS 
HHNGYIGDVYYRLTVEEKKSSF 
1ARRSILTTEFT1RRTKKVPVPSI 
NMSSASPLEDESRPSAGVQLRK 
GRYRLLRDRYRPGCNSVGESPR 
KSSFSDDIMATESRESIFAEEPR 
TGEHSVRGPVSNQSLLSESVAS 
SQLDSTSVDKAVPETEDVQDSL 
NASPTKQQCG/DVQTVDLYSNN 
KELFAQKCYRHRYISRLK.KCCL 
CHELVPRDT1KSPESLSVGS 


25311 


55679 


A 


25450 


880 


1196 


SPTTRRGTPGTCLKPTACAGAA 
* PGCS ARRTCAS AAPLSTCPPSS 
CAAPPPAPAAVPSTPRPTSPSPW 
A APASPSRRRTQT A STPA STNR 
APSSCWAPTTRPLAP 


25312 


55680 










I EK I S LEP1CN RPSPQIPNL VG P/R 
LFLVPGDFQSQVPNFLPFKPSSG 
PHP A AGKG QPFSFLPAWRSTGP 
ERATPGPGRPAACSALEAPSLR 
GPSGYSAQEPPRRP1SARI 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25313 


55681 


A 


25452 


6 


1442 


RSELIRHSWPRHAQLRGARART 

AVSIRECISVHVGQAGVQIGNA 

CWELFCLEHGIQADGTFDAQAS 

KINDDDSFTTFFSETGNGKHVP 

RAAMIDLEPTVVDEVRAGTYR 

QLFHPEQLITGKEDAANNYAPG 

PPTPGGKESIDLV\LDRIRKLTD 

ACSGLQGFLIFHSFGGGTGSGFT 

SLLMERLSLDYGKKSKLEFAIY 

PAPQVSTAVVEPYNSILTTHTTL 

EHSDCAFMVDNEAIYDICRRNL 

DIERPTYTNLNRLISQ1VSS1TAS 

LRFDGALNVDLTEFQTNLVPYP 

RIHFPLVTYAPI1SAEKAYHEQL 

SVAE1TSSCFEPNSQMVKCDPR 

HGKYMAXCCMLYRGDVVPKD 

VNVAIAAIKTKRT1QFVDWCPT 

GFYKVGINYQPPTVVPGGDLAP 

VQRAVCMLSNTTAIAEAWARL\ 

DHKFDLMYAKRAFWHWYVGR 

GDWKKGEFSEAREDLAALEKD 

YEEVGVDSVEAEAEEGEEY 


25314 


55682 


A 


25453 




618 


SSAGREPDPSDLPRRLCFTHRLP 

AARRWVQLCVHASPEPGGQGV 

CPGRSERMVIRVFIASSSGFVA1 

KKKQQDVVRFLEANKIEFEEVD 

1TMSEEQRQWMYK.NVPPDKKP 

TQGNPLPPQIF\NGDRYCGLLVS 

FSVICIKNPNWHNLFLLIPWSGI 

NPYCEQDSSFSENVGDEILKNS 

GVPRDFTSILIQKERKSEKVKG 

VDQGHR 


25315 


55683 


A 


25454 


3 


424 


SWTMAATIQAMERKIESQAAH 
LLSLEGQTGMA*S*GTPPCCPG 
AAAGSRSSCCAAGSPRSPAASA 
AARTPAAGSPARPTCPPAGSRT 
PRLSSRNQPASSRPSRFDLLGKA 
GEQPAIQSSSPWPESWLPSSTK 


25316 


55684 


A 


25456 


268 


445 




25317 


55685 


A 


25457 


3 


205 




25318 


55686 


A 


25458 


27 


272 


AKCSGQGPGRVRAQGERADHE 

SRLISG\SLQMQNVSLASRRKEE 
EVRAAAAGGAAAGRPRV 


25319 


55687 


A 


25459 


1 


253 




25320 


55688 


A 


25460 


2145 


2399 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25321 


55689 


A 


25461 


174 


1309 


H LLCCRAQRRPQTPPA ARGLE A 

CSEGALKMPEAPP\LLLAAVLL 

GLVLLVVLLLLLRHWGWGLCL 

1GWNEFILQPIHNLLMGDTKEQ 

RINLNHVLAACGSPGNAQSVLG 

GHLTPNCEQKEW/APLNVGDK 

KGQDSWDALISREQPALPCLLG 

NLGAYFGLLQLLRMAR\LLVNQ 

GARLIHHSRFNPDLCPPSPKRMV 

VDFAGVKDKALFQVTLWCGAS 

PETFHPPSLKKKYDVGHNWTW 

V FLDH WKDRY L\PDTLLLE\EC 

G\LLPEGG QLLL AEQRLS SPG A P 

\DFL\AHVSREPACFG\CT\HYQI 

VPWKYRE\VVDGLGRRPI\YKG 

P\GSEAGALTAPPRPPSRALSPK 

PGTEGARPWLLLTLVRLRACVL 

NAKSHARAESLRA 


25322 


55690 


A 


25462 


2470 


3460 


SGPCPRCCAECRPYKTRPRSRV 
PGTHGPGPADHGQPPCCMAGA 
HPPRPQAWMLLQTHSQDCEGK 
VGCGGIFCPCYHHCKHTHHHH 
HHPHHHHYHYHHHNHHQHHH 
HHHHHHYHHYHSHYHHYHHH 
HLHHH\HHHHHHPYPHHYHHH 
RG QDHHPHPHHHH/H HH YHHH 
HYHHHYHPHHHPHHHHQPQH 
HHHQHYHHHYHHHHPHHPHH 
PHHHHHYHYHHHHHHHY\HPY 
PHHYHHHHHHHHHPHPHHHH/ 
HHHYHHHPHHNHYHHHHHPH 
HHHRPHHHHRHQHPHHYHHH 
HPHPCHHHRLHHHHRHHHYHH 
TSSVQGPGSQPAGASLPGQACR 


25323 


55691 


A 


25463 


1 


407 


DAERQEALGIVRRJGTDTEAAT 

CD A r A TUDA A A A A A DirT\/rD 

crAuA 1 VrAAAAAAKJU i VOl 

QPPAMPRRKRNAGSSSDGTEDS 
DFSTDLEHTDSSESDGTSRRSA 
RVTRSSARLSQSSSRJSRSCSKS 
GSLLALRSLLTLPEE* PVVSSSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25324 


55692 


A 


25464 


3 


2539 


RILYIPDGHRAPGASQSGNWEH 

PLLLLEPGNLASSPSMSLAYPHP 

CGLTIHQEHRRAHEELAYTPND 

RASSTGHPAF1EDGNPSPVLAFA 

ASPRPNDSYILKREPPESCEKER 

VFEEATTRGKYGEGAKQETFTF 

ALTLVFIQCVINAVFAKILIQFF 

DTARVDRTRSWLYAACSISYLG 

AMVSSNSALQFVNYPTQVLGK 

SCKPIPVMLLGVTLLKKKYPLA 

KYLCVLL1VAGVALFMYKPKK 

VVG1EEHTVGYGELLLLLSLTL 

DGLTGVSQDHMRAHYQTGSN 

H M MLNINL WSTLLLGM A VSCP 

DQGPELVPRCPFVQALEKPSWK 

N LHQQDLFATC YWHN EGESCV 

SCHGKTLSSKTQGG I LFTGELW 

EFLSFAERYPA1IYNILLFGLTSA 

LGQSFIFMTVVYFGPLTCS1ITTT 

RKFFTILASV 1 LF ANPISPMQWV 

GTVLVFLG STQIILDNLKILNTS 

AKTLLYKTPLSWQELEGERASS 

CAHKRSASWGSTDHRKEISKLK 

QQLQRTKLSRSGKEKERG SPLL 

GDH/VSAGSTEGVPS/RASPQGP 

LSCDSAPACT/VSLEGLNQELEE 

V F VKEQGEEELLRJLD1 PDGHR 

APAPPQSGSCDHPLLLLEPGNL 

ASSPSMSLASPQPCGLASHEEH 

RGAAEELASTPNDKASSPGHPA 

FLEDGSPSPVLAFAASPRPNHSY 

IFKREPPEGC EKVRVFEEATHQ 


25325 


55693 


A 


25465 


845 


1316 


LSLGDSAQCLLPHASWCQVAG 
H PA FLEDG SPSP VLAFA ASPRPN 
HSYIFKREPPEGCEKVRVFEEAT 
S/RRVLTGPFLTSCPDKYNKVHF 
QP\TG S AFCP VNLMKPLFPGMG 
FIFRNCPSNPGISSSPGQPQATTS 
EGSGSLQGLPTAIRAMAAHPYH 
Q 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25326 


55694 


A 


25466 


1077 


1506 


CDACGRRCRTCRTFCLGLQPAG 

LDGHHHRHPDCWFPWSPRHR* 

GMIIDVFSRYSGSEGSTQTLTKG 

ELKVLMEKELPGFLQILTNEDE 

PLVTIPFLSHSCSLAYLLTTSGN 

RVNALLKWLLKLGERWQMTE 

EGIKGQRSGHGPEQAENPLGDS 

VPQDTTKDVPLTQHRLHQGLE 

AGVPKTSVPARPGLPVPALQHA 

QIPGPCERALLHCHNGPQRLQH 

SLQGEEQRETHLRGQDWPCTL 

QMRTLKREVHALPGGRAGGAA 

REGLGAS1CETGEHQMTNFQVP 

RWPPCFPGQAGPVLGTGTRHG 

LDLLSGRPGTVRKGSSVARIMK 

EEVTVTKQSAADLRHTGQGPT 

CCVLSGGRCGSQACSRRPFSLL 

LGDESEPHGRGPFAAALHHRR 

NPLNDVMLVGDDAGPAGHFAS 

VYNPLAWTVTT1VTLTVGFPGV 

RVTDEAGHPVPSQVSGIQRCLQ 

GMKAPPVTVTVSGEKGSCLCA 

SCVLCLEHPYFPLVPWLPPVFR 

DSVIPSSTSPQEAVLADVGFRN 

NVPQRAQLKPQKQILTPF 


25327 


55695 


B 


25467 


31 


783 




25328 


55696 


A 


25468 


846 


1392 


PDPAAHRFGHPTLHPGSLRTSS 
GAGTWYQNPQHHNDHDYYHH 
HHHHDDHHYHYHHHHHHHHH 
HHYHHHHHHHHHHHHHHHHH 
HHHQHHHHHHHHYHHHHHHH 
HHHHHHHHHHHHHDQHHHHH 
HHHHHHHHHHHH/HF/HHHDH 
HHHHHHHDHHHHHHHHHHHH 
HHHHHHHHHHHHHDH HHHHH 


25329 


55697 


A 


25469 


181 


412 


LRSDQQTRKFVSRSSGACSPPTT 
TELSWPPSLLPSL*FHSPSSQP* 
MNHSASTTSPLPSFITERESILAT 
EWDTARN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25330 


55698 


A 


25470 




848 


MPSLNTIVSPLGSPHTSLIPPML 
LSANLPFDTTIM IKLQTACSAPI 
HNLQRPCGENLRTSTFVRRLDR 
NLVKSPQPGGGGQPSRQWEAR 
GAEPQGRRDPSEVQ/RPAGRGF 
GR1SRAPRKPSRAPTPTQGLGPP 
LGAGGQGSLASCRPARKNARPP 
TRAAAHSAHPHSHWHSHARPQ 
PQSPSAAGQSGDPWPPARVPPP 
PLLRL PQRRT AG RTP VD A PA RG 
IFTLSLSSSHSKSSGKHRGARKT 
PEMWPLFRGSLSKLSRRRK.VSP 
SAALHWRLRRTQKRLCC 


25331 


55699 


A 


25471 


92 


1083 


TMRTHGHRKGN1TPWGLSGVG 

GL/ETGRALGE1PNVDEGLMGVI 

AAVAIVLVSLLFVMLRYMYRH 

KGTYHTNEAKGTEFAESADAA 

LQQRERALDSSRDSHLETLGAC 

PGRNGGGLALQEATPRDPGRR 

WPPQRPPFAPRRWEKIWAHGPL 

GSAGQHQLTGRKVLVEGLGCI 

CMAHTDLQNTSVAKMA1NRPN 

EYAQVSLENDVSCKVKAVQAP 

QRLHWPSVDADTGGRGAVHIA 

FPKHVEPETPFAHT1PARNSWT 

KWSSEH1LETLSPQKPALPWAP 

RQQGRPLGLTAPISKRLGPGDG 

PEGEAGERLAQAHF1NTRPPST 

GPPGTPAAD 


25332 


55700 


A 


25472 


73 


424 


RPGMWSTRSPNSTAWPLSLEPD 

PGMASACTTMHTTTIAEPDPG 

MSGWPDGRMETSSPT1MDIVV1 

*CA1AAEAIVLVSLLFVMLRYM 

YRHMGTYHTNEAKGTGVADS 

ADACPAGDPA 


25333 


55701 


A 


25473 


139 


546 


RPGMWSTRSPNSTAWPLSLEPD 
PGMASASTTMHNYHHCRSLIPG 
MVSGWPDGRMETSTPTIMDIVVI 
AGV1AAV\AIV\LVSLLFVMVAL 
TCNRA/HRGTYHTNEAKG\TEF 
AESADAALQG\DPAL\QDAGDS 
SRK\EYFI 


25334 


55702 


C 


25474 


142 


408 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


25335 


55703 


A 


25475 


44 


727 


ARAGSRSRGLPFCGTAGPPPKA 
TLWGGLLRLGSLLSLSCLALSV 
LLLAQLSDAANTMFEDVRCKCIC 
PPYKENSGHIYNKNISQKDCDC 
LHVVVDPMPVPGAYNVEAYCLR 
CECKYEE\RSS\STIKVTIIIYLSIL 
GLLL\LYMVYLTLVEPILKRRLF 
GHAQLIQSDDDIGDHQPFGKCT 
RCASPLPQFEPTCWNKVEYAQ 
QALESFQVQEQRKSV\FDRACC 
PQLNLGN 


25336 


55704 


A 


25476 


11 


1323 


VVLLVSVNTEAEESEKAATEQR 
/PLEGTDQTLDVEEEQEESKAA 
ACGSKKRVVPGIVYLGHIPPHF 
QPLHVRNLLSAYG/RSPSHYDL 
WNLKYLHHFTWSHHSEHLAFE 
RQVC\HRQHLRVEVTQAKCETI 
FYLQSVEWGQCFLAVDGDLAH 
PDGSWTFAQRPTEQELRARKA 
AQPVGKVLNYYPTQLSLECEVP 
SQPMGTGHSHRGLCQDVKVIN 
VPVSFVWCALVAGLLVVVPPPP 
PQAPEAEVSDISLKRGLQREIEQ 
CRRDIQNFPFPCASEELASQLFP 
LMEVPQGRGTTGFMNAPLTTS 
EVRGLKKELKPLLDDPERVAEQ 
IDQFLGSKLYTWTELMSILGILF 
SKEERNMICRAAMGAWERDYP 
AGQNIPAADVTFPARDPQWNN 
NN A AHQKNMRDLQELIIKG IKE 
SAPRPQNLTKAFDEQQEKDEGP 


25337 


55705 


A 


25477 


1 


490 


GTSGTRPLVSVNMEAEESEKAV 
ATEQEPLEGTEQTLYAEEEQEE 
SEEAACGSKKRVVPGIVYLGHI 
PPRFRPLHVRN LLSAYGEVGRV 
FFQAEDRFVRRK.K.KAAAAAGG 
KKRSYTKDYTEGWVEV\RDTR\ 
IAKRVA\AALLK*PMGARRRSP 
FRYDLWNLKYLHR 


25338 


55706 


A 


25478 


2 


574 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25339 


55707 


A 


25479 


160 


1548 


KTSSQTLSLALTM FQRLN KM F V 
GEVSSSSNQEPEFNEKEDDEWI 
LVDFIDTCTGFSAEEEEEEEDIS 
EESPTEHPSVFSCLPASLECLAD 
TSDSCFLQFESCPMEESWFITPP 
PCFTAGGLTTIKVETSPMENLLI 
EHPSMSVYAVHNSCPGLSEATR 
GTDELHSPSSPSILPNKMLSVHV 
GTAIHNQAALCQSVESYWQCGI 
QLLTQFQSQSKLGQLLAATCKE 
LPGPKESRRTAKDLWEVVVQIC 
SVSSQHKRGNDGRVSLIKQRES 
TLGIMYRYVLEPLVLTIILSLFV 
KLHNVREDIVNDITAEHISIWPS 
SIPKKQMSSRTFMSQEETVCRA 
AHTPSLPEEKWVEQLIYALVVA 
AAR1MAMWGPNAAWLVFLAA 
AGPPPLTPPHSPP/PPPPPPALGR 
WMGPPLRDSASGLPRPPPGRISE 
DSGAWACGPALCPRPAIPSPAP 
ALRVPEALRLWGTCSV 


25340 


55708 


A 


25480 


1 


380 


FTSPKTARNWGWLMQVRNQR 
LVLGKAGGKKGSPLEQRGGNG 
HHGGTRLICALV\LVS\MRPLAT 
FAEPQTETCTVAPRERQNCGFP/ 
GVSRPPQCANKGCCFDDTWRG 
VPWCFYPNT1DVPPEEECEF 


25341 


55709 


A 


25481 


3 


2367 




25342 


55710 


A 


25482 


2 


1230 


WRRSRRRRPPAPQAGGGDFRA 

G1SPPTGKKSLGLMEPQGNHYR 

CRCLQVAGSQAWARCVSMPEL 

VVQKVVGHP/LVLLSVVDHFNR 

IGKVGIQKCVIGLFWGSWQKK 

VLDVLNSFAVPFDEDDKDNSM 

WFLDHDYLENMYGMFKKVNA 

RERIVGWYHTGLKIHKNGITIN 

ELMKRYYPNSVLIIIDVNPKDL 

GLPTEAYISVEEIQDDGTPTLKT 

FEHVTSEIGAESYLEKVATGKL 

RINHQIIYELQDVFNLLPDVSLQ 

EPIKAFYLRTNDQMVVVYLASL 

IHSVGLTDPFCWALHNLINNKI 

ANQDGDKKEGQEKKES/KKDR 

KADKGKDKDKEKSDVKKEQK 

NHCLKEKYRFRQDSLPDDPRVL 

GLELTPPVARQYSPQDLSE1PRH 

ADFRCDPAHFQLWWSQGETPS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25343 


55711 


A 


25483 


3 


1042 


DRYCCRCLRVAGSQAWRAGC 

VAMPELAVQKVVVHPLVLLSV 

VDHFNRIGK.VGNQKRVVGVLL 

GSWQKKVLDVSNSFAVPFDED 

DKDDSVWFLDHDYLENMYGM 

FKKVNARERIVGWYHTGPKLH 

KND1A1NELMKRYCPNSVLVIID 

VKPKDLGLPTEAY1SVEEVHDD 

GTPTSKTFEHVTSEIGAEEAEEV 

GVEHLLPDIKDTTVGTLSQR1TN 

HVHGLKGLNSKLLDIRSYLEKV 

VTGVKLPINHQIIYQLQDVFNLL 

PDVSLQEFVKGFYLKTNDQMV 

VVYLASL1RSVVALHNLINNKI 

ANRDAEKKEGQEKEESKKDRK. 

EDKEKDKDKEKSDVKKEEFCKE 


25344 


55712 


A 


25484 


257 


1566 


GLEHLCNPRWPLLFLRAMDST 

VPSALELPQRLALNPRESPRSPE 

EEEPHLLS/SLAAVQTLANVIRP 

CYGPHGRQK.FLVTMKGETVCT 

GCATAILRALELEHPAAWLLRE 

AAQTQAENSGDGTAFVVLLTE 

ALLEQAEQLLKFGLPRPQLR/EA 

Y ATATA/EEKQ VGQL/AAAG IN 

VAVVLGEVDEETLTLADKYGI 

VV1QARSRMEIIYLSEVLDTPLL 

PRLLPPQRPGK.CQRVYRQELGD 

GLAVVFEWECTGTPALTVVLR 

GATTQGLRSAEQAVYHSIDAYF 

QPCQDPRL1PGAGATEMALAK 

MLSDKGSRLEGPNGPAFLAFAR 

ALKYLPKTLAENAGLAVSDVV 

AEMSGVHQGGNLLMGVGAEGI 

1NVAQEGVWDTLIVKAQGFRA 

VAEVVLQLVTVDE1VVAKKSPT 

HQQIWNPDSKKTKKRPPPVEK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25345 


55713 


A 


25485 


145 


1918 


PLEYFQRSVSGVPQLLFLEHLC 

NPRWPLLSLRAMDSTVPSALEL 

PQRLALNPRESPRSPEEEEPHLL 

SSLAAVQTLASVIRPCYGPHGR 

QKFLVTMKGETVCTGCATAILR 

ALELEHPAAWLLREAGQTQAE 

NSGDGTAFVVLLTEALLEQAEQ 

LLKAGLPRPQLREAYATATAEV 

LATLPSLAIQSLGPLEDPSWALH 

SVMNTHTLSPMDHLTKLVAHA 

CWAIKELDGSFKPERVGVCALP 

GGTLEDSCLLPGLAISGKLCGQ 

MATVLSGARVALFACPFGPAH 

PNAPATARLSSPADLAQFSKGS 

DQLLEKQVGQLAAAGINVAVV 

LGEVDEETLTLADKYGIVVIQA 

RSWMEI1YLSEVLDTPLLPRLLP 

PQRPGKCQRVYRQELGDGLAV 

VFEWECTGTPALTVVLRGATT 

QGLRSAEQAVYHGIDAYFQLC 

QDPRLIPGAGATEMALAKMLS 

DKGSRLEGPSGPAFLAFAWAL 

KYLPKTLAENAGLAVSDVMAE 

MSGVHQGGNLLMGVGTEG1IN 

VAQEGVWDTLIVKAQGFRAVA 

EVVLQLVTVDEIVVAKKSPTHQ 

E1WNPDSKKAK\KHPPPVETKKI 


25346 


55714 


B 


25486 


1 


642 




25347 


55715 


A 


25487 




395 


FLPVN LTH DWQG SS AL ATLERP 
LSQVRLKRFVGTLIAFMVSAIVI 
LATASMAVAS1TESVQTAAF1D 
NMARNVSNKLLLQQGIDQKIL 
ALLQSLEAALEYVGEQQDALA 
FQQQ*NCNWGHKHICIISLPWN 


25348 


55716 


A 


25488 




358 


H EPMCGETHQALQGAMEKL W 
SRFMELMQE/KKVDLKERVEEL 
EHCCI*LSGERQTPSGSGKPGHG 
KESCTLVRGAPASESCPPAGEYI 
ALYQSQRAVRKEEECISRLAQD 
KGEVKVKLLE 


25349 


55717 


A 


25489 


1 


250 


VQCGG 1 PPGQNNKEEME VLPEP 
PPPINRKKDKSYATAMGPFLRQ 
EALSGELLACLV1QD*QGNWV 
YKPISFNIYKKLRKSIRG 


25350 


55718 


A 


25490 


1 


702 




25351 


55719 


A 


25491 


1 


252 




25352 


55720 


A 


25492 


1 


122 


LAPLVTYFSSLSLGFFNLKGKL 
APSSWRC*GLNE1IRGKH 


25353 


55721 


A 


25493 


3 


505 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25354 


55722 


A 


25494 




3345 


MRVGFRDIVGSLSEYSFGCPVN 

YEVFHSVW1TILCCLMANDRKP 

QFLYFFQFFSFHGGRNLMSSFH 

PGNGHNDSRRSVFYANEKWEF 

LD PTPKDLEES I VQEEKKEPTPE 

GNKVSQRLKNLPHTSLKAKQL 

LQTSSTN RGTVITATRLAFDLRT 

QSTKCSH PASGSSG HSTDFQLE 

GEWGLWDLGTKGFKLPYSLSI 

DIDNVKSPHFPHELKTLTVSLGS 

NRRMGLEKKECHQKQGALREQ 

LQVHIQNVEILVSE 


25355 


55723 


A 


25495 


296 


1350 


TLWLQGEQPSTQE1HEKV/LNE 
AMGAMMYHTIILTREDLEKFK 
APRV1VQIGSGYDNVDIKAASE 
LG1AVCNIPSAAVEETPDSTICHI 
LNLYQRNTWLYQALRGQAVA 
VRAKAFGFSVIFYDPYLQDGIE 
RSLGVQRDLLYQSDCVSLHCN 
LNEHNHHL1NDFTIKQMRQGAF 
LVNAPHGGLVDKKALAQALKE 
GRIRGAALYVRESEPFSFAQGP 
LKDAPNLICTPHTAWYSKQASL 
EMREAAATEIRRAITGHIPESLR 
NCVNKEFSVTSAPWSVIDQQAI 
HPELNGATYRYPPG1VGVAPGG 
LPAAVEGI1PGGIPVTHNLPTVA 
HPSQAPSPNQPTKHGDNREHSN 


25356 


55724 


A 


25496 


694 


1185 


PKPFKEGT1RGAALDMHESEPF 
SF AQGPLKN APN L I CTPHTA WY 
SEQASLEMREAAATEIRRAITG 
CIPESLRNCVNKEFFVTSAPWS 
VIDQQA1HPELNGATYRYPPGV 
VGVAPGGLSAAMEGIIPGGIPV 
THNLPTVAHPSQAPSPNQPTK* 
MK*KQMGEVA*GAARIRGETL 
GLNGFGCTGQA/VAVRAKAFG 
FSVIFYDPYLQDVVERSLGVQR 
VYTLQDLLYQSDCVPLHCNVN 
EHNNH LIN DFTIKQMRQG AFLP 
PKPFKEGT1RGAALDMHESEPF 
SFAQGPLKNAPNLICTPHTAWY 
SEQASLEMREAAATEIRRAITG 
CIPESLRNCVNKEFFVTSAPWS 
VIDQQAIHPELNGATYRYPPGV 
VG V APGGLSA AMEGIIPGG I PV 
THNLPTVAHPSQAPSPNQPTKH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


25357 


55725 


A 


25497 


290 


1251 


PFMLYVS1STLYIAFCHILNLYR 

RNTWLYQALWEGTRVQSVEQ 

MGEVA*GAARIRGETLGLNGF 

GCTGQA/VAVRAKAFGFSVIFY 

DPYLQDVVERSLGVQRVYTLQ 

DLLYQSDCVPLHCNVNEHNNH 

LINDFTIKQMRQGAFLVNAARG 

GLVDEKALAQALKEGTIRGAA 

LDMHESEPFSFAQGPLKNAPNL 

ICTPHTAWYSEQASLEMREAA 

ATE1RRAITGCIPESLRNCVNKE 

FF VTS AP WSVIDQQA I HPELNG 

ATYRYPPGVVGVAPGGLSAAM 

EGIIPGGIPVTHNLPTVAHPSQA 

PSPNQPTKHVDNREHPNEQ 


25358 


55726 


A 


25498 


1 


1538 


MLLQKTQFEYAFKKKRKLEES 

KKRGAGPASSDPRWRGSSQTA 

PHASEVSGAPLGRSCETTRDTG 

VG PSPRQWLG AG AGTWQHRA 

RAASTPSSRGLRALQTWGGGE 

VMNGPLH\PPPPRVALLD/SRNC 

TV EMP1 PKDL ATM A FCDTH STQ 

EIHEKILHEALGAMRYHTITLA 

RADLEKFKALGVIVRIGSGYDN 

VNIKAACELEIAVCNIPSAAVEE 

TANSTICH1LSLYRRNTWLCQA 

WARKHVCYSMGQ1REVALGG 

AHIGGETQG\LIGFGSTGQAVPV 

RAEAFGFSVIFYDPYLQDG1ERS 

LGVQRMSQGAFLVNAARGALV 

DEKALAQALNNGKI R/G A ALDV 

PQSELFSFAQG\SLEMREAAATE 

IRRT1 TGCIPESLRNC VNKEF F VT 

SAPWSV1DQQAIHPELNGATYR 

YLPGFVCVAPGGLPAATEGIIPG 

GIPVTHNLPTVAHPSQAPSPNQP 

TKHGDNPEHPNEQSRECRKVII 

QIHLRPRDSEKLMNSEKTNLTV 

FLADSGHMHY 


25359 


55727 


A 


25500 


1 


2595 




25360 


55728 


A 


25501 


561 


1023 


SGHDAYREQIQEYRVISLLLNP 
N\DHVNKCQSTNDAYPTGFRIA 
VYSSLIKLVDAINQLREGFERK 
A VEFQDI LKMG RTQLQD A VPM 
TLGQEFRAFSILLKEEVKNIQRT 
AELLLEVNLGATAIGTGLNTPK 
EYSPLAVKKLALKSLAFVGNLF 


25361 


55729 


A 


25502 


2 


227 




25362 


55730 


A 


25503 


262 


428 





3396 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25363 


55731 


A 


25504 


389 


2310 


ATSGPPGRSLGSACTIWVLVWT 

GSIPIYSFHGKVEKYMCFHNMS 

DDTWSAKVFFPLEVFGFLLPMG 

IMGFCCSRS1H1LLGRRDHTQD 

WVQQKACIYS1AASLAVFVVSF 

LPVHLGFFLQFLVRNSFIVECRA 

KQSISFFLQLSMCFSNVNCCLD 

VFCYYFVIKEFRMNIRAHRPSR 

ATEEVSKNLVAMKEILYGTNE 

KEPQTEAVAQLAQELYNSGLLS 

TLVADLQLIDFEASLGLHGLEQ 

AVDLALPIAQAQGEVLNNGKC 

MDQFPVDVYQGGAGT\YVNMS 

TNEVLANIGLGLMGHQKGEYQ 

YLNPNDHVNKCQSTNDAYPTG 

FRIAVYSSLIKLVDAINQLREGF 

ERKAVEFQDILKMGRTQLQDA 

VPMTLG\QEFRAFSILLKEEVKN 

1QRTAELLLEVNLGATAIGTGL 

N TPKE Y SPL A V KKL A E VTGFPC 

VPAEDLIEATSDCGAYVMVQG 

ALK\RLAVKMSQI\CMDLRLLSS 

GPPG\SSIMPAKVNPVVPEVVN 

QVCFKVIGNDTTVTMAAEAGQ 

LQLNVMEPVIGQAMFESVHILT 

NACYNLLEKCINGITANKEVCE 

GYVYNS1G1VTYLNPF1GHHNG 

DIVGKICAETGKSVREVVLERG 

LLTEAELDD1FSVQNLMHPAYK 


25364 


55732 


A 


25505 


133 


375 




25365 


55733 


A 


25506 


3 


505 


ARGREGVSRRERPLLSARRLGA 
EWDSAGAETASGLQVPRLGGS 
WPQTSVFSAAVKARGCRIATLP 
MDL1GFGYAALVTFGSIFGYKR 
RGGVPSLIAGLFVGCLAGYGAY 
RV\SNDKR£CKKCHWFTAFLPG 
LPSMGVRFKRSKKIMPAGLVA 
GL\SLM\MILRLVLLLL 


25366 


55734 


A 


25507 


244 


696 
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SEQID 
NO: 


SEQIDNO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


25367 


55735 


A 


25508 




1442 


MGQLHQAQASADIATSRLQQT 

SLTDVTRHQQFFSTYNTDDFIQ 

FT ATY REQTRTRRQRQ Y A VNH 

VTFFFGKCTFRDRHRHRVIGIVL 

NIGLTFPAHQTQDGIGSTRSQR 

QSRLVANKVATRNLVKHFDDD 

REANRGIQEAQTEHHHRGVLV 

NESRQRFGCQQHNRHRNHYRR 

HHHRQMVNHPYCSNYRIQRED 

GVKDDN LCDDHPETGIQLYASL 

LLQVFFFAANIYGWYAWSRQT 

SQNEAELKIRWLPLPKALSWLA 

VCVVSIGLMTVFINPVFAFLTR 

VAVMIMQALG\LQGVMPELQA 

DAFPVWDSCMMVLSIVAMILM 

TRKYVENWLLWVI1NVISVVIF 

ALQGVYAMSLEYIILTFIALNGS 

RMWINSALIHQVVLDLIQQGIVI 

VWRDHLHMQRLHRLLAYHPC 

MYLVHIADFRDFPAHTRLQVQ 

RFPAIPVHLQVIHSRYLSTVATR 

YAESEATPVSGALGLLCPTLPIV 


25368 


55736 


A 


25509 


133 


375 




25369 


55737 


A 


25510 


2 


471 


AFAQRETAGRRVGQRWCGDCF 

RTPGTALGGSWPQTSVFSAAV 

KARG CRI ATLPMDL IG FG Y AAL 

VTFGSIFGYKRRGGVPSLIAGLF 

VGCLAGYGAYRV\SNDKRECK 

KCHWFTAFLPGLPSMGVRFKRS 

KKIM\PAGLVAGL\SLM\MILRL 

VLLLL 


25370 


55738 


A 


25511 


3 


432 


NSRVDDFVAAQDAKGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PKNFGIGOAQRLLARAEKKAAG 
KGDVPTKRPPVLRAGVNTVTT 
LVENKKAQLVVIAHDVDPIELV 
VFLPALCRKMGVPYCIIKGKAR 
LGRLVHRKTCTTVAFT 


25371 


55739 


A 


25512 


59 


882 


SRLKNASIFVASPSGKKAKGKK 

VAP/APAVVKKQEVKKVVNPLF 

EKRPKNFDIGQDIQPKRDLTSFV 

KWPPLYQRQRAILCKWLKVPP 

EINQFTQALDHQTAALLLQLAH 

KYRSETKQEKKQRLLALAKKK 

AAGKGGIPTKRPPVLRAGVNTI 

TTLLENKKAQPVVIAHDVDPIE 

LVVFLPALCHKMRVPYCIIKGE 

ARLGRLVHRKTCTTVAFIQVNS 

EDKGALAKLVGA1RTDYNDRY 

NEIRRHWGGNVLGPKSVACIG 

KLEKAKAQELATKLG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25372 


55740 


A 


25513 




833 


GTRPKMPKGKKAKGKKVAPAP 

AVVKKQEAKKVVNPLFEKRPK 

NFGIGQDIQPKRDLTRFVKWPR 

YIRLQRQRAILYKRLKVPPA1NQ 

FTQALDRQTATQLLKLAHKYR 

PETKHEKKQRLLARAEKXAAG 

KG\DVP\TKRPPV\LRAGVNTFT 

PLWENKKAQLVVIAHXDVDPM 

RGWLSFLPALACRKMGVPYCIIK 

GKVARLGRLVVHRKTCTTVVAFT 

QVNSESQRRLWAKLVEAIRTN 

YND\R Y DEIRRHWG GN DLRPK\ 

SVARI\AKLEKAKAK\ELATKLG 


25373 


55741 


A 


25514 


1 


1176 


MEKELVDHTGLFLSAHASEAL 

ALKLM1YSEVAHKLRAVRSQH 

PDMGVSLPLTPANSCPKTIERM 

RRSRELEREKDQSIETDHLPWA 

FGSTFLKTPLSCKTLMKY1CYA 

FIINLSFVKGVSAVTLMMSEES 

NMQMQFSVS1TSGFGPFKSHIIA 

AIP-NAERKESQGEKMAPAPAVI 

KKQEAK.EVVNPLFEKRLKNFGI 

GQDIQPQRDLTRFVKWPH Y 1RL 

QRQRAILSVAHKYRPETKQEKK 

QRLLAQAKKKATSK/ED1PTKR 

PPVLRAGVMMVTTLVENKKAQ 

LVMTAHDVDP1ELAVFCLPAPC 

CKKGVPYCI IKGKARLGHLVHR 

KTCTTVVFTKVNSEDKGALAK 

LVEAIRTNYDRYDE1HCHWGG 

NVLGLKSVAHI1KLEKAKVKEL 


25374 


55742 


A 


25515 


2 


524 




25375 


55743 


A 


25516 


144 


412 


AGSCPFAAGPGPLGSGRCFVLIR 
FIL1QN RAGKTRLAKW\YMQFD 
DDEKQKL I\E E VH A V VT VRD A K 
HTNFVGVSGTFKIILPPLWLASN 


25376 


55744 


A 


25517 


38 


476 




25377 


55745 


A 


25518 


235 


892 


RSRVGTNRLFGETYPRASPGPQ 
STALLTAYKKMTDLVAVWDV 
ALSDGVHKIEFEHGTTSGK/REV 
VYVDGKEEIRKEWMFKLVGKE 
TFY VG AAKTKS/ATINI DAISGF 
AYEYTALEINGKSLKKAYMEDRF 
KNPPI L WVLHM\DG\ENFR1 VLE 
KDAMDVWCNGKKLETARDFC 
KMSDTISDDTKVDEQERALSRT 
PEDKWNFRPAVPMRGERGSPS 
HCGQAH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
nUSSN 
09/540,217 


Nucleotide 
ocation of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


25378 


55746 


A 


25519 


1 


1233 


MQLKFPGRQK1HISKKWGFTKF 

NADEFEDMVAEKRLIPDGCGV 

KYIPNRGPLDKCHHGKCVATG 

TSYMCKCAEGYGGDLCDNKN 

DSANACSAFKCHHGQCHISDQ 

GEPYCLCQPGFSGEHCQQGLLG 

GVREMLRCKVRSNIVTMKAKL 

SFRICMTLTILANMWPRPILGG 

VDQIPI KPKSKVL YLG A ASGTT 

VSHVSDI IGPDGLVY A V EFSHR 

AGRDLVNVAKKRTNIIPVLEDA 

RHP/HQPDQ\ARSVALNAHTFLR 

NGGHFLISIKANC1DSTASAEAV 

FASEVRKLQQENLKPQEQLTLE 

PYERDHAVVDYSSSSATEQRRT 

ENDSDKLTEVGFRKLVINFSKL 

KEDVRTHHKEVKNLEKRLDEW 

LTRINSVEKTLNDLMEAENHGT 

KKYVTQAQASVAYL1KWKKG 


25379 


55747 


A 


25520 


78 


978 


AAGHSAKKSCLSLLPAWSFPLG 
STRAQWHVRRLQARISGGGRH 
RCGRRGQ\GKTRRRMGPMVVS 
VEPHRHEGVF1YRGAEDALVTL 
NMVPGQSVYGERRVTVTEGGV 
KQEYRTWNPFRSKLAAA1LGG 
VDQIHIKPKSKVLYLGAASGTT 
VSHVSDI1GPDGLVYAVEFSHR 
AGRDLVNVAKKRTNIIPVLEDA 
RHPLKY RMLIGM VDV1F A DV A 
QPDQSRIVALNAHTFLRNGGHF 
LISIKANC1DSTASA\EAVFASEG 
EKLQQENLKPQEQLTLEPYERD 
HACVWGVYRPLPKSSSK 


25380 


55748 


A 


25521 


230 


314 


QMPGNNPAFSA*CDAGASYQA 
YVNSAIY 


25381 


55749 


A 


25522 


1360 


1848 


RFRALV/TEGFSLRELFPVATVL 
VASSTWTKRFIFLLAADWRLA 
LRRSRTHPFVRKQELTVYTLKN 
ELENLLTNVVNQAQQGGKVML 
DSVPVDPNMLNQFQSTMPQVK 
EQMKAAGKDPVLLVPPQLRPL 
LARYARLFAPGLHVLSYNEVPD 
ELELKIMGALM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


?Sucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25382 


55750 


A 


25523 


91 


1184 


AAACSPPPPARLTYGSETLRGG 
DCSKMAAGCCGVKKQKLSSSP 
PSGSGGGGGASSSSHCSGESQC 
RAGELGLGGAGTRLNGLGGLT 
GGGSGSGCTLSPPQGCGGGGG 
GIALSPPPSCGVGTLALSTPAAA 
TSSSPSSSS/APASSSSPGSRKAM 
VVSTE\MC\CFCFDVLYCHLYGI 
\QQP\RPPRFTNEPYPLFVTWKIG 
RDKRLRGCIGTFSAMNLHSGLR 
EYTLTSALKDSRFPPMTRDELP 
RLFCSVSLLTNFEDVCDYLDWE 
VGVH\G1RIEIHQCKKASKR\TA 
TYLPEVVAKEQGWDHIQTIDSLL 
RKGGYKAP1TNEFRKTIKLTRY 
RSEKMTLSYAEYLAHRQHHHF 
QNGIGDPLPAYNHYS 


25383 


55751 


A 


25524 


3 


154 




25384 


55752 


A 


25525 


575 


1707 


TA LLLTQSLFGGLFTQTHMRFG 

AVTRPNRKTGNSKKQSTSPPPK 

ERSSSPATEKSWMENDFDELRE 

EG FRRSN YSELREDIQTKGKEV 

EN FERNLEECITRITNTEKCLKE 

LM ELK.TKARELCEECRSLRSRC 

DQLEDCLLKKLHSHQANPEFDL 

ITEHLTLCIRJ S1Q1 KAYLSLSKA 

QSSLSHRPPTYLAYLFNGFRLF 

KNLKAYLHPGEINSF1AHTKPV 

WWSLHTDAHE1WCRDSDLKLV 

PTL PLIPLEAAL RN 1THSLSIPPP 

KNFRRPNTSTLFCVIFLINIRRQE 

YQASEPKPSHRIPCDLQRIKYLG 

IQLTRDVKDLFKENYKPLRNEI 

KEDTNKWKNIPCSWVGRINIVK 

MAILPKPLLVIPRQTGSGMDPQ 

QTSGDLQKCLTVLRKTNKQKAI 

ASTSRKRMTMQKLHLKEKL1NS 

K.DQRTNDKNHMII SID AEKA FN 

KTEHRFMLKTLNKLEINSRWIK 

DLNVKPKTIKTLEENLGNTIQDI 

VMDKDFMTKTPKAMATKAKI 

DKWDLIKLKSFCTAKETII RV Y 

RQPTERESIFVIYPSDKGLISRIY 

KELAIPGKGNSSNVSKDSKMSK 

HQKMQGENKHD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25385 


55753 


A 


25526 


110 


569 


TALLLTQSLFGGLFTRTRMKFG 
AMTRJG\DLPWEINPLSSCSLLC 
EKH PPTTSG PQTDQPKKHLTNF 
KSETKETCFIHEPKTLAPVTDW 
EGSLPLVFNHCRDGLSDHSATF 
QGCQTMQGCLPWSFTLSGKSR 
FSGEGANHHGHRASGNSHSGS 


25386 


55754 


A 


25527 


2 


464 


LFGGLFTRRRMKFGAVTRIRVDF 

PWEINPLSSCSLL/CEKDPRTTS 

GPQTDQPSKHLTNLKSASTPPP 

YNPFITSPPHTRSGLQFRSTSSPP 

APAQQFTLKKVAEAKGIVKVN 

APFSLSDLSQISVRLGSFIKYEKS 

SPVHGSFGSNPETLYSPRP 


25387 


55755 


A 


25528 


162 


206 




25388 


55756 


A 


25529 


74 


446 


TAMLLTQSLFGGLFTWTRMKF 
GAVTRIGVDLPWErNPLYSCSLL 
SRFKKIKACYHSPATSWPFKTY 
KLSLQLPHFTCPKTRQALQVSS 
GAVPYQPNCFAYPPCGAQPVPS 
FVLNTFLHNSLCRA 


25389 


55757 


A 


25530 


66 


311 


FGAVTRIG\DLPWEINPLSSCSLL 
REKEPPTTSGPQTNQAKKHLTN 
FKSGACYTCRK.SGHWAKECPQ 
PGIPPKPRPIC VG PH 


25390 


55758 


A 


25531 


728 


825 


MKFGAVTRIG\DLPWE1NPRSSC 
SLLHEKDPPM 


25391 


55759 


A 


25532 


291 


311 


TALLLTQSLFGGLFTQTHMKFG 
AVTR1*NKKNNTK 


25392 


55760 


A 


25533 


1 






25393 


55761 


A 


25534 


245 


487 


TALLLTQSLFGGLFTQTRMKFG 
AVTRJG\DHPWEINPLSSCSLFQ 
EKDPPTT/SG PQTDQPKKHLTNF 
KSTSFVFSSCIPPP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25394 


55762 


A 


25535 


818 


2391 


TALLLTQSLFGGLFTQTRMKFG 

AVTRIG\DIPWEINPPSSCSLFLP/ 

RLPLLHFPGAGPSTPQPLL/HSPS 

AASPAFLGQGQDLINLVFKVYN 

NRKKLQFLASTVTQTPATSPAH 

KNFQTPEPQQPGVPPEPPSPGAC 

YKCQKSGHQAKECPQLRIPHLS 

YAWTFNDNPLYVQEDNRRFVS 

QETGNLY1AKVEPSDVGNYTCF 

ITNKEAQRSVQGPPTPLVQRTD 

G V M G E YEPKIE VRFPETIQ A A K 

DSSVK.LECFALGKIDDSIREKG 

AIRIKPSS1LMRCNCLVQSPILVG 

EGWTGARCQGKSSTANPKLSL 

KSRTSNKKMK.AFMSALQATFE 

EETLQRVNSFFMHNVLDNCLLP 

NSGTCLFETAPPEWEQKIQNTH 

LS1YDNLLWECKASGKPNPWY 

TWLKNGERLNPEERIQIENGTLI 

ITMLNVSDSGVYQCAAENKYQI 

1YANAELRVLGSQLVHFRENGT 

CLSDEV1RDSDFMSGMTVVHAF 

TSGSQGTTTENQDELQIKFISAR 

HSQATEG1NSTSAKFD 














IASLLTQSLFGGLFTWTHMKFG 
AVTRT/RGDLPWE1NPLSSCSLL 
HEKDPPTTSG PQTDQPKJCHLTN 
FKSAQLKASGK/DLQKPYQHFQ 
TLQQLLPLQWAPCYGPSSVSI 



3403 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25396 


55764 


A 


25537 


2 


2204 


IDMIFTPGPPSTPKHKKSQKGSA 

FTFPSQQSPRNEPYVARPSTSEI 

EDQSMMGKFVKVERQVQDMG 

KKLDFLVDMHMQHMERLQVQ 

VTEYYPTKGTSSPAEAEKK.EDN 

RYSDLKTIICNYSETGPPEPPYSF 

HQVTIDKVSPYGFFAHDPVNLP 

RGGPSSGKVQATPPSSATTYVE 

RPTVLP1LTLLDSRVSCHSQADL 

QGPYSDR1SPRQRRSITRDSDTP 

LSLMSVNHEELERSPSGFSISQD 

RDDYVFGPNGGSSWMREKRYL 

AEGETDTDTDPFTPSGSMPLSST 

GDGISDSTVPLFLSSEILQKQVG 

QSITSMLG FLSRGPSMKLCMGL 

AC VLSL WNTVSG I KGEAKKEK 

GMTFLPTTDSKKFFSLLSVTSYS 

SFAFHKFSVAVYNISNLKTVDP 

A KFPTRYC YCLNNRTN DLSDFT 

ALLVDIIGNSTSYLTEIFKSTSIL 

SVNQSNESDCIFICVMTGKSGR 

1MLSDFWEIEEKYPIINYTFTSGL 

SGVLALLLTQSLFGGLFTRTRM 

KFGAVTRIG\DLPWEINP/LSSCS 

LLHEKDPPTTSGPQTDQPKKHL 

TNFKSAARPTFLGQGQVPLNPF 

SFTLSGKSCFPRRQEPPNRLFPH 

PNLLSLCPNPLFLCPNPFSTFLE 

GKNHHPHPFSVSQVFSLGLPPS 

LWEHSPMAHRLRVQPRQQPPDI 

HKQVISLQSGHSLLVKSQSWSQ 

DPIKFQLPHHHKNTASVC1NPSV 


25397 


55765 


A 


25538 


110 


542 


TALLLTQSLFGGLFTRTRMKFG 
AMTRIG\DLPWEINPLSSCSLLC 
EKHPPTTSG PQTDQPKKHLTNF 
KSETKETCFIHEPKTLAPVTDW 
EG SLPL VFNHCRDGLSDH S ATF 
QGCQTMQGCLPWSFTLSGKSR 
FSGEGASCSLPG 


25398 


55766 


A 


25539 


1 


781 


MPLQPLATPFTSPGSPSVAQVT 
TNTGEPGFAQQEYAETPQTTAR 
PPHPHPALRALQASVHQTPRLG 
DCLGSSESATALHGSGEPNKLA 
PPGRPTERGGLFKCSVPLRTVR 
GCRAGLRGTETVPSSLQRQPAG 
D VG WINN K.STT A LDRTPTDTQ 
RTRRPRPPKQKQRGRALKERPR 
DSDSAREGPLKAVAGLFGGLFT 
RTCMKFGAVTRIG\DLPWEINPL 
SSCSLLH EKDPPTTSGPQTDQPK 
KHLTNFKSDLLSLATED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in tSSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25399 


55767 


A 


25540 


1571 


1781 


TALLLTQSLFGGLFTRTRMKFG 
AVTRJG\DLPWE1NPSSSCSLLRE 
KDPPTTSG PQTDQPKKHLTNFK 
SA 


25400 


55768 


A 


25541 


2150 


3195 


TVLLLTQSLFGGLFIWTRMKFG 
AVTRJG\DLPWEINPLSSCSLLH 
EKDPPTTSGPQTDQPKEHLTNF 
KSDED 


25401 


55769 


A 


25542 


4688 


5149 


TAMLLTQSLFGGLFTRTRMKFG 
AVTR/1RGTDLPWEUNPLSSCSL 
LREKDPPMTSGPQTDQPKKH\L 
TNFKSGACYTCWKSGHWAKER 
PQPGIPPKPRPICVGPHLKIRTCS 
THLGQATPRAPGTLAQGSLTDS 
FPDLLGLA AEDSHCLIASEA P 


25402 


55770 


A 


25543 


1 


433 


MAAFPAALNRPTRARARRRRIS 
AHSAASAAAAVVVAGTARGM 
VPGSEGP\CRA\GDEVADWEIVI 
EGTANLGPYFEGLRKHYLLPAI 
EYFNGGPPAETDFGGDYGGTQ 
YSLVVFNTVDCAPESYVQCHA 
PTSSAYEFVTWLDG1K 


25403 


55771 


A 


25544 


1 


235 




25404 


55772 


A 


25545 


1 


301 




25405 


55773 


A 


25546 


2 


438 




25406 


55774 


A 


25547 


1058 


1494 


KSVRLVVN/YLRTQKAVVRVSP 
EVPLQN1LPVICAKCEVSPEHVV 
LLRDN1AGEELELSKSLNELGIK 
ELYAWDNRRVPSAVPMQGPWP 
AEHFLQVN EQPPAG SPSPCPSSS 
SSSSGLRGGMQTANGPACALTP 
TCAQTDCPCPTSH 


25407 


55775 


A 


25548 




3965 


RRFQPLPSAALRRCPPPARVGG 
RWVSAEKVNEGGSGGGGSQRL 
TRRARSTA RVPAPGTMDA PRAS 
A A KPPTG RK.MKARAPPPPGKA 
ATLHVHSDQKPPHDGALGSQQ 
NL VRM KEALRA STMD VTV VLP 
SGLEKRSVLNGSHAMMDLLVE 
LCLQNHLNPSHHALEIRSSETQ 
QPLSFKPNTL1GTLNVHTVFLKE 
KVPEEKVKPGPPK V PEKS VRL V 
VNYLRTQKAVVRVSPEVPLQNI 
LPVICAKCEVSPEHVVL 


25408 


55776 


A 


25549 


1 


388 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25409 


55777 


A 


25550 


1 


1748 


MVLARVARRPAGSAEAQASLA 

GKAALPERARKMSSPGIDGDPK 

PPCLPRNGLVKLPGQPNGLGAA 

SITKGTPATKNRPCQPPPPPTLP 

PPSLAAPLSRAALAGGPCTPAG 

GPASALAPGHPAERPPLATDEK 

ILNGLF WYFS AC EK\C V L AQ VC 

KAWRRVLYQPKFWAGLTPVLH 

AKELYNVLPGGEKEFVNLQGF 

TARGFEGFCLWGVSDLDICEFI 

DNYALSKKGVKAMSLKRSTIT 

DAGLEVMLEVQMQGVVRLELS 

GCNDFXTEAGLWSSLSARITSLS 

VSDC1NVADDAIAAISQLLPNLA 

ELSLQAYHVTDTALAYFTARQ 

GHSTHTLRLLSCWEITNHGVVN 

VVHSLPNLTALSLSGCSKVTDD 

GVELVAENLRKLRSLDLSWCP 

RJTDMALEYVACDLHRLEELVL 

DRCVR1TDTGLSYLSTMSSLRSL 

YLRWCCQVQDFGLKHLLALGS 

LRLLSLAGETPVSALTLAVTTH 

PHLVHPPNLPGPCANSHPARTH 

SPGSEAEEEGGAARPSPPEPWA 

ARTEPPSDPAAGCPLLTTTGLS 

GLVQLQELEELELTNCPGATPE 

LFKYFSQHLPRCLV1E 


25410 


55778 


A 


25551 


1 


377 


MRRLTRRLVLPVFGVLW1/DGA 
AVLLGNQEEVGGAD/WDLKCR 
PL/EVNVSKSDDTLKINGVEDH 
KTIFDGDGKTYQNVQQFIDEGN 
YTSGDNHTL/SRPSLR*RQRP*IP 
CIRSQHGNRK Rl PRRRIFI 


25411 


55779 


A 


25552 


222 


287 




25412 


55780 


A 


25553 


2 


918 


G H CE VNRD WLQ PL LH R VKED Y 
TRVVCPVIDI1NLDTFTYIESASE 
LRGGFDWSLHFQWEQLSPEQK 
ARRLDPTEP1RTPIIAGGLFVIDK 
AWFDYLGKYDMDMD1WGGEN 
FEISFRVWMCGGSLEIVPCSRV 
GHVFRKKHPYVFPDGNANTVYI 
KNTKRTAEVWMDEYKQYYYA 
ARPFALERPFGNVESRLDLRKN 

I D/T^CETI/ WVI CMTVPFT QIPT^FQ 
LKL-v^orlS. W Y Lt-IN I Y rVcJ^oll^vco 

SIQKGNIRQRQKCLGISKGRTTK 
KPQT*S*A\LCQGQRRRCQSPRV 
WGLSHYTQADSFQGELVALFSS 
FTFVSLGAPVVSCSFARMGD 



3406 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25413 


55781 


A 


25554 


84 


2804 


PRG S WRCRRDLK.CRPL SHSD A 

DWDDLWDQFDERRYLNAKKW 

RVGDDPYKPVCFSTSGRVSGSP 

AIRAIPDTRHLRKKATSNSLSRQ 

QLASPLPRSSYCGVTPGPIAIGP 

LWTSGSLRTPNHIDTVFAPGLP 

QPWFHLNYLRAMPSLSSAPKCT 

LLVYCTDLPPTSIIITFHNEARST 

LLRTIRRPPAVSTSQMAMTAAA 

LTPAPLRTYSVHLSCRAHQLVP 

MPQRKKYDETWVREHTKHSK1 

SLFPSCRLHFSCLSRRRMAVGS 

GKFQ V M G DLGEPFLRVRWLRJ 

WTLGPDFHGSALNSVLNRYTPT 

HLIREIILVDDFSNDPDDCKQLI 

KLPKVKCLRNNERQGLVRSRIR 

GADIAQGTTLTFLDSHCEVNRD 

WLQPLLHRVKEDYTRVVCPVI 

DIINLDTFTYIESASELRGGFDW 

SLHFQWEQLSPEQKARRLDPTE 

PIRTP1IAGGLFVIDKAWFDYLG 

KYDMDMDIWGGENFEMMTVQ 

VLQPRRSEALICTWKVHHLTRE 

STALLIALVQAPFTGPQAKKLQ 

QSPCPAMLAPEYAPEASVLVCT 

VSLLTYTTLQSEISFRVWMCGG 

SLE1VPCSRVGHVFRKKHPYVF 

PDGNANTYIK.NTK.RTAEVWMD 

EYKQYYYAARPFALERPFGNV 

ESRLDLRKNLRCQSFKWYLENI 

YPELRYPSYLLELWLAESRGPQ 

LAWSGEETDNDQLDEGFYVYQ 



3407 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25414 


55782 


A 


25555 


1 


2439 


MPLKKKGDEPQMEKYIQERSM 

LAPPSCSDHRDTHSRCIPHIQRL 

FQCPLGPWFQGEQRNQARGEG 

GALHPLPVTAGTVALPGAAQPT 

PARGNVTESLQGATVKLVCKK 

TSFIF I YCQHPAQCL AL ACDHEC 

IDLCTHVASTSLCLRGYQGMKR 

TIERALTATLAQGTAVPPFPSDV 

PSQKDAAVRGKGDGSEWERTL 

TMK.RSNLNSEKILPAILLLTEFP 

RHQSPCSFDKPHHPNTLGCWLP 

TVLETRGGTNGQSSGKREATLC 

PCPLLGLPISEEDCVPPALLLPPR 

GVLPPGLQLSWAPVPQFPPLGPS 

SLG1PA/LPLVLNLGCLPSLVCPP 

TSAHTSEVAPSLKSPAEPSPPAR 

LPRSHQPALSREMRHSDYSVSV 

HA1CWDHDFYTLVTHYMNNTS 

PI SSKRSSDKLNPH VL V VQDSM 

TILSLHNHLALAGQDMMVWEP 

RKTLQRRQQPDSSSHSPPPALV 

ECHPLEPEPLVAG1MYSFSGLQ 

GVGLRDRAVDETNKRNEKRTL 

EMSRVEALSSFENSEFGCPPSIN 

TREITGNSLEGNVKKGVSVPNC 

TAPGKRTEKKYSKIHEMVKHS 

GNCKRTDGIWEEYGWSWRLH 

MKKVFPGFMLVKGGEDAAPGT 

KE1KSVSGIFQRGKKKPRGRKE 

KNRKK.RGFAFSKETNFVYLLIL 

VCLIGKVVVWLTSACAEKPKP 

HGEATCRHSGPSAPLNFQPTRV 


25415 


55783 


A 


25556 


2 


1178 


AKCVEVCGKREPPSMSPLNQSA 
EGLPQEASNRSLNATETSEAWD 
PRTLQALKISLAVVLSVITLATV 
LSNAFVLTTILLTRKLHTPANYL 
IGSLATTDLLVSILVMPISIAYTI 
THTWNFGQILCDIWLSSDITCCT 
ASILHLCVIALDRYWAITDALE 
YSKRRTAGHAATMIAIVWAISI 
CISIPPLFWRQAKAQEEMSDCL 
VNTSQISYTIYSTCGAFYIPSVLL 
IILYGRIYRAARNRILNPPSLYG 
KRFTTAHLITGSAGSSLCSLNSS 
LHEGHSHSAGSPLFFNHWK1KL 
VTV ALKRKEDS AARERKATKI L 
GIILGAFIICWLPFFVVSLVLPIC 
RDSWWIHPALFDFFTWVGYLN 
SLINPI1YTVFNEEFRQAFQKIVP 
FRKAS 


25416 


55784 


A 


25557 


3 


146 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25417 


55785 


A 


25558 


45 


592 


PSPPPPARAPSARTRRAPIPAAG 
QGRARPPRTVSRCGSAAMATKI 
DKE ACRAA YNLVRDDGSA VI W 
VTIKYDGSTIVPGEQGAEYQHFI 
QQCTDDV RL F AF VRFTTGD AM 
SKRSKFALITWIGENVSELQRA 
KTGTDETLVKEVVQNFANEYV1 
SDRKELEEEFIKSVELKKAVGAN 
YDAQTE 


25418 


55786 


A 


25559 


249 


1808 


ING GTLT VTLS VTNQG AETLPF 
GTGWHPYFPLSPQTRIQAQASG 
Y WLEREQWLAGEFCEQLPQEL 
DFNQPAPLPRQWVNNGFAGWN 
GQARIEQPQEGYAI1METTPPAP 
CYFI FVSDPAFDKGYAFDFFCLE 
PMSHAPDDHHRPEGGDLIALAP 
GESTTSEMSLRAYNDTNRRSDK 
AFTPHPTCFPSNQNNSASPPTIT 
PDTATIAPVSHKAFAGNALRSII 
SDGKLTAGSV1NNASAGAVPIP 
ASIIVCTIGISAAVGMTNKHPAT 
A1DTTHIMLLSTAPSAWGNNQT 
RAAPNTSLLAAYRFLIDSRDTE 
TDSRLDGLSDAFSVFRCHSIMN 
CVSVCPKGLNPTRAIGHIKSML 
LQLPPNVEKFAGAYL1QFALFQ 
PLTHNRLMFFGAFADFLHADQ 
TFPGQ1TAAVKGQFVRRRLRFF 
AIISPSRTLS/YHTP*PRR*PR*SN 
FVTGRDAGRGLYNRQ*KTS/PS 
SICSA*GANPVVHHAMTVKFA* 
WQPIMKISSTSFPSMRPLSHMK 
TINGLTTFVAW 


25419 


55787 


B 


25560 


1 


567 




25420 


55788 


A 


25561 


1 


741 


ML1LISPAKTLDYQSPLTTTRYT 
LPELLDNSQQLIHEARKLTPPQ1 
STLMRISDKLAGINAARFHDWQ 
PDFTPANA RQAIL AFKGDV YTG 
LQAETFSEDDFDFAQQHLRMLS 
/GLPYRLEMGIRLENA\RGKDLY 
QFWGDIITNKLNEALAAQGDN 
VV1NLASDEYFKSVKPKKLNAE 
IIKPVFLDEKNGKFKIISFYAKK 
ARGLMSRF1IENRLTKPEQLTGF 
NSEGYFFDEDSSSNGELVFKRY 
EQR 


25421 


55789 


A 


25562 


3 


320 


IGLVLPISVRKRHAASARCLVN 
RRPMPRJLHGLPGIPMRPPSLPRV 
RH AGTVFRRHRKRG SPMAY* Y 
GHSDVVKHREALVADLCHKAA 
FQLCRGQRHCRPALWRHR 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon Tor peptide 
sequence 


codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25422 


55790 


A 


25563 


1600 


1908 




25423 


55791 


A 


25564 


142 


326 


TRRAPSAISSRCCCNSHQTSKSS 
LVRTSSSLRSSSHLRTIA*CSSV 
HLPISCMQIRPSQAR 


25424 


55792 


A 


25565 


1 


1599 




25425 


55793 


A 


25566 


393 


611 


HSRAVCRFYPAKTSPFPVRRCR 
YRQFVPR*HQNE*AGRE*QPCSI 
ATVLPYRALPSLAHPRLSADQL 
PAAHL 


25426 


55794 


A 


25567 


971 


1628 




25427 


55795 


A 


25568 




1895 




25428 


55796 


C 


25569 


1 


2505 




25429 


55797 


A 


25570 


1 


3345 




25430 


55798 


A 


25571 


457 


790 


PSFRRR Y RQ V V VIS VRKRH A AS 
ARCLVNRRPMPRLHGLPGIPMR 
PPSLPRVRHAGTVFRRHRKRGS 
PMAY*YGHSDVVKHREALVAD 
LCHKAAFQLCRGQRHCRPALW 
RHR 


25431 


55799 


A 


25572 


1662 


1767 




25432 


55800 


A 


25573 




603 


RLRSLFFLPDKMKLKDCVM IKK 

I F A LPV I EQ1 SPVLSRRKLDELDL 

IVVDHPQPPSGDYTLHPLPPIIR 

ANRPNRFRIMAGCTRTFTLSTPI 

NVFRHKI LRTQEFPSLTHHAYSP 

LLVV1NKAKFDGLSPEFQQALV 

SSAQEAGNYQRKLVAED/LAK 

NHRRHERSGRGS/LSPISTAKPL 

ATHWGIRFATCLLKMCRRELIC 


25433 


55801 


A 


25574 


2271 


2519 


HRQLVIVFQQPLVSGFHEAELS 
LDDAKWVLHPYARMLAFMYSM 
LMAVLFLRGCCFKVLTLPGRSA 
ISQSTSTSASSSRCGAPW 


25434 


55802 


A 


25575 


931 


1213 




25435 


55803 


A 


25576 


1 


2767 


M1A1LSGLRCS1VANYIYAENNL 
F WLRLNNPKAI WCLRICTF AT V 
1GGTLLSLPLMWQLADIIMACM 
A1TNLTAILLLSPVVHTIASDYL 
RQRKLG V RP VFDPLRYPDIGRQ 
LSPDAPLTTTRYTLPELLDNSQ 
QLIHEARKLTPPQISTLMR1SDK 
LAGINAARFHDWQPDFTPANA 
RQAILAFKGDVYTGLQAETFSE 
DDFDFAQQHLRMLSGLYGVLR 
PLDLMQPYRLEMGIRLENARG 
KDLY\QF\WGDII 


25436 


55804 


A 


25577 


395 


467 




25437 


55805 


A 


25578 


1 


675 




25438 


55806 


A 


25579 


1 


4014 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25439 


55807 


A 


25580 


1802 


2385 


RKI S AP ALI KS RTG* EM A SLPTS/ 
HDKQIEQALADVDVPIVGVGGS 
YHLAESYPPVHYIATDNYALVE 
SAFLHLKEKGVNRFAFYGLPES 
SGK.RWATEREYAFRQLVAEEK 
YRGVVYQGLETAPENWQHAQ 
NRLADWLQTLPPQTGIIAVTDA 
RARH1LQVCEHLHIPVPEKLCVI 
GVMNRRTVRSPFRESLK1SP 


25440 


55808 


A 


25581 


1 


1568 


MVKQLKLVSFLLRPGDSKQGY 

DKHSSLQVGLMIPVCSCIRFRKP 

SEQSFKFEEGTDAAFHGFWLW 

PCTMLNVTPIKGMMTVIYEFPV 

DSETTLQNYDIYFTNEELTDEQ 

KSLIE WYR DVFRPEDLRLVES V 

QKGLKSRGYRGQGR1MADSSG 

SGISEHAWCMSRGAQGRQFCK 

GAKMSQVL1TGATGLVGGHLL 

RMLINEPKVNAIAAPTRRPLGD 

M PG VFNPHDPQLSDAL AQVTD 

P1DIVFCCLGTTRREAGSKEAF1 

HADYTLVVDTALTGRRLGAQH 

MLVVSAMGANAHSPFFYNRVK 

GEMEEA1JAQNWPKLT1ARPSM 

LLGDRSKQRMNETLFAPVLFRL 

LPG1ILLEELNWKTWAERWNS 

MLGPRAVKVFFSLAFLPGTLEP 

AQ1LFPTQRQGKKAALLLGLW 

KLEI YSDNRRSPE VST A WN SPP 

TGKLDNKQYMIMIPRKRETNTT 

TRGASNARLDPPSRKGYKGHY 

ETIGHALEHDKQSQGSYNVEHT 

IKRQTPRVRRCTSIIAGIYQELG 


25441 


55809 


B 


25582 


1 


1560 




25442 


55810 


A 


25583 


] 


2115 




25443 


55811 


A 


25584 


3036 


3957 


RJYDAVSEPAEPVDCPRNPVCR 
FY*QYRDHRGKTVYDVASGDA 
LF1SELG/PLPENVTWLSPEGEFQ 
KWN/GTAWVKDTEAEKLFRIRE 
AEETKNNLMQVASEHIAPLQD 
AADLEIATEEEISLLEAWKKYR 
VLNSRAMALILTPDLIRSNTACF 
CSSFVLAGQTAKAAADDGLFPP 
1FARVNKAGSPVAGLIIVGILMT 
1 FQLSSISPNATKEFGL VSS VSVI 
FTLVPYLYTCAALLLLGHGHFG 
KARPAYLAVTTIAFLYCIWAVV 
GSGAKEVMWSFVTLMVITAMY 
ALNYNRLHKNPYPLDAPISKD 


25444 


55812 


A 


25585 


1 


2490 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25445 


55813 


A 


25586 


368 


761 


LYCEACIMAFRMSEQPRTIKIY 

NLLAGTNEFIGEGDAY1PPHTGL 

PANSTDIAPPDIPAGFVAVFNSD 

ESSWHLVEDHRGKTVYDVASG 

DALFISELGPLPENVTWLSPEGE 

FQKCSGTTRVKNAKA*TLF 


25446 


55814 


A 


25587 


1 


809 


MPVSSYERGHAEKRVVQECCG 
IN LTSS ANTILSDCERVN G YC VL 
CHTTRALVTGNHHRNAVYAET 
PSNSRINYIVSSHNAFRMSEQPR 
TIKVYNLLAGTNEFIGEGDAYIP 
PHTGLPANSTDIAPPDIPAGFVA 
VFNSDESSWHLVEDHRGKTVY 
DVASGNALFISELGSLPENVTW 
LSPEGEFQKWNGTAWVKDTEA 
EKLFRIREAEETKNNLMQVASE 
HIAPL\QDAADLEIATEEEISLLE 
AWKKYRVLLNRVDTSTAQD1E 
WPALP 


25447 


55815 


A 


25588 


1 


2301 




25448 


55816 


A 


25589 


718 


1 131 




25449 


55817 


A 


25590 


279 


513 


CRRIDTWQPIYQ TCGRLMAVEL 
LTVVTHPLNPSQRLPPDRYFTE1 
TV/SHRMEVVKEQIDLLAQKAF 
SLAYLSPCESGL 


25450 


55818 


A 


25591 


] 


407 


PQDN AKKLRPHQLSSDEG HTG 
MGGTAKDVGFVSMRTYSWISS 
ALPKRLGGGVMP1GATIATEEV 
FSVLLGNPFLHTTTFGGNPLAC 
AAALATINVLL\GRTYRLRLSK 
KAICCWTVSVNWRGNIPIWYR 
KRVVKGC 


25451 


55819 


A 


25592 




2079 




25452 


55820 


B 


25593 


1 


700 




25453 


55821 


A 


25594 


1427 


1845 


ACISGFSTETSASGRVSVITDAS 
LFRVLPRVCGMAVAATKRSGRI 
TTSEALCCANQLRRRPCVSPTR 
STPSWLSCAV*ICTSGTT*MKR 
VPNARHCWICSSLIPHSGLHPQP 

1 1 Arvr ArlALSbaV 1 brrioV lrO 

♦IN 


25454 


55822 


A 


25595 


2 


295 




25455 


55823 


A 


25596 


1 


900 




25456 


55824 


A 


25597 


1 


1422 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25457 


55825 


A 


25598 


2 


535 


YGNREQRAVSSHTNTWVNRAL 
ARGWSSLGYRWWVSAWTPSR 
RFISQLMSRPVDAS A AKV KRSA 
SVPCGSIPFGNCFSVRLRJLSASC 
GCIILPVRFSSSSGSEIPST1SSGSI 
TLPLDLD1FWPSSSRJRPVM*TV 
WNGTCGLPFSSLMKCMV1M1M 
RAIQKKMMSKPDTJTLVGWN 


25458 


55826 


A 


25599 


442 


1368 


RRTMAAFACGVVRDASEVIRPS 

STLVPLVGEKHAKGLFGTIVDN 

FYLVALIFAMGTSLGLATPLVT 

ECMQWLFGIPHTLLGFI/LYNAI 

CVACGLQK.GVRIASDVRSYLSF 

LMLGWVFM VSG ASFIMN YFTD 

SVGMLLMYLPRMLFYTDPIAK 

GGFPQGWTVFYWAWWVIYAI 

QMSIFLAR1SRGRTVRELCWIL 

WTVLGSNTLLLIDKNIINIPNLIE 

QYGVARAIIETWAALALNNGN 

MWGFFILWFIGPGTLVNAWQN1 

RAQFVHH1LRRNG1ADGFRHLA 

ALTIHGKAVGQYLTIRRFTLHR 


25459 


55827 


A 


25600 


2468 


3907 




25460 


55828 


A 


25601 


3 


3738 


YKTNYTDNSEYYANVGFNVKP 

VKRDGKMSVMSDPDTAIYPFPP 

KPTPLSIDEKAYYREKIKRLLTE 

RNAVMVAHYYTDPEIQQLAEE 

TGGCISDSLAMARFGAKDPASN 

LLVAGGGTCRSVVINAVFSYVT 

NVWGWAFEWYMVVMLFGWF 

WLVFGPYAKKRLGNEPPEFSTA 

SWTFMMFASCTSAAVLFWGSIE 

I Y YYI STPPFG LEPN STG A KELG 

LAYSLFHWGPLPWATYSFLSV 

AFAYFFFVRKMEVIRPS 


25461 


55829 


A 


25602 


1331 


1456 




25462 


55830 


A 


25603 


549 


588 




25463 


55831 


A 


25604 


19 


1629 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pussible nucleotide 
deletion, \=possible nucleotide insertion) 


25464 


55832 


A 


25605 


1 


1995 


MVGVRFALGLMWLTLIVAETIS 

ANSGIGYLAMNAREFLQTDVV 

VVAIILYALLGKLADVSAQLLE 

RLWLRWNPAYHLKEATLSAEQ 

AARJREMTVJTSSLMMSLTVDE 

SDLSVHLVGRKINKREWAGNA 

SAWHDTPAVARDLSHGLSFAE 

QV VSEAHSAI VILDSRGN IQRFN 

RLCEDYTGLKEHDVIGQSVFKL 

FMSRREAAASRRNNRVFFRSGN 

AYEVENVPDPGVEQADDIILRIT 

ATAICGSDLHLYRGKIPQVKHG 

DIFGHEFMGEVVETGKDVKNL 

QKGDRVVIPFVIACGDCFFCRL 

QQYAACENTNAGKGAALNK.K 

QIPAPAALFGYSHLYGGVPGGQ 

AEYVRVLKGMWGRLNDAQPG 

FRSSRPLRYGAGIMTLLNISGLS 

HHYAHGGFNGKHQHQAVLNN 

VSLTLKSGETVALLGRSGCGKS 

TLARLLVGLESPAQGNISWRGE 

PLAKLNRAQRKAFRRDIQMVF 

QDSFSTWNPQPNRLHIV/RFPLT 

RLNQYQPSFSTDLYHGTLKPAS 

LTMSGVVLLGRM/PRKTSQQV 

QWAVCIARTDKASMPTVYSESL 

FVEPLERVLYV A VILTQI I RGLR 

DTEIETINPDIAVHFALCFHGLG 

S1PTKGAEKSPFLT1HKVRVKPD 

IPSPVSIMAPCRAHPTCEALFNN 

STALHSPWFCDSL 


25465 


55833 


A 


25606 


179 


371 


CVLQYTHWPACSTVA\HSRRW* 
NRRRLRLAVTKTGSLFSHRCAG 
ARLAFSKKLRCRDALPASRS 


25466 


55834 


A 


25607 


544 


983 


SVQNPRVNWIHAALQRTGRGR 
RRHEQHGEDHFVNGAAGVHQ 
A ANGL VN PPRHQ VFG AHQAKG 
DGENHRQRGAPDGDLQRDGHF 
GEVILPLAEIGREEVGGERRHV 
AAVFDQ/S*AGPFPRPATRRPTR 
RVQRPSSEARTSCAWVGRW 
















25468 


55836 


A 


25609 


1 


858 




25469 


55837 


A 


25610 


98 


288 


LCRNNGEPLARSGAAMGALLD 
REHSRHP\PDLEG\GSQQQVCDS 
GGSVTAANTSGGQQVKAQLEL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25470 


55838 


A 


25611 


1934 


2812 


RPQTYSDAQPGFRSSRPLRYGA 
GIMTLLNISGLSHHYAHGGFNG 
KHQHQAGLNNVSLTLKSGETV 
ALLGRSGCGKSTLSRVLVGLES 
PAQGNISWRGEPLAKLNRAQR 
KAFRRDIQMVFQDSISAVNPRK. 
TVREILREPMRHLLSLKKSEQL 
ARASEMLKAVDLDDSVLDKRP 
PQLSGGQLQRVCLA RALA VEP 
KLLILDEAVSNLDLVLQAGVIR 
LLKKLQQQFGTVASLF1TH DLRL 
VERFCQRVMVMDNGQIVETQV 
VGEKLTFSSDAGRVLQNAVLP 
AFPVRRRTTEKV 


25471 


55839 


A 


25612 


1 


515 


ML A VECRSL PFPPL VQPVR YTD 
VTVKDDYNPETEQYTLTISQRT 
P ATPDQAEKQPL H I PFAIEL YDN 
EGK V1PLQKGGHP VN SVLNVTQ 
AEQTFVFDNVYFQPVPALLCEF 
SAPVKLEYKWSDQQLTFLMRH 
ARNDFSRWDA AQSLLA/I LHQA 
ERRASSARSAAVSAGACG 


25472 


55840 


A 


25613 


1 


1053 




25473 


55841 


A 


25614 


1 


1521 




25474 


55842 


A 


25615 


430 


1120 


QTASTFLKRGKCASRQSKLCGN 
RRRKRRQRISSYCLLRGTACSP 
AHQPDAFHQKRGNAGRHYAEC 
VLQYSSCSTRYS\PGR\TQLINLF 
EVADGKRLVDLPGYGYAEVPE 
EM KRKWQRALGEYLEKRQSLQ 
GLVVLMDIRHPLKDLDQQMIE 
WAVDSNIAVLVLLTKADKLAS 
GARKAQLMMVREAVLAFNGD 
VQVETFSSLKKQGVDKLRQKL 
DTWFSEMQPVEETQDGE 


25475 


55843 


A 


25616 


407 


1176 


AY STSLRVKICRKTSTLLLRSRV 
TQIRSNTKSTKRAAHCSLTASC 
PPRCS1HATTVTSTTPCLWRRIA 
TMLRALARLLLRICFSGRTLKIA 
CLLLLVAGATILIADR/AALYHA 
GKVKWLLVSGDNGRKNYDEA 
SGMQQALIAKGVPAKVIFCDY 
AGFSTLDSVVRAKKVFGENHIT 
IISQEFHNQRAIWLAKQYGIDAI 
GFNAPDLNMKHGFYTQLREKL 
VIAKGHGSLLTDLPVAKAGTM 
WAIEIDDVARHSRSHL 


25476 


55844 


A 


25617 


3 


168 


NPFYSAMR\KSAGIRHILARHVE 
GASHMAEGYTRATAGNIGVCL 
GTSGRCCFRLCW 


25477 


55845 


B 


25618 


169 


1227 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25478 


55846 


A 


25619 


489 


740 


AIARSCADYHPANFRHHRAAA 
RAGDDYLSRRAERQPGAKAGG 
SRLRAGKRPCSAFRYW*CAAG 
E*SVGEKIMAGDVISPKRRL 


25479 


55847 


A 


25620 


146 


475 




25480 


55848 


B 


25621 


38 


191 




25481 


55849 


A 


25622 


662 


4568 




25482 


55850 


A 


25623 


20 


2661 


AGHIHRPRYQHGVGTESTSIMS 

VASRSAERVFLTKFESWKNFPI 

NRG RNKMAKMRA VD A A M Y V 

LKKEG1\TPAFG\VPGAA\INPFY 

SPMRKHG\G1RH1LARHVEGAS 

HMAEGYTRATAGNIGVCLGTS 

GPAGTDMITALYSASADSIPILC 

1TGQAPRARLHKEDFQAVDIEA1 

AKPVSKMAVTVREAALVPRVL 

QQAFHLMRSGRPGPVLVDLPF 

DVQVAE1EFDPDMYEPLPVYKP 

AASRMQIEKAVEMLIQAERPV1 

VAGGGV1NADAAALLQQFAEL 

TSVPVIPTLMGWGCIPDDHELM 

AGMVGLQTGHRYEKYTEGRKl 

VHIDIEPTQIGRVLCPDLGIVSD 

AKAALTLLVEVAQEMQKAGRL 

PCRKEWVADCQQRKRTLLRKT 

HFDNVPVKPQRVYEEMNKAFG 

RDVCYVTT1GLSQIAAAQMLHV 

FKDRHWINCGQAGPLGWTIPA 

ALGVCAADPKRNVVA1SGDFD 

FQFL1EELA VG AQFNIPY1 HVLV 

NRPAANGAQGSCHPDAPAVFR 

SSIFIRKSEEKLVVTMNELSASR 

ALPEETM PGRFELKPTLEKVL H 

APDNFLFMDPLPPMHRRGIIIAA 

1VLAVGFLLPSDDTPNAPVVTR 

EAQLDIQSQSQPPTEEQLRAQL 

VTPQNDPDQNLYRKASQKSSR 

KLPKRDLPHILTPFRAPMASVC 

AKRKGQVLHQQYSLKKYRYK 


25483 


55851 


A 


25624 


1 


570 




25484 


55852 


A 


25625 


312 


873 


APRSRVQAKIAASNTGELNALQ 
QLGFS\LVEGEVDLAL\PVNNA\ 
SDSG A V V A\QETDIPA * RQL AS A 
AFAQSRFRAPWYAPDASSRFYA 
QW1ENAVRGTFDHQCLILRAAS 
GDIRGYVSLRELNATDARIGLL 
AGRG AG AELMQTALN WA YA R 
GKTTLRVATQMGNTAALKRYI 
QSGANVESTAYWLYR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25485 


55853 


A 


25626 


2 


922 


FSPPGLHDAGEAVFWRVNKSA 
NYGVLDK.LARGYADLSK.AESQ 
WDEMMRTAGSLKLGTIHAS1NS 
LFENITAAPADPILGLADLFRAD 
ERPGKINLGIGENPSCCRTSSSP 
VFDAA1WPAPVNNASDSGAVV 
AQETDIPALRQLASAAFAQSRF 
RAPWYAPDASSRFYAQWIENA 
VRGTFDHQCLILRAASGD1RGY 
VSLRELNATDARIGLLAGRGAG 
A ELMQTALNWAYARGDHM 1/R 
I*RTAGGGNRTRLYAVGNG*RQ 
TVWRWRFYPSLPAVAGATFWQ 
RQSVTDAVLHRFAGDGGAAAR 
YPAWR 


25486 


55854 


A 


25627 


911 


1441 


AIPS1SCFLLA1KALILSAIWLNA 
TPSRSKLEPSSKW1 RSLRCPSPN 
RCAAASSFNISCQWFLSEYGPP 
NQVASGK.TSPFV1VFK.QPRYRA 
VTK.PNCRLMMRNGCSTLARML 
PVMYAMLMPVLFLRGCCFKVL 
TLPGRSA1SQSTSTSASSSRCGA 
PW*PASAETNCSSPCSRLPS 


25487 


55855 


A 


25628 


1 


1247 


MERVLDNLLNNALRYCHSTVE 
TSLLLSGN R ATLI VEDDGPGI AP 
ENREHIFEPFVRLDPSRDRSTGG 
CGLGLAIVHS1ALAMGVNAQA 
DFMKLTGADEQIAAYCFKMPF 
VFHLIEEVSRNFGYALCLFNIDH 
KA A LN1TQRTAAN I LLDGQMQ 
HAVDQAFTQRTARQGSTFVQY 
ARL A R K.L ATANIC WS YF VPVR 
ASIEPLTWENAFFGVNSAIVRIT 
SEAPLLTPDALAPWSRVQAKIA 
ASNTGELDALQQLGFSLVEGEV 
DLALPVNNASDSGVAVVAQETD 
IPALRQLASAAFAQSRFRAPWY 
APDASSRFYAQWIENAVRGTFD 
HQCLILRAASGDIRGYVSLREL 
NATDARIGLLAGRGAGAELMQ 
TALNWAYARGKTTLRVATQM 
GYTAALKRYIQSGANVESTAY 
WLYR 


25488 


55856 


A 


25629 


1 


1925 




25489 


55857 


A 


25630 


402 


664 


TA RRLLFFRD/RTAR V A VPN A A 
VVLPFPLPVKTMIIPRSLGRRRS 
GG1CRPLGYLVAMDAIDGLQN 
ADNSNGESR1ATSSFRSRSARR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25490 


55858 


A 


25631 


920 


1237 


IARPGCHLSHCHSEPSGRLSK*P 
FSCNSLKTGDF*PI*GLIQTQIFS 
PFAFRRRIIPSGSGKVSGSHSrCS 
HHWKAFIQKQSKWKTCSGRLR 
SAIPSIKLFTVASS 


25491 


55859 


A 


25632 


1 


1341 


MVHRFGIRVRFVALGFYQDVIL 

PVRAHRHEWGHYVHLCASIQR 

QIDVSFARDATSHSSCPVTGVR 

FWGYPFAANKVVIAGFELEGET 

MTRPGLICAEGGLLVMIVSLRS 

ELYDSYHEFTRQRVTEIVEKAA 

NHLPAVVEMMTLHRCArNRHN 

FVRRVGPAGISTFFASSPDGVN 

AGFSTFRVVFTCQRSRPLQRHS 

H A D VQTATLLLNT VN LEQKQ A 

NAILSGLSDMIPNSSPESAPEIQL 

LQSRMILGKTIAELNLRDIVEQK 

YFPIVGRGWARLTKEKPGELAI 

SWMH1P*TLSKMRPTPFS/DGLS 

DMIPNSSPESAPEIQLLQSRMIL 

GKTIAELNLRD1VEQKYFP1VGR 

GWARLTKEKPGELA1SWMHIP 

QLNG QDQQLTLT VG ENG HYTL 

EGEEFTVNGMVGQRLEKDGVA 

LTIADIKAKPGTQFVLSQRTELE 

A1NALQETFTVSERSKESGMLE 

LTMTGDDPQL1TRILNSIANMYL 

QQNIARQAAQDSQSLEFLQRQL 

PEVRSELDQRKKNSTF1ASSAIR 


25492 


55860 


A 


25633 


170 


935 


LTQEDTR1NLIPMAVESLHLPTQ 
MLINGGETYAWRNWKRGGQY 
KSATLNTGQPHVRARELVDSD 
TLASDAARLTCRHGLALPALFT 
LIAVVTSLLSPQFIRQILWSRLT 

TDTHGWGKRPLYTGR*RVHRQ 
WYGRPA SGKRWRC AD YRG H * 
GQTRNTVCPEPAYRTGSD 


25493 


55861 


B 


25634 


42 


755 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25494 


55862 


A 


25635 


793 


2127 


RYCKGTVMDQIRLTHLRQLEA 

ESIHIIREVAAEYSNPVMLYSIG 

KDSSVMLHLARKAYYPGTLPFP 

LLHVDTGWKFREMYEFRDRTA 

KAYGCELLVHKNPEGVAMG1N 

PFVHGSAKHTDIMKTEGLKQA 

LNK/YTTSRAKERJYSFRDRFHR 

WDPKNQRPELWHNYNGQIN\K 

GES1RVFPLSNWTEQD1WQYIW 

LENIDIVPLYLAAERPVLERDG 

MLMMIDDNRIDLQPGEVIKKR 

MVRFRTLGCWPLTGAVESNAQ 

TLPE1 1 EEMLVSTTSERQGRVID 

RDQ AG S MELKKRQLIELIIN VH 

NLLKNGFGFQVKVNRIALLAFN 

VEFFFRLVQLAAHFSSGTLAQD 

KLCSWFGLNVRDSQRNAIFFQT 

LADHTIDGELFTFQCIVAVFPNL 

P1YSYATIYVSSSS1P1SSEESPSIR 

FACSQTSRQPPVSDSRFCVSQV 


25495 


55863 


A 


25636 


360 


566 


GAETMGDLLWVVGILLMCSLS 
TLVLVWLDPRLKS*RT*A*CGA 
LTSHQAINNGRNEKRKPIRESDP 
LKA 


25496 


55864 


A 


25637 


1 


312 


LLRKSVSV1IKGTIKTIIGFMLLQ 
AGSGILTSTFKPVVAKMSEVYG 
INGAISDTYVMQDG*APELGLS 
PGRFLRHDTDFVLQLGIVMVRL 
AGDGSLNrNAQANN 


25497 


55865 


A 


25638 


517 


796 


PTARFGWVKGVDLPAD/CNRQ 
DR FA1DVRVQGS*\WGC VLPLF 
RVLLFVSCALLLVSVSCVLRLL 
FCCSS\LSLFLSGLGGGRSPKAG 
DVFRDRR 


25498 


55866 


A 


25639 


47 


411 


A1KVRELS1K.LKMC/YSLIKTLH 
G * K.YRNFM VIG SM VFGKKAITH 
V AG VKRRTA V V VG FK VFDIQR 
SQFRIVVTGDLAQLLYRVIKVIT 
CGHFVRQHGIVLCAGVLHVGD 
RYQAHVKTLGGLI 


25499 


55867 


A 


25640 


1 


1488 




25500 


55868 


A 


25641 


2 


298 


CC 1CL/Y S YAP1D V W/ WG/WNTA 
GQVQAA*TLKAASSSIVTIPLRN 

THASNITLIAASTASRIGWFASA 
YHTRSNHGR 


25501 


55869 


C 


25642 


1 


2064 




25502 


55870 


B 


25643 


1 


1116 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25503 


55871 


A 


25644 


312 


620 


SACRCCLVVVPLFVCL/GSSLSL 
APTFPLLASFSSSRASRVVAFGL 
GSLRAGSALCLPCAAVVLALRS 
AGTCLEWWWWHSVVLPPETK 
RLPSTSLIPYPASVS1 


25504 


55872 


A 


25645 


2 


2237 




25505 


55873 


A 


25646 


692 


6383 


RMSRSSDYDQYRSRNALIRRHI 
EKMDASLHVGTKEFDISKVSEV 
DSVDDLLIDNAARYLLKDWKG 
VGELVNGVEVALEYTAERGIAL 
LKQNPELYWQILAEAASIAQVG 
GEVWIAPKFERNGLRLLANSEI 
GAASQLQTYHRVDPGRPCKLD 
LSGGMSQRVMIAMAIACRPKL 
LIADEPTTALDVTIQAQIIELLLE 
LQQKENMALVLITHDLALVAE 
AAHKIIVMYAGQVVETGDAHA 
1 FHAPRHPYTQ ALLRA 


25506 


55874 


A 


25647 


856 


1467 




25507 


55875 


A 


25648 


1823 


2014 


SQE1ALMQFRPRLTGASGSP*RP 
PHRTLLRSDQNAATIPQKRASA 
L1PLMRILPVRYGHLLLC 


25508 


55876 


A 


25649 


1 


218 




25509 


55877 


A 


25650 


2740 


3293 


IFAVNLILQCHVGGTHHQRFLL 
FAGNGDAGNQIRERFPNAGG/E 
LQSPDVALLLRPAFWRRPQSSA 
AAAHGE* SRGS VPEAPYTRRQF 
ALPAPPIKCAPLPERQRPSVPSR 
HLRLPACPGYK.NRASSAKPSYS 
FLAQRQHLQRLSPLPQNQNLPQ 
RRRDQRQRAGAMSARVPDLISS 
SRSMRRTS 


25510 


55878 


B 


25651 


1 


1875 




25511 


55879 


B 


25652 


1 


2981 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25512 


55880 


A 


25653 




1649 


MTFRNCVAVDLGASSGRVMLA 

RYERECRSLTLREIHRFNNGLH 

SQNGYVTWDVDSLESAIRLGL 

NKVCEEG I R1DSIG 1DTWGVDF V 

LLDQQGQRVGLPVAYRDSRTN 

G LM AQAQQQLGKRD1 YQRSGI 

Q FLPFNTL YQLRA LTEQQPELIP 

HIAHALLMPDYFSYRLTGKMN 

WEYTNATTTQLVNINSDDWDE 

SLLAWSGGQQSLVWVAEASGE 

WGVLACTLFAWNRNYFVLLFV 

GVFLSSFGSTANPQMFALAREH 

ADKTGREAVMFSSFLRAQVSL 

A W V I G PPL A Y AL AMG FSFTVM 

YLSAAVAFIVCGVMVWLFLPS 

MRKELPLATGTIEAPRRNRRDT 

LLLFVICTLMWGSNSLYIINMPL 

FIINELHLPEKLAGVMMGTAAG 

LEIPTML1AGYFRQTSGPTAYGR 

SVGRIRRSRR1RQSCYYQRJFSL 

LACELANALERPENFCGMHFFN 

PVHRMPLVE1IRGEKSSDETIAK 

VVAWASKMGKTP1VVNDCPGF 

FVNRVLFPYFAGFSQLLR/ERRG 

FPQDRQSDGKTVWLADGPGIS 

AGRCGH 


25513 


55881 


A 


25654 


1590 


2855 


RNLLGEAADPVSGPHSA1YRPD 

WPKSGDCACQGPIKGSANRPA 

VVPHVHGPVSEDLEVFLNVFGE 

LPQPLIDTQILAAFCGRPMSWG 

FASMVEEYSGVTLDKSESRTD 

WLARPVLPERQWEYASPNVWY 

LLPITAKLMVETEASGWLPAAL 

DECRLMQMRRQEVVAPEDAW 

RD1TNAWQLRTRQLACLQLLA 

DWRLRKARERDLAVNFVVREE 

HLWSVARYMPGSLGELDSLGL 

SGSEIRFHGKTLLALVEKAQTL 

PEDALPQPMLNLMDMPGYRKA 

FKA1KSLITDVSETHKISAELLAS 

RRQINQLLNWHWKLKPQNNLP 

EL1SGWRGISAVKSSEAGLGAL 

SATSG FGKLQIQHQAFTLRTRT 

TDQHTLLAGTLFIAKI LIPMVSF 

TFQYCCFAVPQATYCHRIAPIL 

GNGAMKPGRKIS 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25514 


55882 


A 


25655 


1 


3315 


MDELRL VLMTI I HIKLPPIRRAD 
GSFGNDLTTGAGFNDRKTVPR 
Y A RVH VYRCRKVICI FTKRIPFC 
L D VP A HRAL V VMKGTL YGMP 
VVAAAFEFAFMGGSMGSVVGA 
RFVRAVEQALEDNCPLICFSAS 
GGARMQEALMSLMQMAKTSA 
ALAKMQERGLPYISVLTDPTM 
GGVSASFAMLGDLNIAEPKALI 
G F AG PRVI EQTVREKLPPGFQR 
SEFLIEK.GAIDMIVRRPEMRLKL 
AS1L A KLMNLPAPNPEA 


25515 


55883 


A 


25656 


246 


422 


RHADTDLRR*1SDRFSPAPPADP 
ANGGR*TPRHAAKRRDPGTPV 
QPARKPSKPTRLLR 


25516 


55884 


A 


25657 


884 


1276 


L VTRQLSPGNRCN VFAFSS A VE 
TSLTCQGWLSPVCAVCQAISSS 
HNASIQVRSPAASCGSPFCSKRP 
SALWWTSVSPFLSPRRRTSGAN 
AESVSAT*SKRRSSARRSASARS 
TLSGAALRSRTASNEWRS 


25517 


55885 


A 


25658 


649 


1427 


LPLLGWSMSPRMTAQLACDAL 

QMALWRRKRPRNVIVHTDRGG 

QSVQQFRALKRHITASRETERF 

YLDVQKQFPKVTAQKVIVSEA 

GASVYSASELAAQEFPDLDVSL 

RGAVS1ARRLQDPLAELVKIDP 

KSIG VGQYQHDV SQTQLARKL 

DAVVEDCVNAVGVDLNTASVP 

LLTRVAGLTRMMAQNIVAWR 

DENGQFQNRQQLLKVSRLGPK 

AFEQCAGFLR1NHGDNPLDAST 

VHPEAYPVVERILAATQQALKD 

LMGNSSELRNLKASFLDNEEN 

WPLLLDALIPVANTCEMILMPA 

CFGLADDKLWRWLNEKLPCSL 

MLLPTLPPSVLGIRLQNQLQRQ 

r VK^OU V WlcUOUvjUL' 1 1 1111 

TQR**PAGRVYRSPGSLSGGGT 
HSGSNTAGTERSDG 


25518 


55886 


A 


25659 


1 


1878 




25519 


55887 


A 


25660 


1 


4329 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID ISO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25520 


55888 


A 


25661 


2514 


4173 


PTSCLPDDYVGHCRGVSAAHF 

AGSVSCVRLLSACARPLWRHL 

GLALLRVWCRTFLLLSALASVF 

CPCSVVWGRLLFSASLSVVVW 

GGVFLSPLGSLSPRGTARLGAA 

CRS R E D/RRR* WRG I FN RDTF A S 

AVPASVNPDKPCAPAACIRFTS 

TSAY*VGCSDRNA/DAEASGEG 

WRRFGDATLSTGQFGGEAREE 

VILGLIGSQAVKTGGNTPKASAV 

RKITLVAWPALETGLTMLSM** 

IG*ETRVFSVFEPSSKS1VPSSRT 

VTFSSNASRR1AL*ISGSASFDSL 

IVFA*QPPSKLNTPSSSQPCSSSP 

1RRRFGSVERVVLPVPERPKNT 

ATSPFSPTLAEQCIEAIPSAVFA 

APVRVAASMIISGFCALASIRPS 

ASTRRPS A S VF I TSTFLPLR* VMI 

SPSLNALPLIRLSAQQRNSFTRL 

FSPRVMANASAPVTVAAPPMS 

DFIES1NAVCLMQARVHWRFFI 

ASWVVIQPPA1PENVLNRVRLC 

AAPGTLCLTTFVSSSGDR*NAL 

CNRCNRPAPCFRSSAIRFATVLA 

ARRHDWVWP1SPL1PRPSS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25521 


55889 


A 


25662 


2221 


4400 


RGCVVSGKSSCSKTNLPSDDKR 

TGASCPLRDLFLRYLRAHALVT 

AEQLAHEFSLGIAIVEEQLQQLR 

EQGLVMNLQQDIWVSDEVFRR 

LRLRSLQAAREATRPVAATTYA 

RLLLERQGVLPATDGSPALFAS 

TSPGVYEGVDGVMRVIEQLAA 

SAINASLWESQEFVYGK.PVYAV 

GENYSQGQYYLASFANRIWLSP 

QGVVDLHGFATNGLYYKSLLD 

KLKVSTHVFRVGTYKSAVEPF1 

RDDMSPAAREADSRWIGELWQ 

NYLNTVAANRQIPAEQVFPGA 

QGLLEGLTKTGG DTAKYALEN 

KLVDALASSAEIEKALTKEFGW 

SKTDKNYRAISYYDYALKTPA 

DTGDSIGVVFANGA1MDGEETQ 

GNVGGDTTAAQIRDARLDPKV 

KA1 VLRVNSPGG SVTASEVI RA 

ELAAARAAGKPVVVSMGGMA 

ASGGYWISTPANYIVANPSTLT 

GSIGIFGVITTVENSLDSIGVHTD 

GVSTSPLADVS1TRALPPEAQL 

MMQLSIENGYKRFITLVADARH 

STPEQ/IDKIAQGHVWT/GLGDF 

DDAVAKAAELAKVKQWHLEY 

YVDEPTFFDKVMDNMSGSVRA 

MLPDAFQAMLPAPLASYQVRS 

D/^T XVII I T UDVUCVHVU A fri\l 

rOL 1 Y ILLLrK Y lib i Y HArvfcliN 

LRCLHGRDHRDAAFRAGLYTG 
VRSSTTPTGADAGIPSPGDARF 

A1HH 1 IrKiNUbbKriNrUJvLArHA 


25522 


55890 


A 


25663 


1 


1665 




25523 


55891 


A 


25664 


475 


1182 




25524 


55892 


A 


25665 


242 


3059 




25525 


55893 


A 


25666 


1761 


1970 




25526 


55894 


A 


25667 


455 


1137 


GTKPRDIDHILGTFITPGMPKGG 

KLDVYAAPELPLKLLGRPTEGE 

YNEEF/SLLPVVNYLKDKLSNP 

V/RLDGVDVAEGEL/VVLENVR 

FNKGEKKDDE/HRAQASTHGIG 

K/FADVACAGPLLA/AVLDSLSK 

/IADQLIVGGGIANTFI/AAQGHD 

VGKSLYEADLV/DEAKRLLTTC 

NIPVPSDA/RVATEFSETAPATL 

KSVRHSDKISYISTGGGAFLEL 

WKVKYLPAVAMLEERG 


25527 


55895 


A 


25668 


1108 


1932 




25528 


55896 


A 


25669 


1496 


1631 




25529 


55897 


A 


25670 


462 


1152 




25530 


55898 


A 


25671 


545 


598 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25531 


55899 


A 


25672 


1 


1761 


M RG HN W1DMDQ A RQQSTPHT 

DRKICHKNDRPRTTPLRKIDAH 

PHTLIILPAESTLSTTKYKLRAL 

LVENTNKDKSAVSVVFRGSVL 

HQQAANFPNLMLCFQLKNGVN 

ACNDFIMLFVDDNAAGSIERAA 

SPCINEKQHAFSESVPA1AAVRG 

LGSMIAVEFNDPQTGEPSAAIA 

QKIQQRALAQGLLLLTCGAYG 

NACKRRIDYVCRIKHSRRIRQV 

VLLNFAKSGAFSTTRGTDDKLT 

PVIQPRASGEYNEEFSLLPVVN 

YLKDKLSNPVRLVKDYLDGVD 

VAEGELVVLENVRFNKGEKKD 

DETLSKKYAALCDVFVMDAFG 

TAHLRAGFLLTGI\GKLRCSLRC 

AGPLLAAELDALGKALKEPARP 

MVAIVGGSKVSTKLTVLDSLSK 

1ADQLIVGGG1ANTFIAAQGHD 

VGKSLYEADLVDEAKRLLTTC 

NIPVPSDVRVATEFSETAPANL 

KSVNDVKADEQILDIVRDLDAA 

NVV1NAVFSYVTNVWGWAFE 

WYMVVMLFGWFWLVFGPYAK 

KRLGNEPPEFSTASWIFMMFAL 

LYVCCRTVRLGREIHRRAQ1VH 

IDIEPTQ1GRVLCR1SVLSLMLK.R 


25532 


55900 


A 


25673 


1 


984 




25533 


55901 


A 


25674 


1 


1181 


MMAVSAPYVGDNIDDGG1YTQ 
SETHTISSDCVLDTAAMWTPLS 
AV1GCTTNPAQYPANAAEVYN 
KDGNKLDLYGKVDGLHYFSDN 
KDVDGDQTYM RLGFKGETQVT 
DQLTGYGQWEYQIQGNSAENE 
NNSWTRVAFAGLKFQDVGSFD 
YGRNYGVVYDVTSWTDVLPEF 
GGDTYGSDNFMQQRGNGFATY 
RNTDFFGLVDGLNFAVQYQGK 
NGNPSGESFTSGVTNNGRDALR 
QNGDGVGGSITYDYEGFGIG\Y 
TQTYNATRVGSLGWANKAQNF 
EAVAQYQFDFGLRPSLAYLQSK 
GKNLGRGYDDEDILQICCMSDP 
TQNRQASAKLALPCQVALLSSA 
SPHHAFTPSTSIIQPAHIIIHSSPP 
PWASSHSISTHQQHTQCSSSSNT 
LAVH 


25534 


55902 


A 


25675 


1 


147 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25535 


55903 


A 


25676 


683 


947 


QVRDSLQQGRERRIALSIGWLV 
WREGCQDQCELEAGGASALTR 
RGSCRELDPAPFATMLLFCPGC 
GNGLIVEDG\QRCHASTDAVPP 


25536 


55904 


A 


25677 


12 


393 


RGSCRELEPAEFETMLLFCPGC 
GNGLIVEEGQRCH/RAVACNTV 
C P Y VHN ITPQGNTI WKYPKLKE 
CGSDVLGGAAAVAENVDSTAE 
SCVPKCEHPRAYFMQLQTRSAD 
EPMTTFYKCCYNAQCGHRWRD 


25537 


55905 


A 


25678 


234 


567 


YVDETDDCFENNRCGQPVNGA 
YSPAGLSRVAADASLTTPHAK.* 
TLRSLTLHQHDKTRTELLNDVA 
GALALDDKLGRSTNQLSGGEW 
TPSLARPFLLLGPRKMRLLPLH 
LPP 


25538 


55906 


A 


25679 




794 


HCDGKHFTGVGKIMSIGMQLQ 
DVAESTRLGPLSGEVRAGEILH 
LVGPNGAGKESLTGREWPEMP 
TVKGTIQFPGHPLEAWSAK.KAL 
ALLRAYL\SQQQTPPFPPPVWH 
YLTLHQPDKTRPELLNDVAGA 
LALDDKLGRSTNQLSGGEWQR 
VRLAAVVLQITPQANPAGQLLL 
LDEPMNSLDVAQQSALDK1LSA 
LCQQGLA1VMSSHDLNHTLRH 
AHRAWLLK.GGKMLASGRREE 
VLTPPNLAQAYGMNFRRLDIEG 
HRMLISTI 


25539 


55907 


A 


25680 


12 


414 


RAAPSRNLPPRMPIP1AAPIAAR 
P11TAAAMYSRSIFRFSMTVSSLF 
QLKRSSVGKLMFFRRHRQIDDR 
QNHEDEGLQRNDQDVENGPRH 
1 QDPL * PPRQETSNQNEDQLSG V 
HVTEQSQTEGSWFGQHAYPF 


25540 


55908 


A 


25681 


568 


724 


RFSLGTVLDGIYPHQYDGYSR 
WSAKRYL*WRNL*SGTHRSC* 
VNNFTRSNKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblt nucleotide 
deletion, \=possible nucleotide insertion) 


25541 


55909 


A 


25682 


1 


974 


MNGKLQSSDVKNETPYNIPLLI 
NENV1SSGISL1SLWHTYADEHY 
RVIWPRDKLKKPLIANSWVAVY 
TVTGCGNSDRLNNIRTLRA\MA 
REFS1DVLDEM LQQFRVVTPDR 
PEHKQLPQHELAERQEKISTWL 
ELMKADGINPEELLGN\SSAAA 
PR\AGKKRQPGSAKYLFT\DVN 
GETKTWTGQGRTPKPIAQALAE 
DCHGKPEYGSAVHGCRCDDGS 
AGNLCFDLNRHCGLGVRLRPR 
KJNGDYRSRFCHAGETGVCAG 
AETTQMAESGVSGAGLAVRGE 
RDGKRSPLQIAIMMNGSSGQAI 
SSNV1ILQLFLVEVIKSLRMLYM 


25542 


55910 


A 


25683 


1 


1359 




25543 


55911 


A 


25684 


1 


918 




25544 


55912 


A 


25685 


72 


690 


PAPVAGAHCPLGLHRSSEHQEP 
QLRH VARWPSS* S WLCHGTFR 
KLLPGKKRRGGNKKF*GRRAR 
GVGCVVSRVWCGPACACSLRR 
WLAHTVHWVFTEAQSIKSHSS 
DMWPDGLALSPGCAMGPSGSC 
SRGKNVGGATKNFRGVHN1YC 
HKP1PTTQHESKYARQTTTEEC 
TQTSSHDFRTTFSAVMQQRLQ1 
ARNLVTHPKLVFMDEPTGGLD 
VSVQARLLDLLRGLVVELNLA 
VVIVTHDLGVARLLADRLLVM 
KQGQVVESGLTDRVLDDPHHP 
YTQLLVSSVLQN 


25545 


55913 


A 


25686 


1334 


1545 


RSQSRLERSCSVTGSM*RVSPA 
RSFRR1TKRVLAAARLAT*LPAS 
GRRTGVGVSVDSEFPSELLSSSF 
TD 


25546 


55914 


A 


25687 


1784 


2125 


WLQHIHPQLLRCPVLRAQNVW 
IRTLYDRH/RFVTRGTLGWIETG 
DF/DKVPPDLRFFAGGDRSI/RG 
YKYKSIAPKYANGLDIGKSPAA 
GAISPCLTFVMSARRGGHRGQS 
ASGCRA 


25547 


55915 


A 


25688 


931 


1213 


NLHPAPAKRRAPARPQSRLAHR 

QRGRMRGAPRPFRQRQ1KLCY 

ARCTPTICPTKVKSRSNTVTSG* 

TWSPRQRAKWWKSAKPPSAGL 

TSSARHP 


25548 


55916 


A 


25689 


999 


1243 


VDPVPWLPMALDITSTAPARQF 
RKRIIASLMPT/WGTSLRRYSVP 
PRRSGWKRWRFPPTGSTTCRPP 
FPAVCSSVCRLPATW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possiblt nucleotide 
deletion, \=possible nucleotide insertion) 


25549 


55917 


A 


25690 


1225 


2341 


ARTFRLSNFGGSTRARGVYWD 

PNSDLCPTLDFSYKMPLLKNPL 

EQYYLVQGGFKRTDLNDTESD 

STTLVASRYWDLSSGWQRAIN 

LR WSLDH FTQG E ITNTTMLF YP 

GVM1SRTRSRGGLMPTWGDSQ 

RYSIDYSNTAWGSDVDFSVFQA 

QNVWTRTLYDRHRFVTRGTLG 

WIETGDFDKVPPDLRFFAGGDR 

SIRGYQY\KSIGPKLPNGD\LKG 

ASKLITGSLEYQYNVTGKCTK 

WQFGEWLAPGEVRLAPGATLA 

TPELVASCSTEGLNGLAANFHA 

ELRARLPWHGGAMKPRPVHLN 

TWEGFYFDLQPDKVKALATAA 

AALGVERFVLDDGWFNARHH 

DRAGLGDWWPDATKFPQGLG 

ELVAHVNPFYA 


25550 


55918 


A 


25691 


45 


233 


SSYPRWWAAWWASTTARPSTR 

WRSSPR*SATTWASSPSPTSP*I 

HDRPG1GATHSSRF1PLK 


25551 


55919 


B 


25692 


1 


558 




25552 


55920 


A 


25693 


324 


657 




25553 


55921 


A 


25694 


831 


1244 


WQPGGR*WSRQRSADGTGPDD 
LAAAYFPGDRFYRN*PSERC*H 
RRG 


25554 


55922 


A 


25695 




1215 




25555 


55923 


A 


25696 


1 


840 




25556 


55924 


A 


25697 




1365 


MPQNRGGFLDKKNPGAPLEGA 

VYVNCFTRFPGIGYEGRTAVFC 

GAAKVPPGLNYRGIGAFPGGNF 

ASKRSRGRNLAGARCLRFCPKN 

WQ\NYSETASVQQQN*SVLARA 

1ERGINAPLA\SSCGRFFDAVPA 

ALGCAPATLSYKGEAACALEA 

LAASCHGVTIIPVTMPRVDNQL 

DLATFWQQWLNWQAPVNQRA 

WAFHDA LAQGF A ALMREQAT 

MRGITTLHPEGLERMSAGHES 

WLERRNGELGEGKGSKAYPTG 

DHKGADLYDDSNFLIQNIFVED 

TRGLLRQGREDLIERYKDPLNE 

NPKRCVEQLANWHKELEEYKK 

ASRIDIKPSREYASTIMNAIWTG 

EPSV1YGNVRNDGLIDNLPQGC 

CVEVACLVDANGIQPTKVGTLP 

SHLAAMMQTN1NVQTLLTEAIL 

TENRDRVYHAAMMDPHTAAV 

LGIDEIYALVDDLIAAHGDWLP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25557 


55925 


A 


25698 


1 


950 


MPDEENRFNALKAVFSQLMTD 

ATLTPLFNYHYRISAPPGVNGL 

SMKRAVVVFSGGQDSTTCLVQ 

ALQQYDEVHCVTFDYGQRHRA 

EIDVARELALKLGARAHKVLD 

VTLLNELAVSSLTRDS1PVPDYE 

PEADGIPNTFVPGRNILFLTLAA 

IYAYQVKAEAVITGVCETDFSG 

YPDCRDEFVKALNHAHKEKLD 

EDCKRRMYTNPLRVLDSKNPE 

VQALLNDAPALGDYLDEESRE 

HFAGLCKLLESAGIAYTVNQRL 

AVNPEFKADPVVDIYLVASGA 

DTQSAAMALAERLRDELPGVK 

LMTNHGGGNFKKQFARADKW 

GARVAVVLGESEVANGTAVVK 

DLRSGEQTAVAQDSVAAHLRT 

KEKDSVEIYENENDQVEAVKRF 

FAENGKALAVGV1LGVGALIG 

WRYWNSHQVDSARSASLAYQ 

NAVTAVSEGKPDSIPAAEKFAA 

ENKNTYGALASLELAQQFVDK 

NELEKAAAQLQQGLADTSDEN 

LKAV1NLRLARVQVQLKQADA 

ALKTL*IPD*RPDAGLRCKRSPR 

SPAVCTDRQNAHEIPRPDSHLM 

PERR*EAPALPDFLNPARAAG 


25558 


55926 


A 


25699 




3314 


MKISRLGEAPDYRFSLANERTF 
LAW1RTALGFLAAGVGLDQLA 
PDFATPVIRELLALLLCLFSGGL 
AMYGYLRWLRNEKAMRLKED 
LPYTNSLLIISLILMVVAVIVMG 
LRAMLMAMEPIWESDFHTLSY 
GFRPERSVHHAIRTVKLQLTDC 
GETRGRWV1EGDLSSYFDTVHH 
RLLMKAVRRR1SDARFMTLLW 
KTIKAGHIDVEDKRAASEGVPQ 
NKIISPLLSNIMLNEFDQYLHER 
YLSGKARKDRWYWNN 


25559 


55927 


A 


25700 


997 


1716 


PYLTASSSAFQQLHLSGENHRD 
DGCAGYSRRTLAAQLQCHCEC 
DFTNLPPDTPRLPRSGVVLPARF 
PRPLHTLISALHRRVLTRHARH 
ESSTLNPQRLPPAHRFFACQSRY 
VPGPAEYSYAVRSTDESG*A*W 
LRVPPNLIALTVQRSLPDLALPA 
QNCPPCRSMLEPAPYILLGMLA 
TWPACPG\H EVG * SHS AHPDEP 
ETLQTVSR*YRRFGRPVH*SVH 
VVGRYPHQACQCYLSSTAE 


25560 


55928 


A 


25701 


1 


769 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25561 


55929 


A 


25702 


1 


3707 


MVRSAVVAGIAQAALPQSVVA 
WEYLVEDYDRIRNDIEAVLPEF 
ADYNQRJRHPGGFHLINAAAER 
RWMTPSGKANF1TSKGLLEDPS 
SAFNSKLVMATVRSHDQYNTTI 
YGMDDRYRGVFGQRDGYRDN 
CEEIAQLAEDCGNLFAVTVFRC 
PAGANLQGNRNVHCIDDLGKD 
RFNDIRNVQAAELLAEMAISSA 
QRRMRA AKKV VRKKLTSG PAL 
PGKLADCTAQDLNRTELFLWK 
GEQNALLRGFPAVRLHSLL 


25562 


55930 


A 


25703 


1 


369 


LPSHGAGLGTCSLPCLSLPPTP 

WAPVQPEPPRRAPPPAPWRPVP 

LTTQGLRN/DEHRVQDWQAAP 

PAAPLKVCKYTNQHPVFSTRFV 

NAPIDTLYLAALVRTWRTFMSS 

SRIVNTPIGTLYLAQ 


25563 


55931 


A 


25704 


1 


444 


MRLHSSALGRSMGLGAVEQGA 

ALVGEAPAAQEPTEAGEGSGM 

AGCSPKACPAGRQLRPGPA\AA 

PSAGPPSPRPPGTPAGPQAPRAA 

PVPARASPSTPPCKLRERAAAF 

A/EPRKGLPQCSGGLKGSSSAA 

KVGAQAEEAPRASESCEDC 


25564 


55932 


A 


25705 


1767 


2130 


YTGQRLRRVYWVPQQCQPTCA 
ALDFSPSLSCLPA/AAGLRTYSQ 
PCLSLPPTPWAPVQPEPPQ*APP 
PAPRRP\AHRPPKG*GVQAHGA 
G\RQAAPPAAPVRDPLG\KPAGL 
LSLVGTWRTFMS 


25565 


55933 


A 


25706 


654 


832 


RRCARFLAGP*LPSHGAGLGTC 
SPPCLSLPPTPWAPVRPEPPRRA 
PPPAPRRPVLCVFS 


25566 


55934 


B 


25707 


1 


537 




25567 


55935 


A 


25708 


1 


455 


HCGSVIGGFLVSLTLRTKLRTL 
AVSVTALTVVCLEFIPSDVRMR 
SVSSFWWVRSLAGSRVKLQTF 
AVTVTALKAASLELFVPPGGLV 
VSLASGVKLQTAAAGK/RCLPV 
LRHAPALLSPWVVDGTGHRGA 
GGGAHRGGSGRPGAHGGGGRL 














SACREVWRERHEREPGLRGAL 
AGQLEFRVGVGLVRPALGGAG 
QPGAALDFSPGLSCLPA/AAGL 
GTCSPPCLSLPPPPWAPVQPEPP 
RRAPPPVHGAQSHRPPKG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25569 


55937 


A 


25710 


144 


519 


HPGQRLRRVYWVPQQCQPIGA 
ELDFSPSLSCLPA/AAGLGTCSP 
PCLSLPPPPWAPVQPEPPQRAPP 
PAPW/WLSPIDHPRAEECECTA 
QDWQAALPAAPVWDPLEMSG 
LFDRAEKRY1RSFARKDSM 


25570 


55938 


A 


25711 


271 


743 


ARTWNVPKVCVRIKANSHSIFT 
GLSCLPAGQGSGPAARHA*ASD 
PLRGLLCGPSLLDE/PPPPAPWR 
PVPSTTQGLRSAGEQRGTGRQL 
HLSAAPVRDPRGEAIWAPESGR 
SAASILKPARPPAHREERTTPDA 
PP*EL*HSPRRSAASLREDPWLH 
S 


25571 


55939 


A 


25712 


1043 


1348 


GPARNRAQRRRAGTAGGPITPS 
AAAGPGAKPLIARRRQGWPAA 
PSAGPAKPTPTRISSWPAS\QPA 
AAVPARASPSTTLFKLREWAPA 
LASPERGSHSATVG 


25572 


55940 


A 


25713 


22 


226 


NTRRWTEMTFDQVVR1FSIGNL 
QTVLQNRQPGGAIARCTGH1DP 
VTRFRPRAR*GSSHRNKAVDTQ 
RH 


25573 


55941 


A 


25714 


166 


714 




25574 


55942 


A 


25715 


1 


462 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25575 


55943 


A 


25716 


1 


924 


MFAIISYSSLAAVLLTATLTAAG 

IISFPVALCLV1GANLGSGLLAM 

LNNSAANAAARRVALGSLLFK 

LVGSLIILPFVHLLAETMGKLSL 

PKAELVIYFHVFYNLVRCLVML 

PFVDPMARFCKT1IRDEPELDTQ 

LRPKHLDVSALDTPTLALANAA 

RETCALATPWTDDGRKYAYSA 

ASGGRRSATKVMVVVTDGESH 

DGSMLKAVIDQCNHDNILRFG1 

AVLGYLNRNALDTKNLIKEIKA 

IASIPTERYFFNVSDEAALLEKA 

GTLGEQIFS1EDMDLGDEVYTV 

GRPHPM I DPTLRNQLI ADLG AK 

PQ VRVLLLDV VI G FG ATADPA A 

SLVSAWQKACAARLDNQPLYA 

IATVTGTERDPQCRSQQIATLED 

AG1AVVSSLPEATLLAAALIHPL 

SPAAQQHTPSLLENVAVINIGLR 

SFA LELQS ASKP VVHYQ WSPV 

AGQGKWLANPELLEADADAEY 

AA VI Dl DL AD1KEPILCAPNDPD 

DARPLSAVQGEKIDEVFIGSCM 

TNIGHFRAAGKLLDAHKGQLPT 

RLWVAPPTRMDAAQLTEEGYY 

SVFGKSGARVSSIPCAVPCVWA 

RVADGATVVSTSTRNFPNRLGT 

GANVFLASAELAAVAAL1GKLP 

TPEEYQTYVAQVDKTAVDTYR 

YLNFNQLSQYTEKADGLLKPRF 

RPWQRKILDTLATYHEQHRDEP 

GPGRERLRRMALPMEDEALVL 


25576 


55944 


A 


25717 


1 


417 


MG VLNN WLSEEESLWIQSRIHL 
RALRYYSNWRQYFAGYTFGRQ 
YWQSPEDDHLPLLREFLARYER 
PM KNC WKILDTEETTD VDIIRRA 
YLALLPSFHPETDPQDFKQLRQ 
AYEEALRIAQSPAKSVWQPEEY 
EV AEHEI LLAFRALLASDSERFL 
PSAWQRFIQQLNYCSMEEIDEL 
RWSLCTIAMNTAHLSFECVVLL 
AERLRWLQEENTGEIDEEELGS 
FLYAIAKGNVFNFQTILHLPVA 
RRPDICTQHNDQSRCEGYQILS 
DKRGHQHGGGITALYQCGNAD 
PRAKGERLFFDAPA*CASSARV 
CVLSLAGASKKSRSPFARGSAL 
PHWYRAVMPPPCW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop cndon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25577 


55945 


A 


25718 


1680 


2058 


YRAYAPAFLPLSPSCPPLWRHC 

GSGRGENRRRDSSAHGPYAPRR 

QPDMPAHRQS*SFV/PASCSAC 

MDEPHKRLTVTAGTECGTSASS 

AALRAILK.PCSSVCSSFFLLLLL 

PPPPPSSSSSSFFFLF 


25578 


55946 


A 


25719 


1115 


3549 


NPDRLLQLNLILETSK*QQMGD 

TRKKRS/NLT V A P 1 1 S PL K R Y EQ 

HTELSRHINVVNLGDRNRRQQL 

ILDQGKSSQRNIYLSHVAQKIPG 

RATYALSHSVDM1T1QLGTLLR 

CAPPHRRRYAGRFFCRSAGNFL 

NVQGFDAVLVAVKIIDLLLCLT 

IAPSL1VCTRLRSPWCGALRRCS 

TDGRSDLASSGVMFS1DTESAL 

TRWCLSLPHGALGK1IAEGLLS 

VIASKASAIVTTVAVVPVTRRSS 

LVNWHSGGSGLWRCNRTDERD 

QQASQGTTRMGRTQRNYSPTR 

QA1HKTGSPTMATTSNTEQPPH 

EKPNTLTQHPRNPDRTIHPKAT 

HNELTQDTPQRDAKQNGEKTQ 

RKKNCLSELNDAEDQAERFQD 

RLMLKLQVTTKPCSMTRLRDC 

AG1WSAANRWSGIG1DRMIMLF 

TNSHTIATLFSSRRCAHRNKFH 

LMNEAVRRLLRSSFRKSVLRRD 

ASFHDNQRVHSLQLLKERKKSL 

1HGRICAAKASLFQTRRYRWQK 

APLFSAQFRGRNRAVTHNRWV 

TTTTAIERTRARGLRPNSGRGF 

HSSPAWQLRHRKCRRCARRYH 

TVYWIKRRRSVARASTVVSGRI 

TSRRGENRRRDSSAIAHMLHAA 

KQTCLRI A VMIIR A A SC S ACMD 

EPPSDLTVTAGTDAGLAPAGYA 

LNERRDLLHALTKSTALRTAHR 

GPNRTGWLNRRIVRFVMTALF 


25579 


55947 


A 


25720 


606 


1562 




25580 


55948 


A 


25721 


688 


762 




25581 


55949 


A 


25722 


492 


737 


SLPSGATLPPPALLLASAPDTA* 
WRCRER* YH LPA Y A ALSPA V A 
HRASLYSTLPSSVPWRRQCAGF 
RARRSPEQAWAYPAR 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25582 


55950 


A 


25723 


335 


903 


WVHDLPARKGSSARN1MLKSA 
PLRG HTRTRRKK MN HE AN V AT 
PDARVAITIARFNNFINDSLLEG 
AIDALKRIGQVKDENITVVWVP 
GAYELPLAAGALAK.TGK.YDAG 
IALGTGIRGGTAHFEYVAGGAS 
NGLAHVGQDSEUPVAFGVLTT 
ESI/EQAIERAGTKVGNKGAEA 
ALTALEMrNVLKAIKA 


25583 


55951 


A 


25724 


3644 


4545 


SEAWPWRTAGTCLLCLNTT/AH 

VDKAIESRTVVADVLAK.FENAL 

TGKLLTVSFQAHEAVIHGHHPA 

PEENLQVLAALRLQYLQGDYT 

LHAAIPPLEEVYSLQRLKARISQ 

STKTFTPCERLEKRRTSFLEGTL 

RRSFRTGSVVRQKVEEEQMLD 

MWIKEEVSSARASIIDKWRKFQ 

GMNQEQAMAK.YMALIKEWPG 

YGSTLFDVECKEGGFPQELWL 

GVSADAVSVYKRGEGRPLEVF 

QYEHILSFGAPLANTYKIVVDE 

RELLFETSEVVDVAKLMKAY1S 

M1VKKRYSTTRSASSQGSSR 


25584 


55952 


A 


25725 


1 


735 




25585 


55953 


A 


25726 


147 


504 


STCPASAPPRPSAGPR1LSGSSAS 
GSPLGSSSASSPAVHKG*RFWL 
TG*CGP*VSAGNK\LFERWDGS 
VQSII PLQ1LESQG SKNLEVFFRG 
WMVAMDNRFVGLKGDSQQLS 
GQRJFKLG 


25586 


55954 


A 


25727 




639 




25587 


55955 


A 


25728 


1 


1247 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25588 


55956 


A 


25729 


1 


2376 


MAEVEEKKQRIFRKFTYRGVD 

LGQLLDM S FEQLRQL YG ARQL 

RRLNHGLWRNAEAQAAFAAE 

APMLGQEGGADHREAGSGEDA 

PAGYDHPSQDGGQQGGRLQRQ 

DLQPGGDQAGDDRPRPGRVLH 

HLQAQRGKKPM/ISTVTFGQ* P 

DPPLRAGQRL*RC/RLLIYGRGK 

CWALSGNP/RSGKTTLLKSISAR 

LTPQQGEIH YEN RSL YAM SEAD 

RRRLLRTEWGVVHQHPLDGLR 

RQ VS AG GNIGERLM ATG A RH Y 

G D 1 R ATAQKWLEEVE1P AN Rl D 

DLPTTFLRATHTVKMFSIPGYSS 

PGQLLDPETNINIGTSYLQYVY 

QQFGNNR1FSSAAYNAGPGRVA 

TAIVLTLYIIYMVGFFATSGELT 

YEVWIGFFASAFTKVFTLLALF 

S1L1HA WIGM WQV LTD Y VKPLA 

LRLMLQLVIVVALVVYV1YGFV 

VVWGMRAALQISQSGQTCALL 

SKVFPTRSHTVSAQGG1TVALG 

NTHEDNWEWHMYDTVKGSDY 

IDAGRKRQEEGDWNSGVGDPS 

DAGDRKHQLKAAQLRPEAIKQ 

RRIANRLKRRTQFPRHLKGFVN 

TLKPIHGGCSVGTKCPQMASLP 

EGLHHPVKLVFLGK.PGCLLTDR 

PLKGPNTAKPVAVDLNASATAI 

TSYSLYGGSMILLFLASTLYHAI 

PHQRAKMWLKKFDHCAIYLLI 

AGTYTPFLLVGLDSPLARG LMI 


25589 


55957 


A 


25730 


219 


652 


SASWREA1CLSRCRLPRSATAR 
GAGRGGCGLADRRASRQGKNL 
EAESAQEQNGHQHRIHESQHPC 
QGGAPVSHHQAAVRLRESQIQ 
G A AEKR* PTGD V I H PGQP VSGG 
/LK*YPSIPTCLLTTRTASLLKPP 
GVRTSVCWQQLPR 


25590 


55958 


A 


25731 


1902 


2100 


RKFFSSSSGRS*PVRCSKL*SSID 
A*PLERIKRSRSYQVGSVGLCL 
RKSFHSTSAISAMPIGAPG 


25591 


55959 


A 


25732 


3223 


3669 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25592 


55960 


A 


25733 




4325 


MPEPPTHSMGSCAAGASLTSTA 

PCSTAPSPIDHLRAKECERTAQ 

DWQAAPPAALVRDPLAALVRT 

WRTFMSSSRIVNTPIGTLCLAQ 

GFQWFSVLSQVHASTDQEIQE 

MHDEQANPQNAVGTLDVGL1D 

SVCASDSPDRPNSFVIITANRVL 

HCNADTPEEMHHWITLLQRSK 

GDTRVEGQEFIVRGWLHKEVK 

NSPKMSSLKLKK.RWFVLTHIPG 

LLQEFREDALNWGPDEKIFKET 

ELVNDMDKINGRIERAE 


25593 


55961 


A 


25734 


501 


2871 


TGCCCLRKTDCRRRESARGVH 

AVYRRICARSMLLYRESVRPKA 

VTARVAVEAGIADYWYKYVG 

LNGAIVGMTTFGESAPAELLFE 

EFGFTVDNPLASRAVRLRLPFN 

NDQVEAAVGWKLAVERHNGP 

TAL1LSRQNLAQVERTPDQVKE 

IARGGYVLKDSGGKPDIILIATG 

SEMEITLQAAEKLAGEGRNVR 

VVSLPSTDIFDAQDEEYRESVLP 

SNVAARVAVEAGIADYWYKY 

VGLKGAIVGMTGYGESAPADK 

LFPFFG FTAENI V AKA HK V LG V 

KAGSHIPRKKYDVPGKKSFSPV 

KYST1GSPSPERPVSITTIPNSFVI 

ITANRVLHCNADTPEEMHHW1T 

LLQRSKGDTRVEGQEFIVVEKL 

1RGLAMEDSRNMFALFEYNGH 

VDKAIESRTVVADVLAKFEKEP 

VGKHLPTYDGQIAMGLESTAS 

VTRKHSSPSSLQNALSCETATSL 

IERRVRMALGTGDRRG LNTWL 

ARLPMEAKEKDEWRYWQADL 

LLERGREAEAKEILHQLMQQR 

GFYPMVAAQRIGEEYELKIDKA 

PQNVDSALTQGPEMARVRELM 

YWNLDNTARSEWAN\LLKNKS 

KPDRAHLPGYASTTQWWILSV 

QAT1VAGNLGDHLKERFPLANN 

DLSKRYTSGKKIPQSYAMAIAR 

QKSAWNPKVKSPVGASGLMQI 

MPGTATHTVKMFSIPGYSSPGQ 


25594 


55962 


A 


25735 


1 


1195 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25595 


55963 


A 


25736 


1931 


2676 


FCGNTHQTYLGWVGGVANSEA 
♦GEKWGTPDLVG/AERTETIQR 
LLGVCPEQGEGKIYIDGKQVDI 
RNCQQAIAQG1AMVPEDRKRD 
GIVPVMAVGKNITLAALNKFTG 
GISQLDDAAEQKCILESIQQLKV 
KTSSPDLAIGRLSGGNQQKAIL 
ARCLLLNPRILILDEPTRGIDIGA 
KYEIYKLINQLVQQGIAVIVISS 
ELPEVLGLSDRVLVMHEGKLK 
ANLINHNLTQEQVMEAALRSE 
HHVEKQSV 


25596 


55964 


A 


25737 


1491 


1667 


TNG Q WRAF YC * MRSGRNIRRR 
GEDISGGAGVSPRESPE*REVPE 
MGPGGAANRGTKRV 


25597 


55965 


A 


25738 


419 


823 


VTLVA1TRPIHVNRLRQYLVA1S 
LNETFGPSCKPSRSPCSSLSTCC 
WNAGVMHKK*VQGGRLCSYR 
N*SICLVV1SPVVMGKRCIS*RC 
TAVLAALTVTVPSGVVAAHSV 
MLPRLPMKRSSIVPLPSNWRTS 


25598 


55966 


A 


25739 


591 


968 


VKQCKQADEH*EQSLIPLERRR 
TTPLSVPQL/GKALTTVSFCASG 
GTSVNSLSHTS*ECMASAVAVK 
FTFPNLAVNFCTAAMAGPKVA 
LTSTLARJQAGSLARTGGRAYR 
WSRSTMLAKSFWCLMAL 


25599 


55967 


A 


25740 


764 


1005 


QARPRAPRRAPYPIL1RSS1ITL1Y 
/DGQRLGHLDDGTDSWNHVPT 
LNGQCTLVLIHEYVDTRGPEIK 
TILVISWWNILVFH 


25600 


55968 


A 


25741 


463 


786 




25601 


55969 


A 


25742 


3 


646 




25602 


55970 


A 


25743 




3008 


MTMLQ1VGAL1LLIAGFAILRLL 
FRALISTASALAGLILLCLFGPA 
LLAGY1TERITRLFHIRWLAGVF 
LTIAGMIISFMWGLDGKHIALE 
AHTFDSVKFILTTALAGGLLAV 
PLQIKNIQQNGITPEDISKEINGY 
YCCFYTAFFLMACSDQRRLRG 
AMDKRYKf 1LVGFGEVFVFNLE 
SLDSGKKIHLLRRSHEEVMGSV 
MRTGTIDKGILPFIHHTRGNE1L 
F1PALFILFSLGGAVFGMGEEAV 
AFAIIIA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknotvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25603 


55971 


A 


25744 


2 


3494 


TITNLRPAAPGICEMAQGLSAG 
GEYTGASIFVAEYSPDRRRGFM 
GSWLDLRSIAE1ELGAGGVGLIS 
Tl VG E AN FLD WG WRIPFFI A LPL 
GIIGLYLRHALEDTPAFQQHVD 
KLEQGDREGLQDGPKVSLKEIA 
TKYWRSLLTCIGLVIATNVTYY 
MLLTYMPSYLSHNLHYSEDHG 
ALII1A1M1GMLFVQPVMGLLSD 
RFGRRPFVLLGSVALFVLAIPAF 
ILINSNVIGLNLLPAMFPTHIRYS 
ALLLEMKN 


25604 


55972 


A 


25745 


1 


277 




25605 


55973 


A 


25746 


902 


1006 




25606 


55974 


A 


25747 


2 


1265 




25607 


55975 


A 


25748 


409 


525 




25608 


55976 


A 


25749 


91 


431 


NHKPGNIDVARR1QRGFAGDQI 
GH LRPVERQCSPDKRRF1 AADG 
REIRGKQRAGH1FQLLSRCLLQI 
LNHCQRRAAHFRFQLSNQRHQ 
QLLPV/HYHAAEREYPAGACLV 
RWLL 


25609 


55977 


A 


25750 


3 


71 




25610 


55978 


A 


25751 


1 


1212 




25611 


55979 


A 


25752 


1 


2786 


MAAVIEQ1 RRAVLALVTGVVHP 

GDIPVVWDIVWNATAAFIAVIII 

SLLLDESGFFEWAALHVLRWG 

YGPGRLPFNRIGLIRRITRRIRQR 

LLFGLVTFILLLNRSQNPAQDIQ 

LLAFRARTGKQTAQFIHHLPRM 

VFTDKTGSSNGLAPQGQCSAQ 

GELILNEKLAKQLVTAANWVK 

MQSDEGE1NPVDILRWPGVMA 

AQEQDLDA1AAEILAALDGTLD 

DF1 V ARETEGQSGLKRV YHSPG 

APDIREFTRDAIP 


25612 


55980 


A 


25753 


5 


402 


EIFSVVWIIMTRGDVVTISRWR 
VSSSPLET WN ICR WAKISPAPFS 
LLPISRLEKSEGDWLPETVISAF 
NMPSSLSLIISSL*FKVRDV*HFF 
/RPTLRGHYRVINWPNFNIVVS 
QGIGKRLANSWLVFTLFHRI 


25613 


55981 


A 


25754 


48 


219 


PETCGHLWAYVWPSCAAV\GL 
YFK VHVLG * RS VTPVTDI VKLL 
EFTRLRLPGYTKSIE 


25614 


55982 


A 


25755 


1 


912 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25615 


55983 


A 


25756 




1857 


MRVCARACVRTRTRMCVYAH 

TCVCVRTYAYVRVRVRVHVRA 

RVR VC A Y A RTR V RN S L S I LPF I Q 

LTL ATPi HH1HQEEFN IRG I VP V L 

RRVKPDLAIG1DITPSCDTPDLH 

DYSEVRINQGVGITCLNYHGRG 

TLAGLITPPRLIRMLEQTALEHN 

IPVQREVAPGVITETGYIQLFLP 

GWEIGFSPLALLLAFLCSTSPGF 

GDPDGLGVIAYQDTVRPNAAT 

A1SELNALAVKGVILTGDNPRA 

AAAIAGELGLEFKAGLLPEDKV 

KAVTELNQHAPLAMVGDGIND 

APAMKAAAIGIAMGSGTDVAL 

ETADAALTrfNHLRGLVQMIEL 

ARATHANIRQN ITI A LGLKGIFL 

VTTLDDRVVAGSAGRYGGDGA 

GDSECVKIVAQEIRQTDRNIER 

DRSPRPSGERVRVRGKGG1EAN 

QPLSTAFTNQITIRQSIRLFSNQF 

VFHKG1SRVVAGSSAIISNVSPG 

CILRTPNCRRGFPISCTGEGKAA 

YGWQRDGGHAEYLLAEEKDLI 

LLPDALSYEDGAFISCGVGTAY 

EGILRGEVSGSDNVLVVGLGPV 

GMMAMMLAKGRGAK.RIIGVD 

MLPERLAMAKQLGVMDHGY*I 

LPDVY/V*IGVARVSWMNGR1D 

SELRTRVRAYAHTRTRARTCTR 

TRTRTYAYVRTHTHVCAYTHM 

RVRVRTHARAHTR 


25616 


55984 


A 


25757 


3 


1180 


SKLGTRRSVVWA*SPSTSPTLW 

CSTFSAAGHSSMKRMNEFVDL 

LPAQQRMKGEN W YRGTADA V 

TQNLDIIRRYKAEYVVILAGDHI 

YKQDYSRMLIDHVEKGARCTV 

ACMPVPIEEASAFGVMAVDEN 

DKIIEFVEKPANPPSMPNDPSKS 

LASMG I Y VFDADYLYELLEEDD 

RDENSSHDFG KDLIPKITEAGLA 

YAHPFPLSCVQSDPDAEPYLAR 

CGYAGNFMESEPRSGLIRVSCM 

PAG PPL PLPA ARSE APKA AGTV 

ASVPSIAPARLRPVPDPVELVLV 

AAEFITPGDPTPRLHGSGFIDIR 

Q1HHQTRSHLEGVKTGIRFLNH 

FSGNPQGG1AHVNGVARFQVK 

QCHQAWGQQYAARLRFQARGI 

SLQIAIHRVD1IHRFDVRQL 


25617 


55985 


A 


25758 


16 


543 




25618 


55986 


A 


25759 


1 


3387 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


25619 


55987 


A 


25760 


1688 


2234 


LSVGKTFPVLVPAAFRKVSATG 
AAVPGTPS1LALPSYSTTPFGVC 
TSASMNV PVLTLRIRTRVTG E V 
AAIKPFSMANAPTPDSILPQLGV 
VSTRCS*TITCANR*STSARGSL 
ERLIMATLL/WVAGTFD* SV WF 
G HDTD V VTLYRFH E ALC Y S VT 
LRTPHRRVLRFKSQHPGELACFI 
SPVA 


25620 


55988 


A 


25761 


905 


4762 


PPHN WM PSN ATPGIAFV WCA Y 

GAI/LPGDAPVPVVDDYRKVVR 

KDTKGLIARWKYFWMSVIALG 

VAFALYLAGKDTPATQLVVPFF 

KDVMPQLGLFYILLAYFVIVGT 

GNAVNLTDGLDGLAIMPTVFV 

AGGFALVAWATGNMNFASYL 

HIPYLRHAGELVIVCTAIVGAG 

LGFLWFNTYPAQVFMGDVGSL 

ALGGALGI1AVLLRQEFLLV1M 

GG VFV VETLS V I LQ VGSFK.LRG 

QRIFRMAPIHHHYELKGWP 


25621 


55989 


A 


25762 




1448 


MCHVLLAGRQRRTAGPEHALT 
PPECGSAAIGPAVYKWAHATG 
VM1PDRPRSPHAGAEERHWHH 
PQPELISQRLGSFSSGPTKY1HEF 
QYLTLS YNLTWSDLN VI LTFILP 
LDEWERVFSLAQSHTDNCRLH 
KPDLQEG1REVPQEDPQWNYQ 
ENSPGIARRDYMISCLVEGLKK 
AAYKAINYDKLKETTQGTDKN 
PAQSMACLAATMRHFAALDPE 
ALAPHRDVNHGIKLTCKTIRSSI 
DISREIRAPRECRSTEMASWHPP 
ADLTECPVESGYSVLSGRTDCQ 
YSHTVRRACLTTIDSRPAVRQL 
LKIREVQLLSLLRGCVRSRRSGS 
INAQYCRCLERVVTLPFFDSGPS 
LMNHAPHLYFAWQQLVEKSQL 
MLRLATEEQWDELIASEMAYV 
NAVQEIAHLTEEVDPSTTMQEQ 
LRPMLRLILDNESKVKQVLQ1R 
Q\DGLAKLVEQLRHLSKKHHLD 
TDSTSSSLPGVRTPYSPIRGGEE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


25622 


55990 


A 


25763 


1029 


1665 


RPESISSVASKTRLGRSFHGAAR 

RTREYHSSTCNAS1AAAATVYA 

AQGHPDTTSTPPASVDTTATNT 

QTPAVTAPAPAVDPQQNAVVS 

PSQANVDTAATPAPTAATTPDG 

AAPLPTDQAGVTTPVADPNAL 

VMNFTADCWLEVTDATGKKLF 

SGMQRKDGNLNLTGQAPYKLK 

IGAPAAVQIQYQGKPVDLSRFIR 

TNQVARLTLNAEQSPAQ 


25623 


55991 


A 


25764 


658 


1307 


SNRLYTDVESINEIEG1YMKLRF 
ISSALAAALFAATGSYAAVVDG 
GTIHFEGELVNAACSVNTDSAD 
QVVTLGQYRTDIFNAVGNTSAL 
IPFTIQLNDCDPVVAANAAVAF 
SGQADAINDNLLA1ASSTNTTT 
ATGVG1EILDNTSA1LKPDGNSF 
STN\QNLIPGT\N VLHG L AFRAR 
CVSTANLRVPRPICFDPGSSYQA 
NTIGSGRCADCQPDA 


25624 


55992 


A 


25765 


167 


232 




25625 


55993 


A 


25766 


441 


686 




25626 


55994 


A 


25767 


206 


331 




25627 


55995 


A 


25768 


674 


900 


VVPICTMLEEALERQNLTASLC 
G*LKKACGRSWQTSPIKRSLNG 
AKFSRTS1IMGF1TAEKWSGWE1 
WSARNVTS 


25628 


55996 


A 


25769 


41 


222 




25629 


55997 


A 


25770 


17 


525 


ESLECSGPSWNASGTQSGFYCH 
RIAPILPEKRLARMVEKTWGLG 
LRRRTGFRRQNLGGGTGTLVE 
CTSENS\KPSKSSFRKQRRGQRR 
EGH*SLRR + IRRERTERMQASR 
VTWNSFPQVPAAKKPSSLSESG 
* P* ATN YTREQDSM WNC VHHY 
WQPPTSVSRLVHLNSG 


25630 


55998 


A 


25771 


698 


1051 


PYLRIRLTALISRSSTVMRILFAI 
SKRPIT* PKRPKPTTMTWGLSSL 
THGFSSSSSGPLNWRDSHLSTSF 
ISNGVVIMESVTVTSNNAIWSPS 
SSVAAVNTSRTPEAAIK.RNTGR 
SK 


25631 


55999 


A 


25772 


1 


2204 
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SEQ1D 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


25632 


56000 


A 


25773 


3 


891 


RYRNQDDHELQIHTGTRFYVEL 

CGFRVNPPWLATDVTHAAMAL 

LTLVTTGLHIVGEWGKHATPPV 

PYSICSNPPRRAAYITVWRNRPC 

TLGDHLFS1AYPRGLRYDMGG 

GGEGTAWANVRQALARTTGR 

AQHWTKDNAKSSREARHPRQN 

KTKTHLGKPVLRWV/DPSFDQS 

KYDSIVWNPI/TYYPVPKPSTQV 

GQK. V/LDK1LN YTNTEM KE A 1 A 

H/DTSKEGLQFYEVVPVALVVA 

GTQMATGLRTMDTRLYFEGEL1 

DAAPNKPVIKVVRQGEEPDWP 

SKGDAGDG EK.VPSSLSESG 


25633 


56001 


A 


25774 




285 




25634 


56002 


A 


25775 


1 


302 


SFSSFTQRTASV1 1 SSTSTQSRLA 
TSPILAIARARTSRRCPEKPQLG 
YPDSAAHVFQQDRATKYVINR 
NSKK.P*1CSACRSTVSTRQHRR 
WRGSLQPLSQ 


25635 


56003 


A 


25776 


307 


473 




25636 


56004 


B 


25777 


67 


809 




25637 


56005 


A 


25778 


44 


301 




25638 


56006 


A 


25779 




1519 


MINRLQHTVYTHKWNSYRTEP 

DRRHTALRNSFCLVRLNDSSHS 

RSLDSKQGHTEITFAATEHPPSP 

VSLRIHDVAFDDGRQTSRAPCF 

NLEQPGKLDCTKRL1SDCWVM 

HPGESWHGFKD1PDNWSMLDPI 

K1S1LAPGMGEDGELEETGVPA 

ALVTAWLGRHGIVPTRTTDFQI 

MFLFSMGVTRGKWGTLVNTLC 

SFKRHYDANTPLAQVMPELVE 

QYPDTYANMGIHDLGDTMFA 

WLKENYSGARLNEAYS/GLPSII 

ERHVVDAQGYRGGGMLCSCES 

NFCVSLLRIQAS 


25639 


56007 


A 


25780 


461 


789 


H HV LSELQQL YTA YRS VDH 1 1 D 
HSLAIARAPQRRRCPEKPQLGY 
PDSLQHVFQQDRATKYVINGTS 
KKP*ICSACRSTVTHGHTDAGE 
EVWNPFAVLVPSGKDARVWG 


25640 


56008 


B 


25781 


1 


990 




25641 


56009 


A 


25782 


1 


3066 




25642 


56010 


A 


25783 


583 


904 


WGIRTTDFQIMFLFSMGVTRGK 
WGTLVNTLCSFKRHYDANTPL 
AQVMPELVEQYPGR*FTGVRK 
KSNN*FRQFGGVDTAGNNL\SEI 
FSASASAE1FPANSFCNRLA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25643 


5601 1 


A 


25784 


331 


660 


TG1QLPGAP*SQPWSTRRRAVV 
RPLYRVN * A VP*NR* VIRSKRA 
MPKRTDIKSIL1LGAGPIVIGQRL 
GWRDSDGVRLCGVLGSQENVC 
ELDEKGEERWSISGTSSEFTR 


25644 


56012 


A 


25785 


1 


798 


MSDAEDGARTTLGSGNAVERL 
ADALSQQNVTVIKSTSLDDGFA 
ILSSNEAIDCLMFSYQMEHPDE 
HQNVRQLIGKLHERQLNVPVFL 
LGDREKALAAMDRDLLELVD\ 
EFA WRLEDTADF I AG\RA V A AM 
TRYRQQLLPPLFSALMKYSDI/Q 
SEYSWAAPGHQGGVGFATKTPA 
GRFYHDYYRLLRVAWVLHKTE 
CRLINFPETPIFGNSFRYDIEVSN 
ESPDEEVKLRRHHLARCMKNF 
KTDIYFVSTFEPSTKSVDLLTVE 
TFAGT ; 


25645 


56013 


A 


25786 


211 


414 


RVCECIQLRRIE1FRFMISSQPNL 
PEDLHPQII AKPSQKRLIEQ* SSK 
LTVTKARRQGSRYKSSRFFS 


25646 


56014 


A 


25787 


1694 


4974 


LSLLSAK7PVYMVPSRNRYG11G 
Pl/YPQEMQPETLQKKISE/SPLT 
KDKAGQKPSYCVV/TNCTYDG 
VCYNAKEAQD/LLEKTSDRLHF 
DEAWYG/YARFNPIYADHYAM 
RG/EPGDHNGPTASYIHVREGV 
GRLNFFRFNQAYMMH/ATTSPL 
YAICASNDVAV/SMMDGNSGLS 
LTQEDCWVMHPGESW/HGFKD 
1PDN WSMLDPI K/VSILAPGMGE 
DG ELEE/TG VPA A L YSNLCLSSG 
TTGLSTEALLE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25647 


56015 


A 


25788 




1709 


MSKPK Y PFEKRLE V VN H Y FTT 

DDGYRI1 S ARFG VPRTQV RTWV 

ALYEKHGEKGLIPKPKGVSADP 

ELRIKVVKAVIEQHMSLNQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALKIGTKRNIAISVDPE 

KAASALELSKDRRIEDLERQVR 

FLETRLMYLKKLKALAHPTKK 

LSASLTSMRTLKSVFSEIYHENR 

GRYGYRRVTLSLHREGKQ1NH 

KAVQRLMGTLSLKAAIKVKRY 

RSYRGEVGQTAPNVLQRDFKA 

TRPNEK.WVTDVTEFAVNGRKL 

YLSPVIDLFNNEV1SYSLSERPV 

MNMVENMLDQAFKKLNPHEH 

PVLHSDQGWQYRMRRYQNILK 

EHGIKQSMSRKGNCLDNAVVE 

CFFGTLKSECFYLDEFSNISELK 

DAVTEYIEYYNSRRISLKLKGL 

TP1EYRNQTYMPRVNCPLFDTL 

RIPDIGGVVRARAIAKLLNDTD 

M A 1 1 DK RRPRAN V SQ VMHIIGD 

VAGRDCVLVDDMIDTGGTLCK 

AAEALKERGAKRVFAYATHPIF 

SGNAANNLRN SVI DEV V/DLRY 

HSAER*NQITAERAYSDPVRKI 


25648 


56016 


A 


25789 


2902 


3271 


SSAARHCAGCGDVRSVCRSGR 
ADAPRMHPGESWHGFKD1PDN 
WSMLDPIKISILAPGMGEDGE/P 
TRTTDFQIMFLFSMGVTRGKW 
GTLVNTLCSFKRHYDANTPLA 
QVMPELVEQYPAFVINQ 


25649 


56017 


A 


25790 


185 


663 


SPVPSS RPSTRHRLPDG SSSSQFS 
SAIAARKVVNSCILCSKICQN*F 
NRRAASPLKRLP*SGASGM1T\P 
NQPAPAQ/PAK*LYTRLDEVKP* 
* KITHGNG VSFCPTG * A * RTGIS 
ASSRDLEVQSKKRSFPALNWPA 
VYCCSALGSAPKCKPIPFLRAT 
V 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25650 


56018 


A 


25791 


684 


4208 


NGLFWLFQPWLFADETRRRLE 

ERFRDRYQ11HHSSQVCHSDQA 

VYVLTQERVNERDDIVDIDLFV 

IDEFYKLAFRQLKSGDIDHQDE 

RVIELNIALSKLLKVSRQFYLTG 

PFVNS1RGLEKLGYPHTFVSTDF 

NTVALDVKTSASKRMTTKPSS 

KRWGKSRTCVDADHIKNGIGL 

HFGALPRALQQYTADQFNAGK 

LRFLLCTSTIIEGVNTIAKNVV1Y 

DNRAGSTRTISADIINSVICGLN 

TLKSFDTRWALL 


25651 


56019 


A 


25792 


1 


896 




25652 


56020 


A 


25793 


231 


721 


IITAEKGRSREQQLAIL\PLNLAD 
MRQLQQQHSQTRLADTAADGL 
RUFTAQQRLMPLQLQAIFVTGQ 
RQLMLQRVGY/R/LHGSPWRKA 
QTHLPVPGSTPEYRRSDPHGPA 
LTGCSSHHNPVRARRGMTIAQL 
AANPDKEYRARSFAIARSRPLA 
SRSGY ET VTPGC 


25653 


56021 


A 


25794 




933 


MLEAAVCI.CVFVSCSLAEGRA 

CCRVAVSIPVSVRAR1HLLESDH 

LGRFREPKS1PRKDAQMDTFRT 

MVREPATFLDQVDGLQQSDDIL 

RLLPPELATLGITELEYEFYRRL 

VEKQLLTYRLHGESWREKVIER 

PVVHKDYDEQPRGPFIVCVDTS 

GSMGGFNEQCAKAFCLALMLI 

AIANKWRCY\IMLSS\TEIVRYE 

LSGPQG1EQAIRFLSQQFRGGTD 

LASCFRA1MERLQSREWFDADA 

VV1SDFIAQRLPDDVTSKVKEL 

QRVHQHRFHAVAMSAHGKPGI 

MRIFDHIWRFDTGM RSRLLRR 


25654 


56022 


C 


25795 


83 


1108 




25655 


56023 


A 


25796 


1 


747 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25656 


56024 


A 


25797 


25 


1741 


imerlkrmsvfakvvefgsfta 
aarqlqmsvssisqtvsklede 
lqvkllnrstrsiglteagrtyy 
qgcrrmlhevqdv\hehlyal 
nntpigtlr1gcsstmaqnvla 
gltakmlkeypglsvnlvtg1p 
apdliadgldvvirvgalqdss 
lfsrrlgampmvvcaaksylt 
qygipekpadlsshswleysvr 
tdnefeluapegistrlipqgrf 
vtodpmtlvrwltagagiayv 
plmwvineinrgeleillpryqs 
dprpvyalytekdklplkvqv 
vfnsltdyfvetptplssltslpt 
ieiccmvsipgtnqrlrpftgfa 
thrlqsdlllqvmtisrgrfsr 
sarfngptpsgrrlirvi1stesg 
srssnprttgcfeehcdhyraii 
dsadglpmvvynipalsgvk.lt 
ldq1ntlvtlpgvgalkqtsgd 

LYQMEQIRREHPDLVLYNGYD 
EIFASGLLAGADGGIGSTYNIM 

U VVK.T yul V J<vALr\.fcl_iL>iy 1 AV^K 

LQTECNKV1DLLIKTGVFRGLK 
TVLHYMDVVSVPLCRKPFGPV 
DEKYLPELKALAQQLMQERG 


25657 


56025 


A 


25798 


1 


1005 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25658 


56026 


A 


25799 


1 


2392 


MEMVAASKMRKSQDRMAASR 

PYAETMRKVIGHLAHGNLEYK 

HPYLEDRDVKRVGYLVVSTDR 

GLCGGLNINLFKKLLAEMKTW 

TDKGVQCDLAM1GSKGVSFFNS 

VGGNVVAQVTGMGDNPSLSEL 

IGPVKVMLQAYDEGRLDKLYI 

VSNKFINTMSQVPTISQLLPLPA 

SDDDDLKHKSWDYLYEPDPKA 

LLEQCSCMLRSPAWGITSTDTT 

RARTDLACPIWLLLDPYPKLMG 

NAPKALASVDKRGVPVNT1LVS 

ALVTALCVLINYLAPESAFGLL 

MALVVSALV1NWAMISLAHMK 

FRRAKQEQGVVTRFPALLYPLG 

NWICLLFMAAVLVIMLMTPGM 

AISVYLIPPLQTNTFNSTTIAMA 

DYQMESLSAEINFAAAKLARA 

CADEWTARTPEKPRYVAGVLG 

PTNRTASISPDVNDPAFRNITFD 

GLVAAYRESTKALVEGGADL1L 

IETVFDTLNAKAAVFAVKTEFE 

ALGVELP1M1SGTITDASGRTLS 

GQTTEAFYNSLRHAEALTFGLN 

CALGPDELRQYVQELSRIAECY 

VTAHPNAGLPNAFGEYDLDAD 

TMAKQIREWAQAGFLMVRGC 

CGTTPQHIAEMSPGRKRLTRAE 

SSSVPSTLPGKAWLEHALPL1AE 

QL/QGRRSAVF1PF\AGVTQTWD 

DYTAKTAAVLAPLGVSVTGIHS 

VVDPVAAIENAEIVIVGGGNTF 


25659 


56027 


A 


25800 


412 


1115 


LAGEVMDLLLLSNSTLPGKAW 
LEHALPLIAEQLQGRRSAVFIPF 
AGVTQTWDDYTAKTVAVLAPL 
GISVTGIHSVVDPVAA1ENAEIVI 
VGGGNTFQLLKQCRERG LLAPI 
TD V VKRGALY1G WSAG AN LAC 
PTIRTTNDMPIVDPQGFDALNLF 
PLQINPHFTNALPEGHKGDPRL 
FRMRELLVVAPELTllGLPEGNW 
ITVSKGHATLGGPNTTYVFKAG 
EEAVPLEAGHRF 


25660 


56028 


A 


25801 


1 


360 


MDHAIAGIAVQFRGGNLLRFK 

AFQQRVKYRMCQAERAINRLF 

NIAVK-RLTGNRLDDKSKQHIIDI 

A VDIPKWSDHLHIIRRKH HDPT 

QDSGTHLPAVADDGFRTSVRN 

RSA*H1RYLTRC*KALNRNKLPP 

RN*TAIPAMA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
ol peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


25661 


56029 


A 


25802 


1032 


1233 


LVQFLR1CFHILQRF/LPSH*RQK 
DESLRALPVSFLCWRTDSDFPA 
DISYQNYR*YNREPYLPRPDSG 


25662 


56030 


A 


25803 


1 


1394 


MTRDGLANKALAVARTLADSP 

EIRQGLQKKPQESGIQAIAEAVR 

KRNDLLFIVVTDMQSLRYSHPE 

AQRIGQPFKGDDILKALNGEEN 

V AINRG FL AQALRVFTPI YDEN 

HKQIGVINDSRWSIIWSVLFGM 

LVGLIGTCILVKVLKKILFGLEP 

YEISTLFEQRQAMLQSIKEGVV 

AVDDRGEVTLINDAAQELLNY 

RKSQDDEKLSTLSHSWSQVVD 

VSEVLRDGTPRRDEEITIKDRLL 

L1NTVPVRSNGVIIGAISTFRDK.T 

EVRKLMQRLDGLVNYADALRE 

RSRLEHILHNQRVPFIMKLHHR 

MLRHFIAASV1VLTSSFLIFELV 

ASDRAMSAYLRY1VQKADSSFL 

YDKYQNQS1AAHVMRALAAEQ 

SEVSPEQRRAICEAFESANNTH 

GLNLTAHK\SRAYAAHYKPHPL 

TATQLWK\RSTITRF*SGSGRQP 

PPG*LRFRSWDGRREISLLSRSL 


25663 


56031 


A 


25804 


3 


219 




25664 


56032 


A 


25805 


14 


265 




25665 


56033 


A 


25806 


744 


1566 


FASWLRVFS1TNCAAPVTSESC 

ALDLGSAEAKAWIGVENPHRA 

DVLTELRRSTVARVCTGRAGPR 

PRTQALLRFLADHSRSKDTVLK 

EVPEEWVKAQGLLEVRSEISDK 

N L YLTRPDMGRRLCAEAVEAL 

KAQCVANPDVQVVISDGLSTD 

AITVNYEEILPPLMAGLKQAGL 

KVGTPFFVRYGRVKIEDQIGEIL 

GAKVVILLVGERPGLGQSESLS 

CYAVYSPRMATTVEADRTCIY 

NIHQGGTPPVEAAAVIVDLAKR 

MLEQKAF\GINMTR 


25666 


56034 


A 


25807 


596 


745 




25667 


56035 


A 


25808 


151 


660 


STTERLGDDFVRAAN1ILHCEG 
KVVVSGIGKSGHIGKKIAATLA 
STGTPAFFVHPAEALHGDLGMI 
ESRDVMLF1SYSGGAKELDLIIP 
RLEDKSIALAPNSRTVIT*CWFS 
AGDGGLPGPDYGQDFAAHPAG 
AG AL YKCRDLIN DN I LRT VSCQ 
SHDDGD1RGMAFARQ 


25668 


56036 


A 


25809 


314 


583 




25669 


56037 


A 


25810 


1 


2982 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pussible nucleotide 
deletion, \=possible nucleotide insertion) 


25670 


56038 


A 


25811 


120 


790 


EGLKTKGEKASPPSCLSFCKNE 
FVISSTDYALSQSQSGGVMHRQ 
SFFLVPLICLSSALWAAPATVN 
VEVLQDKLDHPWALAFLPDNH 
GMLITLRGGELRHWQAGKGLS 
APLSGVPDVWAHGQGGLLDVV 
*APDFAQSRRJWLSYSEVGDDG 
KAGTAVGYGRLSDDLSKVTDF 
RAVFRQMPKLSTGNHFGGRLV 
FDGKGYLFIALGENNQRPTAQD 
HRVPSWYK 


25671 


56039 


A 


25812 


707 


1141 


ASHTATSPRPVRLSSSIASITLAV 
NATCGMASSRRIR*CTLFSKRA 
PSAPAGWERAKSSSLNPRACMT 
AIASASPI1RVLTVLEVGAKCIG 
QGSRSDSTELSPFIKMVPPNSLT 
TALAVIPPFSLSDTLPEVLISLSLI 
YNTLF 


25672 


56040 


A 


25813 


215 


2160 


EINS1TSRLSIIPRSPCSASAGWT 

KKAGVPVLASVAAIFLPMWPD 

LPIPETTTLPSQCKMILAARTK.S 

SPR/RSN I MTHIRIEKGTGG WGG 

PLELKATPGKKIVYITAGTRPAI 

VDK.LAQLTGWQAIDGFKEGEP 

AEAEIGVAV1DCGGTLRCGIYP 

KRR1PTINIHSTGKSGPLAQYIVE 

DI YVSGGKEEN ITV VGDATPQP 

SFVGPDYDTSEKLM1VRKKPIG 

VQMLYQVGTVSMLLYTRTIIQT 

KMTPRTIVTISHSVRNAGDSFFS 

1ASNQPMPPTAKKIEPLAISLLS 

AEAPTRLSELKARIGEPRWS1EA 

IKPMPI STH KPNMQAITPPA RRA 

1LSPCACESRSRQEPCPPGCHCS 

CPNHSCRSRLKGVLSMEQYLL 

QQKHVGTPPGPFRPPDTNQPCW 

KTKPSQREEYTRRVGFTGHSNQ 

GAKIIRTHIICRRRTSFALERPGD 

GFQAVVGGTVLMGLPRTKNVG 

LPVTILGRVHRRSSERFPRTSES 

A INRKD AGPKDP V RQRLA YKK 

HPMERRHGPHVVARTFGRAIPT 

LGPHRTVLSTRFQVAKNPLGPI 

GPSPLAVLTWTVPRPKNGRRG 

GKQRARIICQSRREASCNNVCL 

ARSSGVFKGFSPVSSSGEHTGN 

KYSAYSFSLCPLFVFLPLSGRLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25673 


56041 


A 


25814 


11 


613 


R LS SVFVSKSLAS WRSCNCSFS 

GPLVRLTIRP\LSPPDVRLLLSPS 

VVHAYNCPHQETQRHHTHHLT 

P/RLPNHGQ1A1SAMVYSSPATN/ 

SMLRQLL1QHVEQIGSVPLVMD 

AISLVEAHD/RSAAG*SRPLY*R 

AN*SSRY*VSYARKRVRQAKSR 

/HGKPSKKVLAKRAVPNRVCRC 

CNRVKRRCICQPK.RRKCMTLPV 

RATR 


25674 


56042 


B 


25815 


1 


1920 




25675 


56043 


A 


25816 


247 


1182 


EAVMRQTKTGILLANLGTPDAP 

TPEAVKRYLKQFLSDRRVVDTS 

RLLWWPLLRGVILPLRSPRVAK 

LYASVWMEG\GSPLMVYSRQQ 

QQALAQRLPEMPVALGMSYGS 

PSLESAVDELLAEHVDHIVVLP 

LYPQFSCSTVGAVWDELARJLA 

RKRS1PG1SFIRDYADNHDYINA 

LANSVRASFAKHGEPDLLLLSY 

HGIPQRYADEGDSLRELYAVA 

NPNPGPGMGVLLAYMFFGRGS 

AKQSAGGSGLDGLLRRTPPITP 

GGYFSVFVWKSLGSWRSCNCS 

FSGPLVGLT1RPRFTAGRSPTSF 

AQRCTCL 


25676 


56044 


B 


25817 


1 


651 




25677 


56045 


A 


25818 


1 


1647 




25678 


56046 


A 


25819 


1 


1506 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 


SEQ ID NO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25679 


56047 


A 


25820 


645 


2161 


LDRCALNVTAQPSIECQVANAC 

LSPKGEFEYLQIDAPTPQALLSE 

IEKCWHRHRNVWPDHTINLAL 

A1HGQVDPVTGVSQTMPQAPW 

TTP VE V KYLLEEKLGIRV M VDN 

DCQLHYCKTAILNWSRKMALS 

RQKFTFERLRRFTLPEGKKQTF 

L WD A D VTTL ACRA TSG AKAF V 

FQS V Y AG KTLRMTIGNINDWKI 

DDARAEARRLQTLIDTGIDPRIA 

KAVKIAEAESLQAESRKTKVTF 

SVAWEDYLQELRTGISAKTKRP 

YSTRY1ADHINLSSRGGESPGLG 

LLLAFTLFGKGMSKRSAPGAMI 

1 H FLGG I H EL YFP Y VLMKPLTI I 

AMIAGGMSGTWMFNLLDGGL 

VAGPSPGSIFAYLALTPKGSFLA 

TIAGVTVGTLVSFAITSLILKME 

KTVETESEDEFAQSANAVKAM 

KQEGAFSLSRVKRIAFVCDAG 

MGSSAMGATTAFRKRLEKAGL 

AIEVKHYAIENVPADAD1VVTH 

ASLEGRVKRVTDKPLYGPAVV 


25680 


56048 


A 


25821 


2 


341 




25681 


56049 


A 


25822 


218 


469 


L ICAQGRRSPSRESTRQPKVLTL 
ACHNGSVSVVVLSPNSLYIEVV 
VPS*CNAATGPVVTCLYKGKFQ 
PILILLVTSTRVSSCI 


25682 


56050 


A 


25823 




3966 




25683 


56051 


A 


25824 


2 


728 




25684 


56052 


A 


25825 


528 


1123 


DAEEGPDHRYLSSAHGGGSAS 
QPPSCAVTACRWPWRGRGCRA 
G V WNQPTAAQGRSWPVGKTSC 
*GQGSTCKSQTWGFRGQRLPQ 
DAPAPPASLCASFHLVEAGASA 
DSGDTRRMTIR/FASKTVARAK 
R1IRVLRFSPLWVATRSLASTAI 
KIACCASEPGSFLQLWKPRSMA 
PVHRCTWHEACPEGQRQMSCV 
SSTGL 


25685 


56053 


A 


25826 


1 


492 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25686 


56054 


A 


25827 


1740 


3858 


ADAAGTEKTATVSRYHFYLRY 

PRSGRSVIDVRSWWRFSIMDAL 

SRSIPRA1SICARGKPVVTAKFK 

QGTMPEPSNKAIILPIRFFPGVV 

LMIIKKSGGRWQLSLLASVVIS 

AFFLNTAYAWQQEY1VDTQPG 

LSTERYTWDSDHQPDYNDILSQ 

RIQSSQRALGLEVNLAEETPVD 

VTSSMSMGWNFPLYEQVTTGP 

VAALHYDGTTTSMYNEFGDST 

TTLTDPLWHASVSTLGWRVDS 

RLGDLRPWAQISYNQQFGENI 

WKAQSGLSRMTATNQNGNWL 

DVTVGADMLLNQNIAAYAALT 

QAENTTNNSDYLYTMGRTRWL 

TLIGTI1TQFALGSVYTWSLFNG 

ALSAKLDAPVSQVAFSFGLLSL 

GLA1SSSVAGKLQERFGVKRVT 

MASGILLGLGFFLTAHSDNLM 

MLWLSAGVLVGLADGAGYLL 

TLSNCVKWFPERKGLISAFAIGS 

YGLGSLGFKF\IDTQLLETVGLE 

KTFV1WGAIALLMIVFGATLMK 

DAPKQEVKTSNGVVEKDYTLA 

ESMRKPQYWMLAVMFLTACM 

SGLYVIGVAKDIAQSLAHLDVV 

S A AN A VTV 1 SI ANLSGRL VLG IL 

SDKIAR1RVITIGQV1SLVGMAA 

LLFAPLNAVTFFAAIACVAFNF 

GGTITVFPSL\ICGS11ASLFGGFY 

VTFYV1FALLILSLALSTTIRQPE 

QKM LHFTYLTTS ALFPAGPKRN 


25687 


56055 


A 


25828 


2 


356 




25688 


56056 


A 


25829 


1 


1307 


MYETLEEVLRSSGDPADQKYV 

ELKARAEKALDDVKKRKLYC 

WRRRQICALRRJSRSPYPGHQL 

ECIASFDRNFEAMQKEMYGQF 

ENTFMM YLPRLCEHC LNPSC V 

ATCPSGAIYKREEDGIVLIDQDK 

CRGWRLCISGCPYKKIYFNWKS 

GKSEKCIFCYPRIESGQPTVCSE 

TCVGRJRYLGVLLYELTAQQFF 

PVWPPDHFVHPF*TLYVLPAPP 

SR*CDRVQLMASLQSVARASRE 

YRWYGFSR*TPRKALALAQLRP 

AESSPTAPDCN 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


25689 


56057 


A 


25830 


583 


1369 


RHQLNSIASPAGGRWKDIGWF 

NFPQSNLCLKREK.QDESCSLTQ 

ALPSELKVSADNVSLTGAVSLA 

SMLTEIFLLQQAQGMPEPGWG 

RITDSHQWNTLLSLHNAQFYLL 

QRTPE V ARSRATPLLDLIKT A LT 

PHPPQKQAYGGIALPLPVRFMA 

GPDTNLANLGGALKFNWTLPG 

QPDNTPPGGELVFERWRRLSDN 

SQWIQVSLVFQTLQQMRDKTP 

LSLNTPPGEVKLTLAGCEERNA 

QGMCSLAGFTQIVNEARIPACS 


25690 


56058 


A 


25831 


199 


543 




25691 


56059 


A 


25832 




642 


EAS1FRRLSVYDNLMAVLQIRD 
DLSAEQREDRANELMEEFH1EH 
LRDSMGQ*SARPGRCRAGAQ* 
CV*CR*PRSGQPRQTVRRAE*1S 
DSQPVRGQFLHG/VRSPPESDCP 
MLSRRCSM *N SSI SSFARSSRCS 
ADKSSRICSTAIRLS 


25692 


56060 


A 


25833 


3 


329 




25693 


56061 


A 


25834 


1974 


2195 




25694 


56062 


A 


25835 


1 


615 




25695 


56063 


A 


25836 


2 


166 




25696 


56064 


A 


25837 


2 


189 


STPGN WRFTTTYPLNC ATRWK. 
M*FLIVATMAPSVYWSLPRNIA 
AAKPTTPPTPSRRSGARGK 


25697 


56065 


A 


25838 


64 


354 




25698 


56066 


A 


25839 


1123 


1845 




25699 


56067 


A 


25840 


1120 


2097 




25700 


56068 


A 


25841 


124 


548 


CRQMVGTRRGGEQGKEV1DGY 
GKPATFYQMQDNGKPVEGHAS 
QMH YELAKDFV VLTGN A Y LQ 
QV DSN IKG DK1TYL VKEQKMQ 
AFSDKGKRVTTVLVPSQLAKA 
YKGWAW * KTSA*PSTPGKLSV 
CWGQTVPVRPPLSTWL 


25701 


56069 


A 


25842 


77 


514 




25702 


56070 


A 


25843 


2487 


5738 


RRAAGLPGRNDAGLARSHQWA 

GS ADTG SEKQHELQLRIQGEPV 

SGQLNLAGSFDRKEERWKG\TL 

SNTRFQTPVGPWSLTRDIALDY 

RNKEQKISIGPHCWLNPNAELC 

VPQTIDAGAEGRAVVNLNRFD 

LAMLKPFMPETTQASG1FTGKA 

DVAWDTTKEGLPQGSITLSGRN 

VQVTQTVNADAALPVAFQTLNL 

TAELRNNRA ELG WTIRLTNNG 

QFDGQVQVTDPQGRRNLGGNV 

NIRNFNLAMINPIFTRG 


25703 


56071 


A 


25844 


538 


777 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25704 


56072 


A 


25845 


489 


2797 


TRRRRRTMIALIQRVTRASVTV 

EGEVTGEIGAGLLVLLGVEKDD 

DEQKANRLCERVLGYRIFSDAE 

GKMNLNVHQAAGSVLVVSQFT 

LAADTERGMRPSFSKGMSQLP 

GLSRETRESIAMYHLRVPQTEE 

ELERYYQFRWEMLRKPLHQPK 

GSERDAWDAMAHHQMVVDEQ 

GNLVAVGRLYINADNEASIRFM 

AVHPDVQDKGLGTLMAMTLES 

VAPYFSGSETGMMTLNRYRLR 

HMAKQGNRSAKRVEKLLRKPD 

RLISLVLIGNNLVNILASALGT1 

VGMRLYGDAGVAIATGVLTFV 

VLVFAEVLPKTIAALYPEKVAY 

PSSFLLAPLQILMMPLVWLLNA 

ITRMLMRMMGIKTDIVDMLLS 

VLDLEK.M/TVDDIMLPRSEIIGI 

DINDDWK.SIL/R/QLSHSPHGAIV 

LYRDSLDDAISMLRVREAWRL 

MSEKKEFTKETMLRAADEIYFV 

PEGTPLSTQLVKFQRNKKKVGL 

VVNEYGD1QGLVTVEDILEEIV 

G DFTTSMSPTL A EE VTPQNDG S 

V1IDGTAN VREINKA FN WHLPE 

DDARTVNGVILEALEEIPVAGT 

RVR1GEYDID1LDKLSFCFRYSN 

HRRTNRTT1 QRITFLHN A Q Y VT 

WRNV1RFHHCDGLMHIRVQWD 

VSFGDHFNAKLTKfNIQHRLQRQ 

LNAFN H RRH 1 R VSFISHFQRTIQ 

AINHRQQFVDEFLQREFVGFFNI 


25705 


56073 


A 


25846 


87 


199 


QPASVQTAGAGCRL*LHQRQW 
RECLVLDSKRRGDGVL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25706 


56074 


A 


25847 


1167 


3306 


GKSMDKELPWLADNAQ\LELK 

YKKGKTPLSHRRWPGEPVSVIT 

GSLIQTLGDELLQKAEKKKN1V 

WRYENFSLEWQSAITQAINLIG 

EHKPSIPARTMAALACIAQNDS 

QQLLDE1VQQEGLEYATEVVIA 

RQFIARCYESDPLVVTLQYQDE 

DYGYGYRSETYNEFDLRLRKH 

LSLAEESC WQRC A DKLIAALPG 

INKVRRPFIALILPEKPEIANELA 

VPALREFLAATKMPATCTLKGL 

GAVEADYPYYLGMLGMHGTK 

AANFAVQECDLLIAVGARFDD 

RVTGKLNTFAPHASVIHMDIDP 

AEMNKLRQAHLRDEHSWRYD 

HPGDAIYAPLLLKQLSDRKPAD 

CVVTTDVGQHQMWAAQHIAH 

TRPENFITSSGLGTMGFGLPAA 

VGAQVARPNDTVVCISGDGSF 

MMNVQELGTVKRKQLPLK1VL 

LDNQRLGMVRQWQQLFFQER 

YSETTLTDNPDFLML AS A FG IH 

GQH1TRKDQVEAALDTMLNSD 

GPYLLHVS1DELENVWPLVPPG 

ASNYKKHHKLKQTFGVKHPDV 

HDPSQAQPVADVVNVIQLPAFL 

ARQTDLVETHGENRPGQMGNI 

VDKFKEGGNEKVILCDRGANF 

GYDNLVVDMLGFSIMKKVSGN 

SPVIFDVTHALQCRDPFGAASG 

G RRAQVAELARAGMA VGLAG 

LFIEAHPDPEHAKCDGPSALPL 


25707 


56075 


A 


25848 


1 


695 


MATRASVTPMSLFSAGTCLLST 
SCVLSPVGDTAEESCWQRCAD 
KLIAALPGINKVRRPFIALILPEK 
PEIANELVGLECPRTHFHSKEW 
LKVVANDPTAVRKLEHYWSQD 
IFSDREASYMSHENHFGYAACA 
ALLREQG LA AIPRL AMY A H KE 
DCGSLLVQINHPQVIRTLLLVA 
DKNKPSLQRV A K YHKNFPH AT 
LAALAELLALTEPPA/RPWLSN 
HRRQKAACTAKSTR 


25708 


56076 


A 


25849 


823 


1091 


CVRFARINCSDRRSRCFAGFNH 
VLNKALGVH1NHFG/YSACAP* 
CRYPPHAAGEFYPDPCRHKGTT 
GYRHRQGYPPPGEPPPRASWLD 
LR 


25709 


56077 


A 


25850 


714 


875 


EFSSARISRTSRLKYTNGCCRL 
WSAFCRLRTATTVPPARP*QLR 
PDRSRAQCQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25710 


56078 


A 


25851 


2730 


2893 


WPVGERLAPGDYPVI*TGQLCT 
AAGD/EWRR*KVRRHQPLWRG 
FPNRRYMAWRSA 


25711 


56079 


A 


25852 


750 


929 


SFHPAGRRYLYRHSSRSGNITN 
GCCRLWSAFCRLRTATTVPPAR 
P*QLRPDRSRAQCPV 


25712 


56080 


A 


25853 


2 


2427 


CRQHHRWHSGSTAVYRRVLITS 

KCWNVFIRTKTWTVSILTTSVV 

CASARRVCVPAPRAVSSRCLSV 

TTLIPSASTPW*LAHRISLAAR* 

A F WFNCR1PAGIDNVK V LER1H 

PDKD VDGFHPYN VGRLCQRA P 

RLRPCTPRG I VTLLERYNIDTFG 

LNAVVIGASNIVGRPMSMELLL 

AGCTTTVTHRFTKNLRHHVEN 

ADLLIVAVGKPGF1PGDW1KEG 

A1VIDVGINRLENGKVVGDVVF 

EDAAK.RASY1TPVPGGVGPMT 

VATLIETRYRQGKMFDGSSIGG 

WKG1NESDMVLMPDASTAVID 

PFFADSTL1IRCDILEPGTLQGYD 

RDPRSIAKRAEDYLRSTGTADT 

VLFGPEPEFFLFDDIRFGSSISGS 

HVAIDDIEGAWNSSTQYEGGN 

K.GHRPAVKGGYFPVPPVDSAQ 

D1RSEMCL VM EQMGL V VEAHH 

HEVATAGQNEVATRFNTMTKK 

ADEIQIYKYVVHNVAHRFGKT 

ATFMPKPMFGDNGSG SPPSQPQ 

SQPTPPEILLQALLSAGCFYAVY 

YVTYKTRLRKRVADVPRRPLFT 

MNRVETNLTWVILMGIALVSV 

GIFFMHNGFLLFRLNSYSQIFSS 

EVSGVALKRFFYFF1PAMLVVY 

FLRQDSKAWLFFLVSTVAFGLL 

TYMIVGGTRANIIIAFA1FLFIG1I 

RGWISLWMLAAAGVLG1VGMF 

WLALKRYGMNVSGDEAFYTFL 


25713 


56081 


A 


25854 


502 


885 




25714 


56082 


A 


25855 


233 


738 


SNSCKRTKIISDVTSVFHAIFPAI 
KITAPNSPRLRVNDSATPLTSAG 
ESSGSTTLQKLCQRVAPSVSAA 
SSYSGPNLFQHRLHGTHPKRNA 
GKGHSHRNPQPCIGDFDIKLRQ 
PFTVKTLYVKEKGQR*GGDRV 
LPAQRVNPSAHQAACGLGSDS 
GLGSTPSADRKRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25715 


56083 


A 


25856 


1 


2363 


MRRQDTGRRGRKRRDAGRWQ 

WRYWGKGSFTPMNATWDVAG 

KGEWHDST1TLTDLSTGFDQLQ 

YGTMTVEKPRLILDKPIVWVRD 

AQHPSFSGALSLDAGQTLFTGG 

SVLPPSTLKFSVDGRDPTYFLFK 

GDLHAGEIGPVRVNGRWDGIR 

LRGNAWWPKQSLTVFQPLVPP 

DWKMNLRDGELYAQVAFSAA 

PEQGFRAGGHGVLKGGSAWM 

PDNQ VNG VDF VLPFRF ADG A W 

HLGTRGP VTLRIAKQRKLEM RN 

NNLRQFKLLGPDVGFDSINDRP 

MAEELSKLLSKQNEENLLPKTI 

LYCLNPRDNEVLGTM1ENGASF 

AANPLYFDPKN1VELAIEAGCN 

CVASTYGVLASVSRRYAHRIPF 

L V KLNHNETLS YPNTY DQTLY 

ASVEQAFNMGAVAVGATIYFG 

SEESRRQIEEISAAFERAHELGM 

DGGWIGLMIKPLGRWSLIMEID 

EGFAVGMSPAELSAEQLLSKL 

WLWEGKAERYGWGRKSMDKE 

LPRLADNAQLELKYKKGKTPLS 

HRRWPGEPVSVITGSLIQTLGD 

ELLQKAEKK.K.NIVWRYENFSLE 

WQS AITQA IN L 1G EHKPSIPART 

MAALACIAQNDSQQLLDE1VQ 

QEGLEYATEVVIARQF1ARCYE 

SDPLVVTLQYQDEDYGYGYRS 

ETYNEFDLRLRKHLSLAEESCW 

QRCADKLIAALPGTNKVRRPFIA 


25716 


56084 


A 


25857 


1 


4440 


MNRFDGAKQNVVGADAHHLA 

DTAVKRNQSLFQLRASGHPRLP 

AGGGKAVFHGRFAAKKIEAVA 

FYFRHLIALLVVQMHFKLVKG 

NVDVVFTAQLIDSTVQLIDSTTT 

VTQFTHIQTQLMRSVEWLTDN 

GSCYRANETRQFARMLGLEPK 

NTAVRSPESNGIAESFVKTIKRD 

Y1SIMPKPDGLTAAKNLAEAFE 

HYNEWHPHKAGTLTNEQWQQ 

VTAELHDRMMETVFF ALDDA E 

QLFAHHQPTPVTSVDLLGQG 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25717 


56085 


A 


25858 


1 


3705 


MEEYGGVDVRLYRIPDPMAFL 

RQQKNLHRJVVQPQYLGDGLN 

NTLTWLWDNWYGKSRRVMQR 

TFSSQSRQNVTQALPELQLGNA 

IIKPSRYVQNNQFSPLKKYPLVK 

QFRYPLWQAKPFEPQQGSRGL 

YLVEAMVGGYRATTGGVVSDT 

VALSKVSSKELLVWTAGKKQV 

NEPGSEIFGLTALRITAENQDCA 

SLTPETFLPRIHVIKGVNISTATV 

CRQCEDAPCANVCPNGAISRDK 

GFVHCEARTLHLFAKT 


25718 


56086 


A 


25859 


123 


923 


TDSPYERGHLMSNLLGPRDAN 

GIPVPMTVDESIASMKASLLKKI 

KRSAYVYRVDCGGCNGCEIEIF 

ATLSPLFDAERFGIKVVPSPRHA 

D\ LLFTG A VTRAMRSPALRA W 

QSAPDPKJCIS\YGACGNSGG1F 

HDLYC V WG GTDKI VP VD V YIP 

GCPPTPVAATLYGFAMALGLLE 

QKIHARGPGELDEQPAEILHGD 

MVQPLRVKVDREARRLAGYRY 

GRQWADDSFTQLGQGEEQVAR 

WLEAENDPRLNEIVSHLNHVVE 


25719 


56087 


A 


25860 


1337 


1516 


KLK.SKSAKRHKFITP1LAWRILI 
HYLQRVAV*WGSRLL*LFLITIP 
SRWRLLPHNTGKG 


25720 


56088 


A 


25861 


1 


545 


MARLAALKACETVYSMGVRSH 
RRSPLEHLWQLKDQLVNEGEL 
VLETL V IDG DENTVL VPG DRY A 
QMRNVYF1PSALALKNWLKKC 
GFVDIR1ADVSR/ITTTEEQRRTE 
WMVTESLADFLDPHDPGKTVE 
GYPAPKRARNRNRAEDHRQRL 
RH RTRKKQTHGQRRRHRPEPA 
QRQPQTGTTD 


25721 


56089 


A 


25862 


620 


1 117 


















25723 


56091 


A 


25864 


231 


407 : 




25724 


56092 


A 


25865 


1 


501 




25725 


56093 


B 


25866 


1 


2373 




25726 


56094 


A 


25867 


1 


2211 





3458 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25727 


56095 


A 


25868 


2093 


3589 


GGINGKNFWFFLSPFTPCVGRC 

HSRVQLANSHLVDVDETPPSSA 

AVHLYATDADSIGNCGTDREFC 

PCNPIRPvHAFCCERLQNGYHRS 

GYAFHLGHYGDRKVITNFYSL1 

AK.NHLSHWLETLPAQIANWQR 

EQQHGLFKQWSNAVEFLPEIKP 

YRLDLLHSVTAESEEPLSAGQI 

KR1ETLMRNLMPWRKGPFSLY 

GVNIDTEWRSDWKWDRVLPHL 

SDLTGRTILDVGCGSGYHMWR 

MIGAGAHLAVGIDPTQLFLCQF 

EAVRKLLGNDQRAHLLPL/GIE 

QLPALKAFDTVFSMGVLYHRR 

SPLEHLWQLKDQLVNEGELVL 

ETLVIDGDENTVLVPGDRYAQ 

MRNVYF1PSALALRNWLKKCG 

FVDIRJADVSVTTTEEQRRTEW 

MVTESLADFLDPHDPA1FQ1WP 

CTFMHAYHAFFDPVSHHRACQ 

NLTTFVPDTHQIAIRNTKACSIF 

VSFALRTTHSCA1SHSSLEDPPAI 

LFKTADRMEQNLELLATAGNLG 


25728 


56096 


A 


25869 


231 


1785 


DDEVHRYSELRTRTVPSYPPER 
SGEA KTA AQRAGTAFRRGRGA 
GVPFNLQQRSDRWCS*RSQQN 
A*RLIGLHGQNSRSVPQLPMES 
ASVA*RCGS1IEKTTLSSRPFYW 
CPGCQHYADRFGA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25729 


56097 


A 


25870 


1818 


3311 


RMAIQFRTLSLRWCWKISLVSS 

FTVVKAMT1RJVAMRQLLRQQ 

KQRTFVC*SS/TVDGVLSDGLiY 

MGNNGEELKAFNVRDGYG1RC 

ALTSDIEVAI!TGRKAKLVEDR\ 

LPHWGSLTC1RGSQTN*SPLAIC 

WKNWRLP/QENVAYVGDDLID 

WPVMEKVGLSVAVDDAHPLL 

GTEIDAYIENADYQYNKKRLRE 

IDRRVRYLTKCLENLKIVDYSP 

QQEGKVFFGAWVEIENDDGVT 

HRFRIVGYDEIFGRKDYISIDSP 

MARALLKKEVGDLAVVNTPAG 

E AS WY VNAI EY VKPRLNQT VR 

LLI.EH EMGQVW1SGEISNFTQP 

ASGHWYFTLK.DDTAQVRCAM 

FRNSN RRVTFRPQHGQQVL VR 

ANITLYEPRGDYQ11VESMQPA 

GEGLLQQKYEQLKAKLQAEGL 

FDQQYKKPL PS PAHC VG VITSK 

TGAALHDILHVLKRRDPSLPVII 

YPAAVQGDDAPGQ1VRAIELAN 

QRNECDVLRPCVWCRRVRCRR 


25730 


56098 


A 


25871 


1 


3465 




25731 


56099 


A 


25872 




3126 




25732 


56100 


A 


25873 


1 


1722 


MSSLSQAASSVEKRTNARYW1 
VVMLFIVTSFNYGDRATLSIAG 
SEMAKHIGLDPVGMGYVFSAF 
SWAYVIGQ1PGFVDIFSGFGIIV 
ALFTLRFLVGLAEAPSFPGQSRI 
VGDWFPAQDRGTGVSIFTPFIL 
RKGDLRPIWVV1LMAGQLHAL 
MSTLEDTPFSNKAGMRLRRWI 
NAAVMRLNPLACLATRSNQVN 
WLLLTGNISVYPVGSSEPTRRR 
STPIN STPHFN KTILPIN ARYS PT 
LPSSDGTRWTTRIDDKPTVGHK 
FARYWDVELREIP\MRPG\QLFR 
DPKRMIEGCAENPL\GV\VPTFG 
VTYAGNYEFPQPLPDALNKFQ 
ADPGIDIDMHIDAASGGFLAPF 
VAPDIVWDFRLPRVKSISASGH 
KFGLAPLGCGWVIWRDEEALP 
QELVFNVDYLGGQIGTFA1NFS 
RPAGQVIAQYYEFLRLGREGYT 
KSTQPARGSPPANNCQAQPETP 
DRAV1HPTDGYESAATIIVLSPP 
TASDSDPAHRDQRVVKTDAWS 
VVPGSTSEYPRRYKAEWFCQPF 
AVLPAILAWSAALWRYQPRAR 
RRKADYGCRALNSLKNELTTP 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25733 


56101 


A 


25874 


I 


2385 




25734 


56102 


A 


25875 


1 


1767 




25735 


56103 


A 


25876 


1 


2079 




25736 


56104 


A 


25877 


368 


1261 


TSPRARP A AQG S RG AFL/HLTE 
KGVNRFAFYGLPESSGKRWAT 
EREYAFRQLVAEEKYRGVVYQ 
GLETAPENWQHAQNRLADWL 
QTLPPQTGIIAVTDARARHILQV 
CEHLHIPVPEKLCVIGIDNEELT 
RYLSRVALSSVAQGARQMGYQ 
AAKLLHRLLDKEEMPLQRJLVP 
PVRVIERRSTDYRSLTDPAVIQA 
MHYIRNHACKG1KVDQVLDAV 
GISRSNLEKRFKEEVGETIHAMI 
HAEKLEKARSLLISTTLSINE1SQ 
MCG Y PSLQYFYSVFKKA YDTT 
PKEVFA1VNSEVML 


25737 


56105 


A 


25878 


I 


868 


MTSLKNSMKWDEERFGLEYDL 
DIYMIVAVDFFNMGAMENKGL 
NIFNSKYVLARTDTATDKDYLD 
IERVIGHEYFHMWTGNRVTCRD 
WFQLSLKEG LTV FRDQEFSSDL 
GSRAVNRJNNVRTMRGLQFAE 
DASPMAHPIRPDMVIEMNNFYT 
LTVYEKGAEVIGMXTPPLFGQE 
NFQNVILTCALEDPTRKVVLK.P 
LCRPPLSLCNRRKRVMCRI FTSS 
ASTLRLSRRCAVCWNSR1TVSM 
RSSRRVTSVWLSAPTPIILSPAIF 
IVRWWLLDSNPLIYYKAWSCW 
CSRK 


25738 


56106 


A 


25879 


2097 


2512 


NTPVRPDVGTTEEHGGAESGE 
*RNSRELRENDKA*LHQYHAQP 
DGKNLAEAFEHYNEWHPHSAL 
GYWRTVD/DMRGR*PQEPSLMI 
RAG RSSSPVQWQRIPLLIPGRKG 
DRMQKTVIPGSLFAGMPYAQPS 
IKTELAG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25739 


56107 


A 


25880 


71 


2613 


QRKPTSSRKGLSARMIMSGLTG 

T1TTVSTGWCTTRGHNMKSRW 

SKVAIFTTR/SGRRVAKRVWRR 

ERDLTGWMSLSRKPQVTWYG 

WDGDRLTTIQNDRSRIQTIYQP 

G SFTPLIRVETATA VRRRRRWQ 

WGIPAGTVQMLDRLESEILADR 

VSEESRRWLASCGLTVEQMKK 

TSIHASIVRHKLLTAEQALKLLG 

EMFVYHMPFNRALGMELERYE 

KEFAQLAFKNQPMMVGNWAQ 

S1LHGGVIASALDVAAGLVCVG 

STLTRHETISEDELRQRLSRMGT 

IDLRVDYLRPGRGERFTATSSLL 

RAGNKVAVARVELFfNEEQLYI 

ASATATYMSKSMFLAVATTL1S 

KSSLSRLRRPSTIVCGIPISSISAN 

ITPGRSLRSSSSTSKTLCTQFAV 

QFLSKLLYAEGFVHVHRQNRH 

LERRDSVRPYDASFVVVLLNRR 

SYHTRYPDTVATHRQDLVTAIF 

TLYGGFQCFGVLGTQLEDVTNF 

DTTFDQQPTLAIRAW1ASHHVT 

DICNFRGSDIAIPVDAEVVFTID 

VSTSSEITHRRNVDLFPDQLTVT 

RSQTFTAYERLSTALTVAQVCG 

VQRLCN Y YS ARLTPLPG PDSTR 

ESNHRLAQ1TQYARQLASSPSII 

DNRSRQHLNDVGLTAWDCVIIS 

QIIGFIGFQART1ATFQAYLGHP 

VRWLPGLE1QNYADASLFADES 

LRWRSSYEVEKLPEEHTKSSTA 


25740 


56108 


A 


25881 


71 


3478 


CCLSSHPSTTATA LRSLSPVRK 

WPKISALIPWEWAMCSLLSHGL 

MLSGRSLVAWCWTVLVQNAS 

TSGRSLSGRCLPCCKASSISLVD 

SALSFLLFTLRFLVGLAEAPSFP 

GN SRI V AA WF P A RKGTG IINEM S 

P\LANTALEGLGGSGDALCTQC 

EAEG FRHIT Y YLDRPD V L ARFT 

TKIIADKIKYPFLLSNGNRVAQG 

ELENGRHWVQWQDPFPKPCYL 

FALVAGDFDVLRDTFTTRSGRE 

VALELYVDRGN 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
coclon for peptide 


Nucleotide location ol'last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25741 


56109 


A 


25882 


90 


629 


pgdwgrrqligs*ktpgsvfkk 
gksstpnndpflkdktqdrsgl 
atftmdgqi\rlfyq\disgnhs 
gkaqslppaqvivsnsvdhlk.it 
gvedhkpifagagkpyqnlrqf 

IDEGNYTSGDNHTLRDPHYVED 
KAHKYLV/FEANTGTENGYQG 
EESLFNKAYYGGGTNFFRGSSR 
VDLQAC 


25742 


56110 


A 


25883 


1 


3066 




25743 


56111 


A 


25884 


104 


547 


LFPRLLSCLTTPPHCSFSICFVIC 
SRTL1LKGSSLMYVFCLPNTAIV 
MALSPRGWRSKFGMPVDSKGP 
PWLFKFLK.NGLNFLLHSVGTRD 
LSRLST1LSPLYNTVAPGAN*CR 
ELKLVLDADDVLSTEVKRVITS 
SASMTPAFFCS 


25744 


56112 


A 


25885 


3 


4288 




25745 


56113 


A 


25886 


2 


2222 


DFADFGTT1KQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSLP 

QHTIPDVFIWMLSNNRRVAYA 

RIASKDLLYSPVAGQMGKHCG 

K1KTHFLKIPKQQQNEKYQVPQ 

FDQSTIKNIESAKGLDVWNSWP 

LQNADGTVAEYNGYHVVFALA 

GSPKDADDTSIYMFYQKDFRLL 

GQTSVDRLLQLSQGQAVKGNQ 

LLPVSLVKRKTTLAPNTQTASP 

RALADSLM\SWHDRFPDWKAG 

R1LPISEPPSNRIFACWGKPAWT 

ACCNSLRARR*RAISCCPSHW* 

ICEKPPWRPIRKPPLPARWPIH*C 

SWHDRFPDWKAGRKGSDAHRF 

GSWKFQLQRVSG\SATFTWGG 

KIRVLYSADYSGNHYGKQSLPS 

GQVNGSNSDDTLKINGVEDHK 

TILDGDGKTYQNVQQF1DEGNY 

TSGDNHTLRDPH Y VEDKG H KY 

LVFEANTGTENGYQGEESLFNK 

AYYGGGTNFFRKESQKLQQSA 

KK RD AEL AN G A LG 1 1 ELNND YT 

LKKVMKPLITSNTIRKSDGTLQ 

EHDGICEIHVAKYAEIFGLTSAE 

ASKDIRQALKSFAGKEVVFYRP 

EEDAGDEKGYESFPWFIKRAHS 

PSRGLYSVHFNPYLIPFFIGLQNR 

FTQFRLSETKEITNPYAMRLYES 

LCQYRKPDGSGIVSLKIDWIIER 

YQLPQSYQRMPDFRRRFLQVC 

VNEINSRTPMRLSYRMGVRGK 


25746 


56114 


B 


25887 


1 


2640 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25747 


561 15 


A 


25888 


1291 


1629 




25748 


56116 


A 


25889 


1187 


2925 


NSLQRSHPNAANS/WHNKLWR 

SHSDSDLSDHHEPICKPGLELN 

KKDITTSADQIAEVKTMESHPPI 

PPVFVEHMVPQDANQKGLCTK 

ERMICLEFTSREFHAGQ1EDELN 

LNDINGCSSGSTLEDPQFNDDSP 

EARKITRRWRIGEAADLVGVSS 

QAIRDAEKAGRLPHPDME1RGR 

VEQRVGYTIEQINHMRDVFGTR 

LRRAEDVFPPVIGVAAHKGGV 

YKTSVSVHLAQDLALKGLRVL 

LVEGNDPQGTASMYHGWVPD 

L H I H AEDTLLPF YLG EKDD VT Y 

AIKPTCWPGLDIIPSCLALHR1ET 

ELMGKFDEGKLPTDPHLMLRL 

AIETVAHDYDVIVIDSAPNLEDP 

RVGVMARGNA1TLPVCGRDVK 

FTLEVLRG DS VEKTSRV WSGNE 

RDQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGVIEIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRJLQNEFAGNISALADAEN 

ISRKIITRCINTAKLPKSVVALFS 

HPGELSARSGDALQKAFTDKEE 

LLKQQASNLHEQKKAGVIFEAE 

EVITLLTSVL 


25749 


56117 


B 


25890 




1954 




25750 


56118 


A 


25891 


1 


454 


MERRN RRTGRTEKAR] WEVTD 
RTVRTWIGEAVAAAAADGVTF 
SVPVTPHTFRH SY AMHMLYAG 
IPLKVLQSLMGHK.SISSTEVYTK 

UCA] nV A APT-TP A IBWPRDfir.n 
V rALL' V /\/vi\J IK /A 1 r\\ V r K\£K£KjD 

YRTRIWKFEDGLSNVLVIQLNK 
LIICVMCLVRDCDVLKTYFHL 


25751 


56119 


A 


25892 


10 


144 


FLFIGKGFLKGIT*PGQIVQRG*E 
KKSNT*FRQFGGVDTAGNNLT 



3464 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25752 


56120 


A 


25893 


888 


892 


TVDLDACTKGVLTFTTALLAG 

GANQAFAKENTKKAYKETYGV 

SHITRHDMLQIFKQQQNEKYQV 

PQFDQSTIKN1ESAKGLDVWDS 

WPLQNADGTVAEYNGYHVVF 

ALAGSPKDADDTSIYMFYQKV 

GDNS1DSWKNAGRVFKDSDKF 

DANDPILKDQTQEWSGSATFTS 

DGKIRLFYTDYSGKHYGKQSLT 

TAQVNVSKSDDTLKINGVEDH 

KTIFDGDGKTYQNVQQFIDEGN 

YTSGDNHTLRDPHYV/EDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTLKKVMKPLITSNTVTDEIER 

ANVFKMNGKWYLFTDSRGSK 

MTIDDLWKFELENDDLEYLVE 

ENSKQKTIQDV1WLFLTAYTHI 

RGATQAFAKENNQKAYKETYG 

VSHITRHDMLQIPKQQQNEKYQ 

VPQFDQSTIKNIESAKGLDVWD 

SWPLQNADGTVAEYNGYHVVF 

ALAGSPKDADDTSIYMFYQKV 

GDNSIDSWKNAGRVFKDSDKF 

DANDPILKDQTQEWSGSATFTS 

DGKIRLFYTDYSGKHYGKQSLT 

TAQVNVSKSDDTLKINGVEDH 

KTIFDGDGKTYQNVQQFIDEGN 

YTPGDNHTLRDPHYVKTKAMR 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25753 


56121 


A 


25894 


1424 


3807 


HPLWKWLEGDMNMNIKKIVK 

QATVLTFTTA/LLAGGATQAFA 

KENNQKAYKETYGVSHITRHD 

MLQIPKQQQNEKYQVPQFDQS 

TIKNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSI YMF YQK VG DNSIDS 

WKNAGRVFKDSDKFDANDP1L 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQVNV 

SKSDDTLKINGVEDHKTIFDGD 

GKTYQN VQQFI DEGN YTGDPL 

EAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFF1GLQNRFTQFRLSETKE 

1TNPYAMRLYESLCQYRKPDGS 

GIVSLKIDW1IERYQLPQSYQRT 

PDFRRRFLQVCVN EING A VIGIP 

CVS1RKPDGSGIVS1K1AW1IERY 

QPPQSYQRMPDFRRRFLQSRPA 

CMHDWLCAEALAWSIQTASYL 

VTMQVNLTSLSSDTDRDLSVVS 

NSGWVSSGSLVRFNTIKTSSGEI 

KRTVPR1LPDPDDPRSAIAEAPS 

tMrunbvl'VttHrrtAtj IINsOo 

pfv: AiJvr^riPCA/iTiv a Qncccpcr 
r A ivrvvj UncMv] 1 IW\oi)k>oor 

sburK VrJs.vjAi\rUat^ 1 li\K(^^a 

tat r\ a cnri adaxii i \w k\iw\ a 
1 Al^Ab 1 LArANLLrlWivrlLA 


25754 


56122 


A 


25895 


3 


2356 




25755 


56123 


A 


25896 




2610 




25756 


56124 


A 


25897 




2496 




25757 


56125 


B 


25898 




3198 




25758 


56126 


A 


25899 








25759 


56127 


A 


25900 




585 




25760 


56128 


A 


25901 




2469 




25761 


56129 


A 


25902 




1914 




25762 


56130 


A 


25903 




2259 




25763 


56131 


A 


25904 


1367 


1959 


KLVTLHMDLSWRVNSGYQSQE 
T*K*PANRPVKRPH*GGI*VFSRD 
QKRMLYLFVDQIRKSDGTLQE 
HDGICEIHVAKYAEIFGLTSAEA 
SKDI RQALKSF/DGEGSI Y SR* A 
HGAA*PSHRKDRESADLGSDG 
QNDKGHAQYLVFEANTGTENG 
YQGEESLFNKAYYGGGTNFFR 
KESHKLQQSAKKLDAELSNGA 
LGFIE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


25764 


56132 


A 


25905 


1 


2418 




25765 


56133 


A 


25906 


3 


1918 




25766 


56134 


A 


25907 


1242 


1463 




25767 


56135 


A 


25908 


1907 


5097 


TSKKIVKQAPVLTFTTA/LLAGG 
AIQAFAKENNHKAYKETYGVS 
HITRHDMLQIPKQQQNEKYQVP 
QFDQSTIKNIESAKGLDVWDSW 
PLQNADGTVAEYNGYHVVFAL 
AG SPKD ADDTSI YMF YQKVG D 
NSIDSWKNAGRVFKDSDKFDA 
NDPILKDQTQEWSGSATFTSDG 
KIRLFYTDYSGKHYGKQSLTTA 
QVNVSKSDDTLK1NGVEDHKTI 
FDGDGKTYQNVQQF1DEGNEGI 
LP1SEPPIKQDFRLLG 


25768 


56136 


A 


25909 


610 


2303 


SLPNLDNAAICSSSSSPTRTR* SL 

SEGATQAAFAKEKYPHKHTKKR 

SG VFH I TRHDMLQIPKQQQN EK 

YQVPQFDQSTIKNIESAKALDV 

WDSWPLQNADGTVAEYNGYH 

VVFALAGSPKDADDTSIYMFY 

QKVGDNSIDSWKNAGRVFKDS 

DKFDANDPILKDQTQEWSGSA 

TFTSDGKIRLFYTDYSGKHYGK 

QSLTTAQVNVSKSDDTLKINGV 

EDHKTIFDGDGKTYQNVQQF1D 

EGNYTSGDNHTLRDPHYVEDK 

GHKYRGPLESPSTHQAEFNPTS 

CVSSLGTLQGFPAPAWLALAHP 

VHPLKHKSGGSNRLSAAIWGIK 

RKPARVCPGTGIHASSQIQGEW 

RTECAVGPKAKAKATAGWRR 

GNNQHISSTYD1NRADTQVRRA 

VNNYDIIVMSNSFNGQSEHQTY 

ESIVIDSAPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT 

V VCMCMf^QPlCDW/Avf CT7/"|TD P\ A \\l 
rvl oINbJNUoyor WMtttJlKJJAW 

GSMVLKNVVRETDEVGKGQIR 
MRTVFEQAIDQRSSTGAWRNA 
LSIWEPVCNEIFDRLIKPRWEIR 


25769 


56137 


A 


25910 


1 


2103 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25770 


56138 


A 


25911 


1 


2124 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKANKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFFKR 

GAIFRVHKHAVNPMSPKCRRPG 

GRQAYPLVNWEDRNGRSQKTV 

HTEGDMMMNIKK1VKQATVLT 

FTTALLAGGATQAFAKENNQK 

AYKET/YPKQQQNEKYQVPQF 

DQSTIKNIESAKGXLDVWDSWP 

LQNADGTVAEYNGYHVVSALA 

G SPKD ADDTSI YMF YQK VG DN 

SIDSWKNAGRVFKDSDKFDAN 

DPILKDQTQEWSGSATFTSDGR 

RSLESTTT A ARPI WRKD VG G DQ 

TQEWSGSAPFTSDGKIRLFYTD 

YSGKHYGKQSLTTAQVNVSKS 

DDTLKINGVEDHKTIFDGDGKT 

YQNVQQFIDEGNYTSGDNHTL 

RDPHYVEDKGHKYLVFEANTG 

TENGYQGEESLFNKAYYGGGT 

NFFRKESQKLQQSAKXRDAEL 

ANGALGIIELNNDYTLKKVMKP 

LITSNTVTDEIERANVFKMNGK 

WYLFTDSRGSKMTIDGINSND1 

YMLGYVSN SLTGPYKPLNTTG 

Yj VLv^iVIOljL'riNL' V 1 WAoLfc.1 rib 

SFQWVRG LASSG VKLQTSV VL 
QLIKAMWTQRVSSSKVYCKEQ 
MNNASTMSKRTSAGCHCWQG 


25771 


56139 


A 


25912 


1 


3987 




25772 


56140 


A 


25913 


1 


2235 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


25773 


56141 


A 


25914 


1 


1950 


MNMN I KKI VK.Q AT VLTFTTA L L 

AGGATQAFAKENNQKAYKETY 

GVSHI TRHDMLQIPKQQQNEK Y 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTGSLNSSKTEKY 

QVPH I DQSTIKNIESAKGLD VW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKT1FDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYL/VFEANTGTEEHPQPQ\ERP 

RTQSFTSAFAERRECIPNVPADT 

KLSKIKTLRLATSYIAYLMDLL 

AKDDQNGEAEAFKAEIKKTDV 

KEEKRKKELASKCLDLEQLGAS 

VEPTGNLRTKITKEKPRHTGPPE 

VVVPGCCPHRSRAYK.SDKYAH 

TLTVTASQHAPPPPTHMEGFEL 

FHLPDLCSPSQDAQTTGRTQMK 

PDHSPRPSHRVPQAKGNNVVIT 

SYMTNRGFFEDKKATFAPSFLM 

NIKGNK.TSVVKNSILEQGQLTV 


25774 


56142 


A 


25915 


1 


2448 




25775 


56143 


A 


25916 


1312 


1974 




25776 


56144 


A 


25917 


2 


1778 




25777 


56145 


A 


25918 


1366 


2673 




25778 


56146 


B 


25919 


1 


1938 




25779 


56147 


B 


25920 


1 


2262 




25780 


56148 


A 


25921 


1 


2100 




25781 


56149 


B 


25922 


7145 


7154 




25782 


56150 


A 


25923 


2085 


11232 


VNSEGSEPADRKKPVHTEEAM 
NMT1KKIVKQATVLTLTTALLA 
EGATQAFAKENNQKAYKETYG 
VSHITRHDM LQIPKQQQNEKYQ 
VPQFDQSTIKNIESAKGLDVWD 
SWPLQNADGTVAEYNGYHVVF 
ALAGSPKDADDTSIYMFYQKV 
GDNS1DSWKNAGRVFKDSDKF 
DANDPILKDQTQEWSGSATFTS 
DGKIRLFYTDYSGKHYGKQSLT 
TAQVNVSKSDDTLKMNGVEDH 
KPILDGGGKTYQNVQQFI 


25783 


56151 


A 


25924 


153 


293 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25784 


56152 


A 


25925 


420 


687 




25785 


56153 


A 


25926 


242 


491 


WLHVQPLHDEHHCWI*YPADT 
DGVRPAFQRSPALSPEHGCVPY 
TPARQG S VRSKGPCTS A L L Y VE 
CS1AAPDRKHSCHKSDQS 


25786 


56154 


A 


25927 


2 


113 




25787 


56155 


A 


25928 


779 


862 


NSTLPRCASTTFARY*AIPIKVFS 
ILP 


25788 


56156 


A 


25929 


282 


443 


FSAGFLNLRYAQKFPSSYPPV** 
CYRP1YYPASDPCRNRLLYPAD 
VPYQALLD 


25789 


56157 


A 


25930 


3 


89 




25790 


56158 


A 


25931 


614 


823 




25791 


56159 


A 


25932 


1229 


1427 




25792 


56160 


A 


25933 


1965 


2682 


FA VPCRTSFGSI ET VSI IPGRDT* 
SA*AYRVQVDSHRPRLAHNVQ 
HRT*RGEVLLAGVPRHVAEREI 
ATLAGSFSLHEQN1HNLPRDQG 
PGNTVSLEVESENITERFFVVGE 
KRVSAEVVAAQLVKEVKRYLA 
STAAVGEYLADQLVLPMALAG 
AGEFTVAHPSCHLLTNIAVVER 
FLPVRFSLI ETDG VTRQLLG VS Y 
RILAMGHAEFL1QIADMRNDGG 
WRDFQFSGNLVMDEPNRSAQT 
YIKLVKSRLGTTK.R 


25793 


56161 


A 


25934 


261 


563 


RHSRGRSALRQISPEC*1HVCSPP 
PVQQLHPGYGN A 1 PLS YGHRNQ 
PDESDDAPVPPGWCQRYNLHQ 
KSTAHCGGYTIHADLVKTRCW 
LAPHRLPPGPGR 


25794 


56162 


B 


25935 


1 


1329 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25795 


56163 


A 


25936 


761 


3224 


RGGAVTAKAPPDTSAISALTAV 
KHGNCSSLTPLLNPPGSDVIVC 
AEMDEQWGYVGAKSRQRWLF 
YAYDSLRKTVVAHVFGERTMA 
TLGRLMSLLSPFDVVI WMTDG 
WPLYESRLKGKLHSNEGDAVL 
LEIEQEVSSVDSSFNSTLGPTFN 
TRTIQNAVLVKTGETVVLGGLL 
DDFSKEQVSKVPLLGD1PLVGQ 
LFRYTSTERAKRNLMVFIRPTII 
RDDDVYRSLSKEK.YTRYRQEQ 
QQRIDGKSKALVGSEDLPVLDE 
NTFNSHAPAPSSRWALAQRIGV 
SRVDMQQHVRRPPVNLSPKRE 
N VI AGY LSNS VARKQRHIQTGT 
VFHQLMN L LRDGINI I FMN FK Y 
QFIVYLHFLLSPKWVMYNRKC 
VNGMLLIASVPATWMLSRYRS 
SHRWIAKEIPMGKTQPLPILLLG 
/GGRR1GLALA\WHFI1QKQPVIV 
SYRTHYPAIDGL1NAGAQCIQA 
DFSTTDGVMAFADELLK.STHG 
LRAILHHASAWMAEKPGAPLA 
DVLACMMQ1HVNTPYLLNHAL 
ERLLRGHGHAASDIIHFTDYVV 
ERGSDKHIAYAASKAALDNMT 
RSFARKLAPEVKRQTATRAGH 
RGINQLSRYYRRALARQNQRR 
MVELRSLRFMYRHRPRSFVLW 
QATRLHRLNIAVRHRKPDARPL 
PA1QRNTDIAIKQPKRAVITGNH 

UDCTn/DTDl AnTfJCCIDDUAHyf 

HKo 1 r Vr 1 K-LAl^ 1 ubtlKJvrlAM 


25796 


56164 


A 


25937 


3 


543 




25797 


56165 


A 


25938 


209 


343 


LSPPMSSFLATVFRSIAWLLTAK 
SIRYRTT*RWIRCAAVWLTMD 


25798 


56166 


A 


25939 


547 


640 




25799 


56167 


A 


25940 


174 


583 




25800 


56168 


A 


25941 


2001 


2610 


DVLV\RKHNGHWTVELYSDSIP 
RLQINQHYASMCNNARNDGDS 
QFIRSNLQDAKWLIKSLESRND 
TLLRVSRC1VEQQQAFFEQGEE 
YMKPMVLADIAQAVEMHESTI 
SRVTTQKYLHSPRGIFELKYFFS 
SHVNTEGGGEASSTAIRALVKK 
LIAAENPAKPLSDSKLTSLLSEQ 
GIMVARRTVAKYRESLSIPPSN 
QRKQLV 


25801 


56169 


A 


25942 


329 


484 


TRQLSLLVRMTL*AFVRKRRSS 
LA*KPLWSWLSSVKSQPGWKL 
MLARWKSF 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25802 


56170 


A 


25943 


1 


1785 




25803 


56171 


A 


25944 


2493 


2696 




25804 


56172 


A 


25945 


1 


1861 




25805 


56173 


A 


25946 


456 


700 




25806 


56174 


A 


25947 


1 


2413 


MPV1KVRENEPFDVALRRFKRS 

CEKAGVLAEVRRREFYEKPTTE 

RSRYDLVDRNNN1VLEYRKKEL 

VRLTLTDPVTGKSGEVKSLVSS 

LQTKYALKG YN VE ATA L E A AG 

GK V VTTGKDIL VRKPTL D L PLE 

VRRKMWFKPFMQSYLVVFIGY 

LTMYLIRKNFNIAQNDMISTYG 

LSMTQLGM1GLGFSITYGVGKT 

LVSYYADGKNTKQFLPFMLILS 

A1CMLGFSASMGSGSVSLFLMI 

AFYALSGFFQ\ST\GGSCSYST\IT 

VKWTPRRKRGTFLGFWNISHNL 

GGAGAAGVALFGANYLFDGH 

V1GMFIFPS1IALIVGF1GLRYGS 

DSPESYGLGKAEELFGEEISEED 

KETESTDMTKWQIFVEYVLKN 

KVIWLLCFANIFL\YVVRJGIDQ 

WSTVYAFQELKLSKAVAIQGFT 

LFEAGALVGNGCSYAQGMWG 

KTAETSDLQDLLIAALQGLSAW 

AVKAREYG1INHDVDSFAPRAF 

FSTLTNVNFDSPRIVGYAREAIA 

LREALKAQCLAVDANARVDNP 

MADLQL VSDDLG ELQRQ A AEF 

TPNKDKAAIGEN1LGLRLLCLY 

GLKVFNGREDQLDSCYHGNRQ 

I l?r:CI PI I FT AFIDflDl PPil IIX A 

LKUoLKLLrLAr Irvt^tvLKULil 1 A 

HRVIRVNRQHAALGVKHCRLP 
GITGNRIQRQATQYRDRRGTGQ 
NQCMRGDMQQLFADIANVAN 
TFAQIIAGRGRKFGANLLHIAD 


25807 


56175 


B 


25948 




3738 




25808 


56176 


A 


25949 


1518 


2124 


DCFCGSRHDKLPSAHQCSAKPG 
SDRFWRSHADAAYAHDGG1QP 
VLCASRSNGCLQK.PKCHTIVSG 
RCPLQQIGS\SVFPSGDAANVAS 
FSCACDNAGSAQHRTLLLGKQ 
FFNCRNAFHFNRNSRQTALKSG 
ISWVTFQLILKQQPRPV1MTKM 
AIGFRKV*SQRNIIRHLLVY1FK.F 
ADGGCFVVIFLCLQRFIETGINN 


25809 


56177 


C 


25950 


1 


747 




25810 


56178 


A 


25951 


168 


332 


CAWRAVCAAW/PTGASC/CNN 
DRFVFQILRSFEHDNSEDKPGP 
GMPPHGWRTQFWGG 
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SEQ ID NO: 




SEQ ID NO: 




Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


llOCl 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






25811 


56179 


A 


25952 


1 


2706 




25812 


56180 


A 


25953 


1 


1062 




25813 


56181 


A 


25954 


1 


855 




25814 


56182 


C 


25955 


1 


2412 




25815 


56183 


A 


25956 


279 


713 


RCDAAAGAVLHSAGLLRHCGY 














WQRGKPDRWSRRPGNYADRIC 














RRWFCAGGVGDRQYELCQLLA 














YTVSATRRGTGYCLYRDSRGR 














TGLPVV*HLSGAGLYGRCRFAG 














VRWCVRHYRRTATSGIPAGDY 














GGRVRGRNAFCHPAVAP 


25816 


56184 


A 


25957 


1 


769 


MDFAETELEFIKFWGDIITNKLN 














EALAAQGDNVVINLASDEYFKS 














VKPKKLNAE11KPVFLDEKNGK. 














FKIISFYAKKARGLMSRFIIENR 














LTKPEQLTGFNSEGYFFDEDSSS 














NGELVFKRYEQRAECR1VTRHL 














SFSGDVCLDHDRRDDHEELSY 














GGAAVAAVLVIEPNKLAFDGS 














GYLAWEGLICMQEIGKC/YRRT 














SGDCA*VAGRAQTG*VSGWAL 














SRGKNQPGVGCEAGARRHARE 














ARJGDERH RLAPRDML 


25817 


56185 


B 


25958 


1 


2472 




25818 


56186 


A 


25959 


4300 


4492 


DCGGVRSQRPDQR*DWNR*GA 














GGESDS* SLATGGQA AEG VA V 














WRYSARWR*PLFAGRCARAGG 
D 


25819 


56187 


B 


25960 


49 


3000 




25820 


56188 


A 


25961 


266 


812 


LLRWRPGALALGHKLVAGE1R 














QQRMDAWRAACLQNPQGILCC 














ARGGQRSHIVQSWLHAAGIDY 














PLVEGGYKALRQTAIQATIELA 














QKPIVLIGGCTGSGKTLLVQQQ 














ANG/VDLEGLARHRGSAFGRTE 














DELGKLAQTSTSSPAHWRETSK 














CGGFLCPIFLTNMRTPLPVCAT 














VLPYLA1ATV 


25821 


56189 


A 


25962 


761 


874 




25822 


56190 


A 


25963 


2 


304 


MA A YGSGIF AQT Y I E A FGISTIQ 














PASCSPVNQYITAAFVLFGNVA 














HALLIALQRRNRRHLQRRKGA 














VMAFNTSQGA/VPAFCCQP*S 














RYASPPCCSFSTA 


25823 


56191 


A 


25964 


109 


777 




25824 


56192 


A 


25965 


5 


187 


ITHKKPPPSWRSALLPAAGVFS 














RRYMPALCE*HWAS*RMRAEA 














TETFSDCTMPIIGMMMS 


25825 


56193 


A 


25966 


1 


711 




25826 


56194 


A 


25967 


757 


1026 




25827 


56195 


A 


25968 


1 


750 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25828 


56196 


A 


25969 


1 


1065 


MKVLEKRNNASSEPEEKNEIRA 

AREHAGFTLQELVCLGASGRK 

VQGEAANAEEEVAAGELDNIA 

KITNEGSYTEQQIFNEGYMWLS 

TLMK1KENKISCSWATQSHFQG 

SIDAGELEHLTPERVWKETESA 

LTTRNPQVFFQVLRDCGALRVL 

FPEIDALFGVPAPAKWHPEIDT 

G1HTLMTLSMAAMLSPQVDVR 

FATLCHDLGKGLTPPELWPRHH 

GHGPAGVKLVEQLCQRLRVPN 

E1RDLARLVAEFHDLIHTFPML 

NPKTIVKLFDSIDAWRKPQRVE 

QLALTSEADVRGRTGFESADYP 

QG RWLRE A WEV AQS VPTKA V 

VEAGFKGVE1REELTRRRIAAG 

LRG*VSRSHPHLPNAEPKNH/AS 

NYLIPSMPGVNRSVSSNWR*PA 

RLTCAAE/HGFESADYPQGRWL 

REAWEVAQSVPTKAVVEAGFK 

GVEIREELTRRRIAAGLRGMPT 


25829 


56197 


A 


25970 


2373 


2597 


S A DDKADS V A * YLRL A S A * TN S 
CRPYRRPSAPVCRRAPAI*G*TP 
QNYGPPSSCPAGGFWRYPVDPP 
RFSGFVH 


25830 


56198 


A 


25971 


2616 


2777 


TSVRKRFSTLSGKPVAKAGRKR 
PPPCR*TPTANGHPKPCRPPVW 
CHPAPVARP 


25831 


56199 


B 


25972 


1 


1449 




25832 


56200 


A 


25973 


1076 


1477 


CAVRRSITWCKLSSKTPVRPLR 
PSTYRDCLTVSIALTPPASEKVK 
RRPVPAVKSAMKVPPGAAQSR 
KRVWLVSPFPTCEFLASNSRGK 
K1SVSLSALSPRWTS*PKARWA 
ARRLTTNL V VRH* TATS VLMK 
KK 


25833 


56201 


A 


25974 


1 


3552 




25834 


56202 


A 


25975 


196 


493 


K.RCRFADRPGDPGRQGTPAATT 
FGGMSFVTILPAPIPELSPMVTP 
GLITT*LPIQTLLPIVIGKEYISPF 
FLNSWCTGCPVTERVTLGAIST 
LSPIVTV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25835 


56203 


A 


25976 


1 


3917 


MTDKHQQHRYVAAPGPFVGD 
KCQVAGDPLMLRRALSNLLSN 
ALRYTPTGET1VVRCQTVDHLV 
QVIVENPGTPIAPEHLPRLFDRF 
YR VDPSRQRKGEG SG IGL AI VK 
S1VVAHKGTVAVTSDARGTSGL 
DDFF1DVVYWVRRIKRKLSVYR 
RIPRMSYRELYKPDEQPLA IM V 
PAWNERASSA1WRAGGTTLDT 
KFLFVGLPGP1LGSCKVPFEFLE 
VACPPSGGPVGPPWRRPCRGA 
AAA1CASPAAIILAPT 


25836 


56204 


A 


25977 


3 


292 


GDMQRLNSLFC/SVAYSVLEQP 
DEDEGRDSINIVNPSGRPTIVSSG 
ATPAVREYAAHGFHLYGLRQR 
VGEVRV DLQREQI YASKPCGST 
IGISLVVR 


25837 


56205 


A 


25978 


2 


181 


SARRLR/RSKHRFRILNRRYSHA 
HS\MLGDMQRLNSLFC/SVAYS 
VLEQPDEDEGRDS1N1VN 


25838 


56206 


A 


25979 


1 


2781 




25839 


56207 


A 


25980 


1 


2554 




25840 


56208 


A 


25981 


635 


741 




25841 


56209 


A 


25982 


91 


501 


LWIRLAKRSGKAIKERRDFIFRL 
CTHRVRQGTALLRLFQHSGGN 
RLMKLDNQHLRLRISNHRAFHF 
RHRTTVKQSQQTFRYPWLYRV 
RHWGQKPKTDNFHGLLARIFG 
NSRSKTWGENR*EHSVLEQPDE 
DEGRDEY 


25842 


56210 


A 


25983 


2153 


3062 


AP VMPPERLPV I A VRQ YPTANC 

CSDCLAAASRFFLASVAAPEQT 

DADTRRSRVAVGRRKTRSNSA 

NQPRPRRDWRELQLMDRLARV 

AQARASFAARETLRIGDAMEQ 

MMEGLN KVMHGEPRQEKELR 

KLADDINVLYTAIKLYLARMPK 

EELAEEESRRWAEIIEMSLNLEQ 

ASDIVERMG\GELVDKSWAAR 

RAFSLDGLKELDALYEQLLSNL 

KLAMS VFFSG DVTSARRLRRSK 

HRFRILNRRYSHAHVDRLHQQ 

NVQSIETSSLHLGLLGDMQRLN 

SLFCSVAYSVLEQPDEDEGRDE 


25843 


56211 


A 


25984 


135 


308 


KLSLRLGIFPRPSLFPRPTPSPST 
PAPAS*PAPS*VSPSPRTATPSCP 
TSYSSFPCH 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25844 


56212 


A 


25985 




663 


ARGKKPPRRGKEDFWDLSIATR 
VSVNPIKFPVEA*PFLKP\LQQV 
S\GPLGGRLPLPIPGNLLLQVAD 
GTLSLTGTDLEMEMVARVALV 
QPHEPGATTVPARKFFDICRGL 
PEGAEIAVQLEGERMLVRSGRS 
RFSLSTLPAADFPNLDDWQSEV 
EFTLPQATMKRLIEATQFSMAH 
QDVRYYLNGMLFETEGEELRT 
VATDGHRLAVCSMPIGQSLPSH 


25845 


56213 


A 


25986 


1 


1077 




25846 


56214 


A 


25987 


1 


1323 


MHSGTFNPQDFGWQGLTLTPA 

A A I H 1 RELE1LDE YG I PN A WQGE 

TNFWGSTAVSIDRLAAYKDVD 

VLCFDHDNSKDMDALMATPL 

WQAMPFVRAGRFQRVPAVWF 

YGATLSAMHFVRVLDNAIGVIV 

ATALTWMNFSQALPRSQWAQ 

AAWSPDIDV1EQMIFHYSLLPRL 

AISLLVGAGLGLDVRYYLNGM 

LFETEGEELRTVATDGHRLAVC 

SMP1GQSLPSHSVIVPRKGVIEL 

MRM L DG GDNPLR VQIG SNNIR 

AHVGDFIFVTSKLVDGRFPDYRR 

VLPKNPDKHLEAGCDLLKQAF 

ARAAILSNEKFRGVRLYVSENQ 

LKITANNPEQEEAEEILDVTYSG 

AEMEIGFNVSYWLDVLNALKC 

ENVRMMLTDSVSSVQIEDAAS 

QS\AAYVVMPMRLEGSPPLGNP 

EFQK1SSPCALYIALCSKARHHT 

GRYLGLCGL 


25847 


56215 


A 


25988 


211 


475 


GA1GVFTAGKLTRASVYHQAR 
RFMQRETVWLVEDEQGIADTL 
VYMLQQEGFAVEVFERGLPVL 
DKARKQVPDVMILDVGLPDISG 
FELCRQLLALHPALPVLFLTAR 
SEEVDRLLGLEIGADDYVAKPF 
SPREVCARVRTLLRRVKKFSTP 

CD\/IDiruCt7I \TCDA A AICWPnT 

PLALTRYEFIVLKTVLLKSPGRV 
WSRQQLMDSVWEDAQDTTSH 
VVAFATILQGISRDLRRRILPYCI 
RCRRERCTGTALWQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25848 


56216 


A 


25989 


1661 


2499 


QMAHDEQWLTP\R\LQTAATLC 

NQNAPRDGSPLWLGVDLGTCD 

VVSMVVDRDGQPVAVCLDWA 

DVVRDGIVWDFFGAVTIVRRHF 

DTLEQQFGRRFSHAATSFPPGT 

DPR] SIN VLESAGLEVSH VLDEP 

TAVADLLQLDNAGVVDIGGGT 

TGIAIVKKGKVTYSADEATGGH 

HIFLTFAGNRR1SLEEAEQYKRG 

HGEEIWPAVKPVYEfCMADIVA 

RHIEGQGITDLWLAGGSCMQP 

GVAELFRKQFPALQVHLPQHSL 

FMTPLAIASSGREKAEGLYAK 


25849 


56217 


A 


25990 


915 


1518 


PSGHAPDLNGAPATAHQPGGR 
YPAPRSVRRATDNGYPAGDPLE 
WRSTAQVFVSSRRRVSLPNDRK 
TVLTRCWSAAH*FALPAPLCRD 
RTGERKNRRFHTPTRCGRGFCP 
APAASRRCAGRRRGDASGRAY 
RRPAPSHCPVQ*RGHRKSTTTSS 
TSRRRPGQSARPYSGPEYRE*Y 
CSAQRFFHNDGSRPPVVRQAGR 


25850 


56218 


A 


25991 


1 


1254 




25851 


56219 


A 


25992 


675 


835 


VRWCW1FPSQ*TLFQKRAGHA 
APSADVLHESCQHFLNLLNRLG 
RHYDFGEGEP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
oT peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25852 


56220 


A 


25993 


1 


2255 


MRESPTRDDSKNTVNTTIRIRIH 

NSYTEQLQIVTNSYCTKQWHV 

HHTAKPYAHIQRPATPDAQLTK 

MQEEEEVEPEPEMEAEVEPEPN 

PEEAETESESMNQRDVRGTVRI 

VLKTFNNCRDTVFVAFEVNNT 

VSLLVATTDMTSGDTAIVVTTT 

GFA VFFQQRSKSA ANE VQI L AF 

FQGDVSFFPVATTTDTLSVTFN 

FPFNYQGVNDFDFDFKQFLHSS 

FDFCFGRVFSNFEYLHGARAHA 

CIPPSACIGEVLETSSFDIRVSVY 

RSSCVCVRLRESSTGDRYFGGL 

SLQMMRKATGLTDITSDTPGNT 

DDQRWHPEHGLTQRMQKEQE 

LVKEPEGAARDGDGEAEAWGE 

VKAKSSGCVGTRASSHLFRCNV 

CELHFK.ESSELLQHPCTPSGERP 

FRCGECQKAFKRPSG\LRQHER 

THSAERPFKCDLCPMGFKQQY 

ALMRHRRTHKTEEPFKCGLCE 

KGFGQPSHLLYHQHVHTLETLF 

KCPVCQKGFDQSAELLRHKCLP 

GAAERPFKCPVCNKAYKRASA 

LQKHQLAHCAAAEKPLRCTLC 

ERRFFSSSEFVQHRCDPAREKPL 

KCPDCEKRFKYASDLQRHRRV 

HTGEKPYKCPNCDKAFKQREH 

LNKHQGVHAREQQFKCVWCG 

ERFLDVALLQEHSAQHSAAAA 

AAEGAYQQTLHHPRRQQQQY 

WQLLCARNNVKLCMHILFSPH 


25853 


56221 


A 


25994 


98 


596 


YSGIIMAQSKLYPVVMAGGSGS 
RLWPLSRVLYPKQFLCLKGDLT 
MLQTTICRLNGVECESPVVICN 
EQPRFIVAHQMRQLNELSENIIL 
EPAGRTTAPTIAPAALAANRHS 
PESAPLMLVLATDHVIANEDAV 
RAPVKXNAIPYPKKGKLVTFGIG 
LDGRVPRYNM 


25854 


56222 


A 


25995 


3 


554 




25855 


56223 


A 


25996 


1 


222 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25856 


56224 


A 


25997 


1 


1043 


MKVKVLSLLVPALLVAGAANA 

AEVYNKDGNKLDLYGKVDGL 

HYFSDNKDVDGDQTYMRLGFK 

GETQVTDQLTGYGQWEYQIQG 

N S A EN ENN S WTR V A F A S L KFQ 

DVGSFDYGRNYGVVYDVTSW 

TDVLPEFGGDTYGSDNFMQQR 

GNGFATYRDTDVFGLVPTRLHP 

ARVCCALRELKDAGADRIWYI 

ADAFRAGLSVDGVFNLTNIDR 

WFLHINRAKDKNHMIISIDAEK 

AFDKIQQPFMLKTLNKLGIDGT 

YFRIIRAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARAIRQEKEIKG IQLGKEE V 

KLSLFADDM1VYLENPIVSAQN 

LLKLISDFSKVSGYKINVQKSQT 

FLYTNNRQTESQIMSELPFTIAS 

RRIKYLGIQ*IRY*WDVFQNNK 

SYL*QTHSQYHTEWAKTGS1PF 

ENWHKTGMPSLTAPIQHSVGSS 

GQGNQAGEGNKGYSIRKRGSQI 

VPVCRRH DCLSRKPHRLSPKSP 


25857 


56225 


A 


25998 


1 


3339 




25858 


56226 


A 


25999 


1440 


1880 


A AQHAS V Y L YQNR1 RG A VPP V 
RFFH ADQRTRRDG ADG KQRH A 
TETLCRIAEKISSSREQDWLHCD 
ERQSLYEWTW*PYSPHSGRSQK 
EKRQT* TAILDA YC A DC FRCG R 
GVFARRERRTKRDRPGNAGTG 
GDCPCWLRRQYECVRL 


25859 


56227 


A 


26000 


1 


2277 




25860 


56228 


A 


26001 


1 


1845 




25861 


56229 


A 


26002 


56 


113 


QQQPNPTRDQLQLAILUNIRGIR 
KIYG*IQSATREAG*GHSPQY 


25862 


56230 


C 


26003 


1 


2317 




25863 


56231 


A 


26004 


3 


2168 




25864 


56232 


A 


26005 


670 


2541 




25865 


56233 


A 


26006 


98 


944 


YSGIIMAQSKLYPVVMAGGSGS 
RLWPLSRVLYPKQFLCLKGDLT 
MLQTTICRLNGVECESPVVICN 
EQHRFIVAEQLRQLNKLTENIIL 
EPAGRNTAPAIALAALAAKRHS 
PESDPLMLVLAADHVIADEDAF 
RAAVRNAMPYAEAGKLVTFGI 
VPDLPETGYGYIRRGEVSAGEQ 
DM V A FE V AQF VEK.PNLETAQ A 
YVASGEYYWNSGMFLFRAGRY 
LEELKKYRPDILDACEKAMSAV 
DPDLNFIRVDEEA/FLACPEESG 
DYAAMGRTGDAVVPLSLGAH 



3479 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25866 


56234 


A 


26007 


3 


417 




25867 


56235 


A 


26008 


507 


717 


WPEAEYLDNADAVLAMYHD/Q 
GLPVLKYQGFGRGVN1T/LGLPF 
IRTSVDHGTALEWRTCKPMVP 
DSIVSCIL 


25868 


56236 


A 


26009 


5 


378 


MAVCSSLSPRRSPAFL/HDFTDV 
WTHHLVFGVNP*RGL1HGTALT 
DHVG/ENGNYSSD*IHGTALTD 
HVGKTETILPTKYANIYSINTSK 
DRFLTKPAFAEVVLFLHPRELQ 
TCSFFLSQNMLVKVGHQRHWF 
TEVDVTLTEITQLA 


25869 


56237 


A 


26010 


1 


469 


MQKEYAYWMDGLKTCKPDNR 
KNALSNFGWYPSQPLLGRSRY 
ATTESWVEDIATAKSNPNRLPL 
KFTATCALPLRLAGFQ\PRWMD 
NPQQLNTLA PPA S Y RSI *TA * CL 
K*KNPRPRQQSCRR* RDGNQYE 
TLANARQKGIEKTCGT1NKAG 
MPITT 



3480 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


25870 


56238 


A 


26011 


2 


1854 


CGGTLARACDGCLNGEFAA/LI 

TGPVHKGVINDAGI/PFTGHTEF 

FEERSQAKK/VVMMLATEELRV 

ALATT/HLPLRDIADAITPALL/H 

QPK.YLDNADAVLAMY/HDQGL 

PVLKYQGFGRGV/NITLGLPFIR 

TSVGHG/TALELAGRGQ/ADVG 

SFIRPYSAIK*L*NAGASVRWLS 

ERRICRAITGPVHKGVINDAGIP 

LPVIPSFSKSVRRRKRCDDAGD 

RRTSRGAGNDALPLRDIADAIT 

PALLHNRNIL1TPTPCWRCTRSG 

SSRAKIPGLRARCDITLGLPFIRT 

SVGHGQPLNWRDVANRCWQF 

YTPLFCHQMIVKPMHNR1PRAT 

YRGAVKSAIGLGCCCLKASATR 

CAYRWRRSGRRDQSRFRYFEIA 

GIRSRGI'NFIACPTCSRRNLMLS 

VRJLTRWSNAWRYHHSDGRFD 

YRLRGECPGEALVSTLGVTGG 

NKKAASMKMGAQRPSGQQDM 

1DQLEARIRAKASQRTKRVELT 

FSRLKNNNVEKQDTALFALYQ 

RRLRCVRKVRRYVMAAVSAGC 

GGGVCAVSAYMPLNRLPNAQE 

ANNEYTSFENCIK.CTVCTTACR 

VTLRNNDPKLPYLVKAGLKMK 

RVTRSPRRYC A A A S ATH RFNDE 

RAGKVQGMPDINKLPADRETC 

STLTC A RSRQNQTNP YPAN RA A 

NAYQVVLATKALEKVSMKSP 

WQHKVSSPAAVRHLPSITQRRT 



3481 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25871 


56239 


A 


26012 


1 


1504 


MG I VASASVQA AE1 YNKDGNK 

LDVYGKVKAMHYMSDNASKD 

GDQSYIRFGFKGETQINDQLTG 

YGRWEAEFAAWTDMFPEFGG 

DSSAQTDN FMTKRASGLATYR 

KTTSS A YR WPE LNLQ YHRCTS 

AARAMLLSGRPVMQ1NERTAV 

RRQMTVYLRVERIHEIDPLVSL 

SHSMSVIPIDVERPIAAAPCTPG 

LWRTKTPLRVPSTYPLRLPGRA 

RVVCHRTFRLHLCKDWVFMFS 

GLLI1LVPL1VGYL1PLRQQAAL 

KVINQLLSWMVYLILFFMGISL 

AFLDNPRPYLADSVPDRQLLAP 

VNSISRYKTIEWLNYIATELHK 

GFTPLFRPDTPEEYKPTVRAHSE 

KKLQYVNEALKDEHWICGQRF 

TIADAYLFTVLRWAYAVKLNL 

EGLEH I AAFMQRMAERPEVQD 

ALSAEGLKGSRHLSAGARRLIL 

GIIVTFSLILALICVTQPFNPLAQ 

FIFLMLLWGVALIVRRMPGRFS 

ALMLIVLSLTVSCRYIWWRYTS 

TLNWDDPVSLVCGLILLFAETY 

A WI VLVLGYFQV V WPLNRQPV 

PLPKDMSLWPSVDIFVPTYNED 

LNVTPDELKQVLDVAAALKAL 

K A b IN 1 i> 1 Jv V r IN i>U L U i i> V r KJJ IN J> 
Tp td cqv ac at mi t f.T Anorn V\ 

Cfl'Cni A TJPCT\^T?CTA'M\ylICCT 

bUK-o^lAriUr- 1 VKcl AINIVUbrL, 
a V\ a ir:i£?p>r*\,iVT p.An\iAVUi?p 

VGAALDDGYKQASGFSEPAMR 


25872 


56240 


A 


26013 


2903 


3024 




25873 


56241 


A 


26014 


123 


335 




25874 


56242 


A 


26015 


2634 


2787 




25875 


56243 


A 


26016 


1477 


2485 


N PEQLMVKTQRVVITPGEPAGI 
GPDLVVQLAQREWPVELVVCA 
DATLLTNRAAMLGLPLTLRPYS 
PNSPAQPQTAGTLTLLPVALRA 
P VTAGQL A VENGH YV V ETLAR 
ACDGCLNGEFAALITGPGVHKG 
VINDAGIPFTGHTEFFEERSQAK 
KVVMMLATEELRVGLATTHLP 
VRDIADAITPALLHEG I AILHHD 
LRTKFGIGEPRILVXGGLNPHAG 
EGXGPMGTEEIDTHPVLNELRA 

t^oMlvLlN u 1 Lr JKU 1 L,t Is. Y L1J 

NADAVRPMYHDQGLPVLKYQ 
GFGRGVNITLGLPFIRTSVDRGT 
ALEL AGRGKAAD VG SF1TALNL 
AIKMIVNTQ 



3482 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25876 


56244 


B 


26017 


1 


3432 




25877 


56245 


A 


26018 


1385 


2536 


KSSQSHLITGMLEHVFVKSGDT 
PSR/LPELMNGAQALANQINT/F 
VLNDADGAQAIQLGAN/HVWK 
LNGKPDDRMIED/Y AGVMADTI 
RQHGADGL/VLLPNTRRGKLLA 
AKIAPDASRTGETH/TVEWQAP 
AVAITRTATQARQSNSVDLDK 
ARLVVSVGRGITDSQTLRLYYI 
RLPPSLMGMRLTVFLLPICGFH 
RVGPPTLLSVLATNRNRNAKVF 
AHKNAPKFRSHTASEQWKSSIA 
HNKGVHPRVTSHTHARHSLME 
TDIPHNIHSGHASPADITRHRAQ 
VFNSVPKMASPIGDRVPTLHTQ 
HNSPANTGKAQSLLTCGPAAES 
CCRL1PRQMVSLVFRLKARLLLI 
TTELPKGLVPVATISGTGNFGN 
TQSANPYRPSENTDLSLS 


25878 


56246 


A 


26019 


926 


1293 


LSPNPKEPSCRTRLKKSGFFTRI 
SAGAEPLMAIPARLSNSLACGA 
RDSAAKE/GFVVVPVCVAVEA 
DIAELDDEERDEFMADVGFTW 
GVKEVRAWTIPVGATAPQAAG 
KIHTDFEKGFIRAQT 


25879 


56247 


A 


26020 


1 


1278 




25880 


56248 


A 


26021 


678 


1526 


ERNTNTCEVVPNRKRAYASHD 

MELSISP VGKGA SKGEVNPADD 

IEV1NTELALADLDTCERAIHRV 

QKKAKGGDKDAKAELAVLEK. 

CLVPQLENAGMLRALDLSAEEK 

AAIRYLSFLTLKPTMY1ANVNE 

DGFENNPYLDQVREIAAKEGSV 

VVPVCAAVEAD1AELDDEERDE 

FMQELGLEEPGLNRVIRAGYKL 

LNLQTYFTAGVKEVRAWTIPV 

GATAPQAAGKIHTDFEKGFIRA 

QTISFEDFITYKGEQGAKEAGK 

MRAEGKDYIVKDGDVMNFLFN 


25881 


56249 


A 


26022 


1177 


1605 




25882 


56250 


A 


26023 


1 


644 


MDNHIALDFLLASECGSVYVY 
ATTHGRNMAGARALWRATGM 
TDADFGKPIIAVVNSFTQFVPG 
HVHLRDLGKLVA EQI E A AGG V 
AKEFNTIAVDDGIAMGHGGML 
YSLPSRELIADSVEYMVNAHCA 
DAMVC1SNCDKITPGMLMASL 
RLNIPVIFVSGGPMEAGKTKLS 
DQIIKLDLVDAMIQGADPKIN/D 
YQSRGRRCPNRCFRCKNQAGS 


25883 


56251 


B 


26024 


1 


1944 





3483 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25884 


56252 


A 


26025 


] 


1488 




25885 


56253 


A 


26026 




1919 


MNKAHFVSNLGATKCCPLSFLP 

YRWRRVIAFVVAFYFRHLIDLL 

VVQMHFKLVKGNVDVVFTAQ 

LIDSTVQLIDSTTTVTQFTHIQT 

QLMIQRAGTKCRKEDFRHCVGI 

LEPEWYPIIVVRVVVDVSQFEV 

RSQSLIFAVGEGITCIYTQFITHA 

VVRLTVNFHVVAQLSSPDWNR 

PETLPVRSHVTSITQFEVVTGFQ 

TEAPSVGVGATVNVSTVAHGC 

RQVVVEVRVAQATINKDVVRE 

VSRRVDVGSLAVLIHLTRTVIH 

VTFSEACSRTDDPLSVVTVNFGI 

NTDHDAVN1LIIVDGAVVAVEV 

TTEVAYPCAAVISQAMTRVGQ 

TSTNGVWTISSVNAFQIRTGAA 

RSLAPPWSLTEKVFCGTTMER 

MRAALEAIMPFTESSSATQAPY 

LPCGRECGLAVRQFFGRGEGIE 

TVAYLFRIIRVVRTRVLSIGGFS 

RTRJ SSTPVKIATLRQN RSDCHA 

AMIADTYRQVTPTDPFSRHPFS 

RVLRGLFFIIFKDTKAHNGIGMI 

GGVNRRADYLNLLEKVFGDRV 

SSPQWQATLKAIVPSYGRKLNG 

DVAATERELQYTSEVVGLNYD 

KPQ A A DN N RQHKVRAARSRRQ 

pt a r.nr, a *q a acta apt ami mt i 
EKVFGDRVSSPQWQATLKAIVP 
SYGRKLNGDVAATERELQYTS 

CV VOLJN I JJlS-r ^/\ A UN IN Kl^JrliV 








26027 





2130 




25887 


56255 


A 


26028 


1144 


1309 


PGGSTPMAVEDPDFRSSERVLR 
FQPAVSVYGPEQPAV*DYAQTS 
Y LRTRPRRS DP 


25888 


56256 


A 


26029 


1 


3546 





3484 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25889 


56257 


A 


26030 


1097 


3332 


TRVLVLDHRLLRCLYATVCAG 

A S WGMNPV VC SQQ I DPQFHTM 

LMICASEEAQRMQQASEDEFN 

RALNIAFDNRLGLCK.VESARQV 

FPLTGRYARQFASHRLALVGD 

AAHTIHPLAGQGVNLGFMDAA 

ELIAELKRLHRQGKDIGQYIYL 

RRYERSRKHSAALMLADSFVR 

TTHALRRSHGGFPRLDDAAAL 

RFANRRTSCERNDDNTWSRSL 

Y ADLKNGTAQN I RAK.F VFIG AG 

GAALKLLQESGIPEAK.DYAGFP 

VGGQFLVSENPDVVNHHLAKV 

YGKASVGAPPMSVPHIDTRVVL 

DGKRVVLFGPFATFSTKFLKNG 

SLWDLMSSTTTSNVMPMMHV 

GLDNFDLVKYLVSQVMLSEED 

RFEALKEYYPQAKKEDWRLW 

QAGQRVQIIKRDAEKGGVLRL 

GTEVVSDQQGTIAALLGASPGA 

STAAP1MLNLLEKVFGDRVSSP 

QWQATLKAIVPSYGRKLNGDV 

AATERERKTLHVIFNDLRPEQC 

EAGKSPSRVQLQTWTNGGMLN 

APLSLRLTLVEKLASMLDPGHL 

ALTQIAQHLALLQKMDHRQHS 

AFPELPQQ1AALYEWFSARCRW 

vcifAf tophi i vha r.nncpmc 

TRWRAGAYNAWSLPGRCFIVL 

EELRWGAFGDACRLGSPQAVA 

LLLGDLLEKATQHLAESFNAAP 

TTRHYYHQWFASSTVPTGGEH 


25890 


56258 


A 


26031 


115 


654 


HATQTMTPWFLYLIRTADNKL 

YTGITTDVERRYQQHQSGKGA 

KALTGGSARSPLIKKALAEQLP 

GIPIAGGDDFGSVTAGLAR*RF 

HQRHGPCWSMKAESLQLCRAD 

CQRRFQPMSFGGH FRH YRLSVC 

WRYRFIRPEHKTAFTARFPVDN 

RLGQMVAKPFHLLNATTGNIC 

GCFNTKRP 


25891 - 


56259 


— 


26032 





348 




25892 


56260 


A 


26033 


1 


906 




25893 


56261 


B 


26034 


59 


910 




25894 


56262 


A 


26035 


1 


3684 




25895 


56263 


A 


26036 


1 


2634 





3485 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25896 


56264 


A 


26037 


1162 


3478 


LVRFGLLPLAYSARCFSARSED 

RPKDECETCCIKYPNGRNVLSQ 

EIHQVFVLNGIQSMSGYVYNLG 

NELASMQGLVDVVRLSPQGSS 

AREAFSHSLDLARLAEKRGYH 

RYWLAEHHNMTGIASAATSVLI 

GYLAANTTTLHLGSGGVMLPN 

H SPL V 1 AEQFGTLNTL YPG R I DL 

GLGRAPGSDQRTMMALRRHM 

SGDIDNFPRDVAELVDWFDAR 

DPILEPTHNGRRLCSTVRHPRM 

GYTPGVEPTTGPLGQGLANAV 

GLAIAERTLAAQFNQPDHEIVD 

H FTY VFMGDGCLMEEG WFTD 

DTAKRFEAYHWHV1HEIDGHD 

PQAVKEA1LEAQSVKDKPSL1IC 

RTVIGFGSPNKAGKEEAHGAPL 

GEEEVALARQKLGWHHPPFEIP 

KEIYHAWDAREKGEKAQQSW 

NEKFAAYKKAHPQLAEEFIARR 

MSGGLPKDWEKTTQKYINELQ 

ANPAKIATRKASQNTLNAYGP 

MLPELLGGSADLAPSNLTIWKG 

SVSLKEDPAGNY1HYGVREFG 

MTA1ANGIAHHGGFVPYTATFL 

MFVEYARNAARMAALMICARQ 

IMVYTHDS1GLGEDGPTHQAVE 

QLASLRLTPNFSTWRPCDQVEA 

AVGWKLAVERHNGPTALILSR 

QNLAQVERTPDQVKE1ARGGY 

VLKDSGGKPDIILIATGSEIEITL 

QAAEKLAGEGRNVRVVS\LASS 


25897 


56265 


A 


26038 


1 


1033 


MNKSPKTRD1QEEELEVLLEEE 

A AGGDEDREKEIL I ERIQSIKEE 

KQKGLGLAAGWTADVSSRRPG 

ASQLPPPPTHPIPQYRGWGPPD 

QHLLSTLWTNVGSYKSGSFLQL 

GGWCMNLDMDLNSEESRWLF 

RRHWDTGGIKPHERKRAVAHL 

TLSEREEIRAGLSAKMSIRAIAT 

ALNRS PSTI SREVQRNRGRR Y Y 

KAVDANNRANRMAKRPKPCLL 

DQNLPLRKLVLEKLEMKWSPE 

QI SG WLRRTKPRQKTLRI SPETI 

YKTLYFRSREALNHLNIQ\HLA 

RSH WL WPG ERYVNRNGERGPV 

TLWTG/TPISDGSRTSVKRALGQ 

WGEHLSRRNAFFPLCATVV 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25898 


56266 


A 


26039 


797 


1440 


PAMRLTAMRCISMKSRLPASR 

MQFCATVRWKYRCHREPTLSA 

QHGAFRSINPTPRNSRGNCWKK 

REMKWAN WPI WCR* KN * RERS 

LSAICCASRK/TGQFVLPPARYH 

LRRSHSLRHGRRHTRKGERGTI 

NIVNGTPIHERSRNIDNRRSLGH 

WEGDLVSGGVGTVIGVVTGVI1 

FTVINYGLTYIGVNPYWQYIIK 

G A 1 IIF A V ALDSLK YARKK 


25899 


56267 


A 


26040 


687 


1106 


GSLSLTALLPDTAEREE1RAGLS 
A K. M SI/RA I ATA LN RS PST 1 SRE/ 
VQRNRGRRYYKAVDAN/NRAN 
RMAKRPKPCLLDQ/NLPLRKLV 
LEKLNIQHLRRSHS/LRHGRRHT 
RKGERGTIN/IVNGTPIHERSRNI 
DNSALVTVLR 


25900 


56268 


A 


26041 


1 


2851 


MKTLIARHKAGEHIGICSVCSA 
HPLVIEAALAFDRNSTRKVLIEA 
TSNQVNQFGGYTGMTPADFRE 
FVFTIADK.VGFARERIILGGDHL 
GPNCWQQENADAAMEKSVEL 
AVVIDLWSRAVIGWSMSPRMT 
AQLACDALQMALWRRKRPRN 
VIVHTDRGGQYCSADYQAQLK 
RHNLRGSMSAKGCCYDNACVE 
SFFHSLKVECIHGEHFISREIMR 
ATVFNYIECDYNRWRRHSWINS 
LLSQKRNTQGR1EDGRQH 


25901 


56269 


B 


26042 


1 


1048 




25902 


56270 


A 


26043 


323 


1290 


GTSMNTVGTPLLWGGFAVVVA 

IMLAIDLLLQGRRGAHAMTMK 

QAAAWSLVWVTLSLLFNAAF 

W WYL VQTEV3RA VADPQA L AF 

LTGYLIEKSLAVDNVFVWLML 

FSYFSVPAALQRRVLVYGVLG 

AIVLRTIMIFTGSWLISQFDWIL 

YIFGAFLLFTGVKMALAHEDES 

GIGDKARWCAGYA/VHLRMTDT 

IDNEHFFVRKNGLLYATPLMLV 

LILVELSDVIFAVDSIPA1FAVTT 

DPF1VLTSNLFA1LGLRAMYFLL 

AGVTKRFSMLKYGLAGILVF1G 

IKRLIVNFNLLQTRACLGGGWA 

FGETLIIKPGEYRMKTAGG 


25903 


56271 


A 


26044 


28 


96 




25904 


56272 


A 


26045 


1 


777 





3487 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25905 


56273 


A 


26046 


77 


532 


KPSRPEISKGKSVKPAASRRARE 
CAVQALYSWQLSQNDIADVEY 
QFLAEQDVKDVDVLYFRELLA 
GVATNTAWLDGLMKPYLSRLL 
EELGQVEKAVLR1ALYELSKRS 
DVPYKVAIKEA1ELAKSFGAED 
SHKFVNGVLDKAAPVIRPNKK 


25906 


56274 


A 


26047 


3 


175 




25907 


56275 


A 


26048 


85 


440 


YSSSSLWAARKRRQMVLSARR 
FATSDRVCRCVLVWSAGTSRA 
KSKSTGWLSMASKAIGVSS*TK 
TPTARRVSSSSLPCGMAIPLPIP 
VLPIFSRVRIASKTT*GSSLSCFA 
ARSLMTS 


25908 


56276 


A 


26049 


80 


706 


KLIQVAVVIGGGQPLGAFLCHG 
LAAEGYRFPVVDIQSDKAAANV 
AQEINAEYGESMAYGFGADAT 
SEQSVLALSRGVDEIFGRVDLL 
VYSAGIAKAAF1SDFQLGDFDR 
SLQVNLVGYFLCAREFSRLMIR 
DGIQGR11QINSKSGKVGSKHNS 
GYSAAKFGGVGLTQSLALDLA 
EYG1TVHSLMLGNLLKSPMFQS 
LLPQ*KTKLG1K 


25909 


56277 


A 


26050 


741 


893 


TGCSGKRSLQQRREERRRNPVQ 
K1RCTV*RVRNGRIRYCSPRAGF 
YSRYR 


25910 


56278 


A 


26051 


269 


987 




25911 


56279 


A 


26052 


1 


1268 


MDAKCDRSRFPWLWPTKRPRG 

CFATFVPIG1PYDQTKTHLHTLS 

LVAKRLADKT1CRRLRAAQSDE 

ELYQI1TDTEGTPDEARCEEKQY 

MVLMIVSGRSGSGKSVALRAL 

EDMGFYCVDNLPVVLLPDLAR 

TLADREISAAVS1DVRNMPESPE 

IFEQAMSNLPDAFSPQLLFLDA 

DRNTLIRRYSDTRRLHPLSSKN 

LSLESAIDKESDLLEPLHGFPDY 

DTVGFSCKRRIDYVCRIKHSRRI 

RQVVLLNFAKSGAFSTTRGTDD 

KTRRSLLVTL/V A YFLCAR/EFS 

RM/MIRDGIHVRIIQINSKSGKV 

GSKHNSGYSAAKFGGVGLTQS 

LALDLAEYGITVHSLMLGNLLK 

SPMFQSLLPQYATKLGIKPDQV 

EQYYIDKVPFKRGCDYQDVLN 

MLLFYASPKA\SY\CTGQSINVT 


25912 


56280 


A 


26053 


1 


168 


LKVFILVIFTLSRE*EHAMFGFL 
FLC*FAENDGFQLHPCPCKGHE 
LILFYGCIVFH 


25913 


56281 


A 


26054 


2 


253 





3488 



WO 01/075067 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25914 


56282 


B 


26055 


319 


3780 




25915 


56283 


A 


26056 


513 


762 




25916 


56284 


A 


26057 


375 


550 


GVGLCGRSSIRRNM*CK**G*/L 
SPK.IALMACGRRHTRSLFMTSK 
DLSRMMRLQKEIRL 


25917 


56285 


A 


26058 


662 


1033 


EPKRASGCMWPVGAHCHHPLL 

LLACQQKLGPPSHQASSRS*NIQ 

TLDRLCMSSWIPQEHSSSQSWH 

RSCFLNVTRPWSFYSPVGKNR 

WMGPFWSFSLDALLLFFTLHSY 

VAWPVEMMALNLLG 


25918 


56286 


B 


26059 


1 


2034 




25919 


56287 


A 


26060 


369 


515 


HAK.PPGGLGHCSLCPSHYSCIH 
G*KGPRYVSVSCSRGWKPEAT 
KAFMW 


25920 


56288 


A 


26061 


352 


2631 




25921 


56289 


B 


26062 


10 


351 




25922 


56290 


A 


26063 


321 


537 


EPLDTGRGTSHTRACHGVGYW 
GRDSVRRYT*CK*RINGYSTPT 
WHMHEYVTNLHIVHMYPRTYS 
IIIKKMSD 


25923 


56291 


A 


26064 


788 


912 


VHTHLSERTRKCLPPPAPS*WV 
TCHHG DCCLPTRLRAPQGP 


25924 


56292 


A 


26065 


1348 


1799 




25925 


56293 


A 


26066 


606 


2219 


ATYPSAHYPDHNRGEFLWPSL 

GLGKELDTFWSSLRVFGSPVSA 

VSRELVRKFSLGGTVDSTGSLP 

VCGDISPVSDVA/ACTREPLRFR 

LQVGDR YITLM DLPG VGESGA 

RDTEYAALYREQLPRLDLVLW 

LIKADDRALTVDEHFYHQVIGE 

VYRHKVLFVISQSDKAEPTSGG 

GQLSTAQKQNISRKICLLHELFQ 

PVHPVCAVSVRLQWGLKVMA 

ERMIKCLPREATSPVVSQLHPSF 

RTTVVREQARSDFGETVGAVL 

DSISAFPLIPAPVRAVIQAVRTT 

VVSFAASVTLLLLPLRSTPVEKS 

PTCILPASETFPLLVVMLNPVAS 

LLTLTSPVLDTSCPTHSLSAAQP 

N LIQLSGNNNI S FV VM RA V VTN 

VLNTMRTACNSQATIQ1YNADI 

ARDFGTRGIFSINSGFSTVYSRRI 

GHQSPEVTGEAMALTLSSQPSC 

IDDGLVAVNLDTDGLRIGDARQ 

KAITAGYPVVDTDDKCRIRRLR 

RIRHEQCADENSYQAYNYCRP 

VGRIRHLCRIRQSMPDATLSRLI 


25926 


56294 


A 


26067 


543 


741 





3489 
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SEQ ID 

NO: 


SEQ ID NO: 
of pepride 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25927 


56295 


A 


26068 


3 


373 


VYTGLKPRTIDAQYTPINVV/W 
KFLSLTHHAYSPLLVVINKAKF 
DGLSPEFQQALVSSAQEAGNY 
QRKLVAEDQQKIIDGMKEAGV 
EVITDLDRKAFSDALGNQVRD 
MFVKDVPQGADLLKAVDE 


25928 


56296 


A 


26069 


I 


1107 


MGAFTGKTVLILGGSRGIGAAI 
VRRFVTDG AN V RFT Y AG SKD A 
AKRLAQETGATAVFTDSADRD 
AVIDVVRKSGA*ILILKRRS1SSA 
FNSRASPKTPIPAFTTRJSNAPLL 
RTTSMTASLSALSVNTAVAPVS 
CARRLAASFDPA 


25929 


56297 


A 


26070 


39 


254 




25930 


56298 


A 


26071 


1432 


1845 




25931 


56299 


A 


26072 


674 


1614 


AV1VVAILVSKSTGAWVAFSIR 
MPSITFSHNSVVAGVASARKDS 
SPSYGDPLESAIPKLNVKRSRSG 
LSKSLLTLTSCSTIWTNWITGQT 
PLKPCSVTGSVVPKAWRSPSTL 
TTMTTR*PFTLPA/LDTFISRPAG 
CTYANECHAPESATIRNDVAAR 
PCNCAQCAALDCVSVFVTIRHS 
CSSVYSAPG1LVAALQAGHKPV 
ALVGGATGL1GDPSFKAAERKL 
NTEET VQEWV DK 1 RKQVAPLP 
DRKN 1 SPADSRLSPDGRYRG YV 
HPAPPIPDSHL1 RH HRC VI YQWR 
QCLAQFRLNGWAASRSQSICRI 
GCD 


25932 


56300 


A 


26073 


1 


3476 


MSSSC1EEVSVPDDNWYRIANE 
LLSRAG1AINGSAPADIRVKNPD 
FFKRVLQEGSLGLGESYMDGW 
WECDRLDMFFSKVLRAGLENQ 
LPHHFKDTLR1AGARLFNLQSK 
KRAWIVGKEHYDLGNDLFSRM 
LDPFMQYSCAYWKDADNLESA 
QQ A RLKMICEKLQLKPGM R V L 
DIGCGWGGLAHYMASNYDVS 
VVGVTISAEQQK.MAQERCEGL 
DVT1LLQOYRDLNDQFDRIVSV 
GMFEHVGPKNYDTYFAVVDR 


25933 


56301 


A 


26074 


200 


1100 




25934 


56302 


A 


26075 


1 


2061 




25935 


56303 


A 


26076 


1 


3294 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25936 


56304 


A 


26077 


1 


2064 


MNYSLKQLKVFVTVAQEKSFS 

RAGERIGLSQSAVSHSVKELEN 

HTGVRLLDRTTREVVLTDAGQ 

QLAFRLERLLDELNNTLRDTGR 

YGATTERSARYSASLPAPTSGR 

SEPAALVQNSSSQPSSLKENIM 

KLRSVTYALFIAGLAAFSTFFLA 

VAQSIRCGYETSQADSQHSGAK 

KFNDLLQERPKGELKLKLFPDS 

TLGNAQAMISGVRGGTID\MEM 

SGSNYFAGLSPVMNLLDVPFLF 

RDTAH AHKTL DG K. VGDDLKAS 

LEGKGLKVLAYWENGWRDVT 

NSRAPVKTPADLKGLKIRTNNS 

PMNIAAFKVFGA\NPI\PMPFAE 

VYTGLETRTIDAQEHPTNVVWS 

AKFFEVQKFLSLTHHAYSPLLV 

VINKAKFDGLSPEFQQALVSSA 

QEAGN YQRKLV AEDQQKI IDG 

MKEAGVEVITDLDRKAFSDAL 

GNQVRDMFVKDVPQGADLLK 

AVDEPGWAERDIWAFAPAFFY 

PLFISDFNRVRLEFVGHYQDVC 

EKPASTTLWLDVGRSSGLDLTY 

QTLNVKNDLSHFPVPFFDPSDN 

RTNTLPMVFAGAPDVGLQQAS 

AIVASWFGSRSGWRGQNFPVL 

YNQLPDRNAIVFATNDKRPDFL 

RDHPAVKAPVIEMINHPQNPYV 

KLLVVFGRDDKDLLQAAKGIA 

QGNILFRGESVVVNEVKPLLPA 

GSQPVWSSSASESRCCFYA 


25937 


56305 


A 


26078 


• 


480 


LGNTKTVKGWLAQLPAKYHQ 
RATCMFDRHGLLALLAGRFLA 
FVRTLLPTMAGISGLPNRRFQFF 
KAKLR\WLS*PTRIAAALAFMP/ 
FMDDHHPRLMQTVILQILQRRG 
TGDRLKIMVERRYAHVGFCRQ 
LLDAQVFGVF1LNPFQHAANQT 
EVSLATDQRQ 


25938 


56306 


A 


26079 


1 


2184 
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SF.Q ID 
NO: 


SEQ ID NO: 
nf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25939 


56307 


A 


26080 


1429 


2152 


NLFREVVFPTHCPVCGSDVERV 
EGEAVARCTGALICGAQRKESL 
KHFVSRRAMDVDGMGDKIIDQ 
LVEKEYVHTPADLFKLTAGKLT 
GLERMGPKSAQNVVNALEKAK 
ETTFARFLYALG1REVGEATAA 
GLAAYFGTLEALEAASIEELQK 
VPDVGIVVASHVHNFYLPKKAT 
AMSSASCWRKVFTGLRRSLSTR 
KRLTARLLVKPWCLRAASGTP 
LKRASLLMFSGCFSHTSGLAMY 


25940 


56308 


A 


26081 


1 


2448 




25941 


56309 


A 


26082 


125 


741 


AHLNRTRWKVCWIR*RKISPW 
AKRNTKTVKGVWLAQLPAKYH 
QRATCM F\DRHGLL ALL AGRFL 
AFVRTLLPTMAGISGLPNRRFQ 
FFNWLSGLLWVSVVTSFGYAL 
SM1PFVKRH EDQCRNG VFGKR 
KGGIAAALILTRLRRRFVSSWK 
RFRELRRKSSQADDMNVFGILE 
DFTHQFIGGAFLRADISGAAKM 
SCLAKAQASSSMH 


25942 


56310 


A 


26083 


1066 


1359 




25943 


56311 


A 


26084 


256 


952 


RLK.RCSTGKSMAVIQDIIAALW 
QHDFAALADPHIVSVVYFVMF 
ATLFLENGLLPASFLPGDTLLIL 
AGALIAQGVMNFSGLRIAVLDP 
RNQVRGGGLS1FKGRWLGNPK 
TVKG\WLAQLPAKYHQRATCM 
FDRHGLLALLAGRFLAFVRTLL 

r 1 IVlAOIoOLrrNrvivrt^r r fN WL.z>lj 
LLWVSVVTSFGYALSMIPFVKR 
HEDQVMTFLMILPIALLTAGLL 
GTLFVVIKKKYCNA 


25944 


56312 


B 


26085 


1 


1290 





3492 



wo 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25945 


56313 


A 


26086 


1 


1839 


MRCQNAWW1MQHSSGSERLSS 
VLLHFRRTNLADSNDRJQYHSL 
RFFDEDGAQWLVILGDVLNHG 
PRNALPDGYAPRKVAERLNEV 
AHKVIAVRGNLRQRVDQMLLI 
SRAINRLVASNWNRRSAQMRC 
PISGKNLAWIPVQLPVYWQNN 
CRRLLMRSHRKHGSGTNLPGE 
LM A IKLIAIDMDGTLLLPDHTIS 
PAVK.NAIAAARARGVNVVLTT 
GRPYAGVHNYLKELHMEQPGD 
YCITYNGALVQKAAD/GYDDY/ 
RF/LEKLSRE VG SHFHALDRTTX 
LYTAN\RDISYY\TVHEFLRCHQ 
FPLVVCDGGRMTPRAMFLFSSA 
HILMPLNYrTNSHINTLFPVAGT 
LMVEPTESESKVELDRFIDAML 
AIRAEIDQVKAGVWPLEDNPLV 
NAPH1QSELVAEWAHPYSREVA 
VFPAALVTGGSRGIGRATALLL 
AQEGYTVAVNYQQNLHAAQE 
VMNL1TQAGGKAFVLQADISDE 
NQVVAMFTAIDQHDEPLAALV 
NNAGILFTQCTVENLTAERINR 
VLSTNVTGYFLCCREAVKRMA 
LKNGGSGGAIVNVSSVASRLGS 
PGEYVDYAASKGA1DTLTTGLS 
LEVAAQGIRVNCVRPGFIYTEM 
HASGGEAWTRRSR 


25946 


56314 


A 


26087 


2 


1275 


VNFSPKSSQIHHALRTVAGRFA 
VKSIDYFWHDSCNASKRFHIWE 
SIMLELLFVIGYLVMLMVTGVS 
LLGIIAALVVATAIMFLGGMLA 
LMIKLLPWLLLAISVVWVIICAI 
KAPKVPKYQRYDRWQLAVRRS 
PLLPDHTISPAVKNAIAAARAR 
G VN V VLTTG RP Y AG V HN YLKE 
LHMEQPGDYCITYNGAL/VYRK 
AAGWLAPLAAKLLLKLMDELI 
GFLEKLSREVGSHFHALDRTTL 
YTANRDISYYTVHESFVATIPLV 
FCEAEKMDPNTQFLKVMMIDE 
PAILDQAIARIPQEVKEKYPVLK 
APNLQQPHGSSGSSFHREIFFSS 
RSEDKRRGGLVVSGISLLVVSA 
GPWVRNANEPLGQLKTWFSLS 
HTLTLTYTRAPACRLTSTQTEP 
RARPCLSPLSSEPRDRSLTPRLG 
QRF1YLAVQ 


25947 


56315 


B 


26088 


1 


1509 




25948 


56316 


A 


26089 


1 


1323 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


[Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25949 


56317 


B 


26090 


1 


5073 




25950 


56318 


A 


26091 


249 


531 


CWAMRMDSKVGVITP1RMWSA 
SG PFAMGTLVPTF A A VTDIPTK 
SVTTCLRQICERWQAPSTR*SRF 
ASLSQPAPRFTPSP1TLALVLLP 
ARRC 


25951 


56319 


A 


26092 


3 


1038 


LVLFGVAETYPVANDFAAGAG 
AYVRGRYAAGVRAWPTIITRK 
TMKTLVVALGGNALLQRGEAL 
TAENQYRNIASAVPALARLARS 
YRLAIVHGNGPQVGLLALQNL 
AWKEVEPYPLDVLVAESQGM1 
GYMLAQSLSAQPQMPPVTTVL 
TRIEVSPDDPAFLQPEKFIGPVY 
QPEEQEALEAAYGWQMKRDG 
KYLRRVVASPQPRKILDSEAIEL 
LLKEGHVVICSGGGGVPVT\ND 
GAGSESVIHKDLAAALLAEQIN 
ADGLV1LTDADAVYENWGTPQ 
QRAIRHATPDELAPFAKADGSM 
GPNVTAVSGYVRSPVQMHHRQ 
FQPVIIH1ATNQ1DHHRRJIHHWL 


25952 


56320 


A 


26093 


1 


3639 


MKRL1VG1SGASGAIYGVRLLQ 

VLRDVTD1 ETHLVMSQAARQT 

LSLETDFSLREVQALADVTHDA 

RDIAASISSGSFQTLGMVILPCSI 

KTLSGIVHSYTDGLLTRAADVV 

LKERRPLVLCVRETPLHLGHLR 

LMTQAAEIGGNTGEIDEEELES 

LL Y AI AKGN VFNFQTI LHLPVA 

VQNDT1DFYQMFARIWSSHPQ 

WLTLYLAQHRAVIIPDDAKLHR 

NLLRWYSAGRLDIPELLDYAQS 

WRETEPDNEDAPY 



3494 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25953 


56321 


A 


26094 


1 


1260 


AWARQDRRLSVKQWGKPPVD 

ET1PAKEQVRILRKLFDRYYGE 

VAGRGDGFCSPHVARYVGRVA 

G*RPCRLGPGHPTNRTPFVAPL 

LEALDIAK.YFSVVIGGDDVQNK 

KPHPDPLLLVAERMGIAPQQML 

FVGDSRNDIQAAKAAGCPSVG 

LTYGYNYGEAIDLSQPDVIYQSI 

NDLLPALGLPIAKIRNRKMTKPI 

VFSGAQPSGELTIGNYMGCTEA 

DRQFAFNFNNFVLIQLLTNGGP 

DRLGTTTPAGY TDLLVNYTYRJ 

AFEGGGGQDFGLAAAIATLIFL 

LVAIMFPLLMVVAISLRQGNFA 

TGSLIPEQISWDHWKLALGFSV 

EQADGRITPPPFPVLLWLWNSV 

KVAGISAIGIVALSTTCAYAFAR 

MRFPGKATLLKGMLIFQMFPA 

VLSLVALYALFAPRVRAALCY 


25954 


56322 


A 


26095 


1 


3240 




25955 


56323 


A 


26096 


494 


792 


ATRLRHGVTSVGGDGGLQLTV 

MDKLDVILLMSV/NPGFGGQSFI 

PQTLDKL/REVRRRIDESGFDIR 

L/EVDGGVKVMMIGEIAA/AGA 

DMFVAGSAIFDQPDAR 


25956 


56324 


A 


26097 


1624 


2390 


RTSERRWHAKALLKLFSAHHA 
GFVCCKEEEERLATGKVGWLP 
VETLLAQQHIEGHYQVDPSLFK 
PNADCPVRVSGMSMKDIGIMD 
GDLLAVHKTQDVRNDPLLVPL 
FTLIREGKLAANWPLEQDELLT 
RLQKSCDMTQVSADYNALFIG 
DECAVPPYRSAWVEGATEAEV 
RAFLSERGMPLADTPADHIGTL 
LLAASWLEDQSTEDESEALETL 
FKRGA/LPKSLCLWGKAPAPHG 
SPVGGFSKGPKTWAPHEGAS 


25957 


56325 


B 


26098 


1 


534 




25958 


56326 


A 


26099 


67 


399 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25959 


56327 


A 


26100 


8 


1016 


PESRRKAVMTQPVLD1QQLHLS 

FPGFNGDVHALNNVSLQINRGE 

IVGLVGESGSGKSVTAMLIMRL 

LPTGSYCVHRGQISLLGEDVLN 

AREKQLRQWRG/ARVAMIFQEP 

MTALNPTRR1 ALQMMD VIRH H 

QPISRREARAKAIDLLEEMQIPD 

AVEVMSRYPFELSGGMRQRVM 

1ALAFSCEPQLIIADEPTTALDVT 

VQLQVLRLLKHKARASGTAVL 

FISHDMAVVSQLCDSVYVMYA 

GSVIESGVTADVIHHPRHPYTIG 

LLQC APEHG VPRQLLPAIPGTV 

PNLTHLPDGCAFRDRCYAAGA 

QCENVPALTACGDNNQR\GAC 

WYPQQEVISV 


25960 


56328 


A 


26101 


3 


102 


ISRLNTQQHFG*RTRQ1SPHSPQ 
GCSRCPLHS 


25961 


56329 


A 


26102 


290 


490 


SSLNSCMAVWDKTRL1RQ*LV 
MWSY*SPSPCR*PAGYRHMKL 
RSTSLVLSTPSRLFLAVIPPVVVI 
















25963 


56331 


A 


26104 


119 


634 




25964 


56332 


A 


26105 


1640 


1770 


HLDSNRRVHDSTCNWCCNLS* 
QRLLWSG*WSELCCSVPRQKR 
A 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25965 


56333 


A 


26106 


281 


2108 


RESLKQKVGGRPQLSPFPPPDS 

WALDPGGGRARETPRGVSNAT 

KEPISVAQHGN/GGDKEIRRELK 

YYAHLGRRLKDWSGIPRYHGT 

VETDCGTGYVYDVIADFDGKP 

SITLTEFAEQCRYEEDIAQLRQL 

LKQLKRYLQDNRIVTMSLKPQ 

NILCHRJSESEVIPVVCDNIGEST 

LIPLATWSKWCCLRKQERLWK 

RFIAQPALAIALQKDLQPQATE 

ASGAENMASIASGNIARTDPDM 

LS1PLSKKICCFGDRIIEIPETIDQ 

PVRFWVLTGPVVDMGIYACYL 

SSPQWGWYAERDAEIENETVR 

REVEELRQASETDLQPGTIEYE 

RHRLTRAQADAQELKNARDSA 

EVVETAFCTFVLSRIAGEIASIL 

DG I PLSVQRRFPELENRH VDFL 

KRD 1 IKAMNKA A ALDEL 1 PG LL 

SEYNRADRQYAGGSRVAARFA 

ASPRVAVLSVITGLIPRHVCAPY 

LLCGDPCCLSTPEDMTPRFRRY 

AVRSGNRSTPGLDHRCDACQR 

SAYELADLRCRPPPSTLFLLPEA 

DKNDFSDALPAVADAMYAAPP 

RRKAAPSKPEKAVVSPLRSVRK 

ARHGSVCSLRPDQYAVRNLPA 

YRSCSSPDLQFMVWCALA 


25966 


56334 


A 


26107 


1 


2880 




25967 


56335 


B 


26108 


61 


5101 




25968 


56336 


A 


26109 


80 


561 


IRPLPPRFKTESRSLPGPCLQPGT 
FLWSRNRRVLGFPSMNGEDMG 
LLFLCSEWERSSEGWLCNREGG 
SGHSIEPHCCTFLHLTHRSLAFS 
LLAGVSCTCASSCKCKE\CKCTS 
CKKSECGAISRNLGLWLKVGR 
EPKAVPEVRASGEPAFLCPCRL 
SLPV 


25969 


56337 


A 


26110 


1 


277 




25970 


56338 


A 


26111 


902 


1006 




25971 


56339 


A 


26112 


2 


1265 




25972 


56340 


A 


26113 


409 


525 




25973 


56341 


A 


26114 


91 


431 


NHKPGNIDVARRIQRGFAGDQI 
GHLRPVERQCSPDKRRFIAADG 
REIRGKQRAGHIFQLLSRCLLQI 
LNHCQRRAAHFRFQLSNQRHQ 
QLLPV/HYHAAEREYPAGACLV 
RWLL 


25974 


56342 


A 


26115 


3 


71 




25975 


56343 


A 


26116 


1 


1212 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25976 


56344 


A 


26117 




2786 


MAAV1EQIRRAVLALVTGVVHP 
GDIPVVWDIVWNATAAFIAVII1 
SLLLDESGFFEWAALHVLRWG 
YGPGRLPFNRIGLIRRITRRIRQR 
LLFGLVTFILLLNRSQNPAQDIQ 
LLAFRARTGKQTAQF1HHLPRM 
VFTDK.TGSSNGLAPQGQCSAQ 
GELILNEKLAKQLVTAANWVK 
MQSDEGE1NPVDILRWPGVMA 
AQEQDLDA I AAE1L AALDGTLD 
DFIVARETEGQSGLKRVYHSPG 
APDIREFTRDAIP 


25977 


56345 


A 


26118 


5 


402 


EIFSVVWL1MTRGDVVTISRWR 
VSSSPLETWNKRWAKISPAPFS 
LLPISRLEKSEGDWLPETVISAF 
NMPSSLSLIISSL*FKVRDV*HFF 
/RPTLRGHYRVINWPNFNIVVS 
QGIGKRLANSWLVFTLFHRI 


25978 


56346 


A 


26119 


48 


219 


PETCGHL WA Y V WPSC AA V\GL 
YFKVH VLG * RS VTP VTD1 VKLL 
EFTRLRLPGYTK.SIE 


25979 


56347 


A 


26120 


1 


912 





3498 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25980 


56348 


A 


26121 


1 


1857 


MRVCARACVRTRTRMCVYAH 
TCVCVRTYAYVRVRVRVHVRA 
RVRVCAYARTRVRNSLS1LPFIQ 
LTLATPIHHIHQEEFNIRGIVPVL 
RRVKPDLAIGIDITPSCDTPDLH 
DYSEVRINQGVGITCLMYHGRG 
TLAGL1TPPRLIRMLEQTALEHN 
IPVQREVAPGVITETGY1QLFLP 
GWEIGFSPLALLLAFLCSTSPGF 
GDPDGLGVIAYQDTVRPNAAT 
AISELNALAVKGVILTGDNPRA 
AAAIAGELGLEFK.AGLLPEDK.V 
KAVTELNQHAPLAMVGDGIND 
APAMKAAAIGIAMGSGTDVAL 
ETADAALTHNHLRGLVQMIEL 
ARATHANIRQNITIALGLKG1FL 
VTTLDDRVVAGSAGRYGGDGA 
GDSECVKIVAQE1RQTDRMER 
DRSPRPSGERVRVRGKGG1EAN 
QPLSTAFTNQITIRQS1RLFSNQF 
VFHKGISRVVAGSSAIISNVSPG 
CILRTPNCRRGFPISCTGEGKAA 
YGWQRDGGHAEYLLAEEKDLI 
LLPDALSYEDGAF1SCGVGTAY 
EGILRGEVSGSDNVLVVGLGPV 
GMMAMMLAKGRGAKRIIGVD 
MLPERL AMAKQLG VMDHGY* I 
LPDV Y/V * 1G V ARV SWMNGRI D 
SELRTRVRAYAHTRTRARTCTR 
TRTRTYAYVRTHTHVCAYTHM 
RVRVRTHARAHTR 


25981 


56349 


A 


26122 




1180 


SKLGTRRSVVWA*SPSTSPTLW 

CSTFSAAGHSSMKRMNEFVDL 

LPAQQRMKGENWYRGTADAV 

TQNLD1IRRYKAEYVV1LAGDH1 

YKQDYSRMLIDHVEKGARCTV 

ACMPVP1EEASAFGVMAVDEN 

DK.IIEFVEKPAN PPSM PNDPSKS 

LASMG1YVFDADYLYELLEEDD 

RDENSSHDFGKDLIPKITEAGLA 

YAHPFPLSCVQSDPDAEPYLAR 

CGYAGNFMESEPRSGLIRVSCM 

PAG PPLPLPAARSEAPKAAGTV 

ASVPSIAPARLRPVPDPVELVLV 

AAEFITPGDPTPRLHGSGFIDIR 

Q I HHQTRSHLEG VKTG IRFLNH 

FSGNPQGGIAHVNGVARFQVK 

QCHQAWGQQYAARLRFQARGI 

SLQIAIH RVDIIHRFDVRQL 


25982 


56350 


A 


26123 


16 


543 




25983 


56351 


A 


26124 


1 


3387 





3499 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25984 


56352 


A 


26125 


1688 


2234 


LS VG KTFP VL V PA A FRKVS ATG 
A AVPGTPSILA LPSYSTTPFG VC 
TSASMNVPVLTLRIRTRVTGEV 
AAIKPFSMANAPTPDSILPQLGV 
VSTRCS* TITCANR* STS A RG SL 
ERLIMATLL/WVAGTFD*SVWF 
GHDTDVVTLYRFHEALCYSVT 
LRTPHRRVLRFKSQHPGELACFI 
SPVA 


25985 


56353 


A 


26126 


905 


4761 


PPHNWMPSNATPG1AFVWCAY 
G AI/LPGD APVP V VDD YRK V VR 
KDTKGL1ARWKYFWMSVIALG 
VAFALYLAGKDTPATQLVVPFF 
KDVMPQLGLFYILLAYFVIVGT 
GNAVNLTDGLDGLAIMPTVFV 
AGGFALVAWATGNMNFASYL 
HIPYLRHAGELV1VCTAIVGAG 
LGFLWFNTYPAQVFMGDVGSL 
ALGGALGIIAVLLRQEFLLVIM 
GGVFVVETLSVILQVGSFKLRG 
QRIFRMAP1HHHYELKGWP 


25986 


56354 


A 


26127 


1056 


1373 




25987 


56355 


A 


26128 


1 


301 


SSGTDAGRRYRPRQRPSKSRNN 
RRVNRQPAPQQSSRN/SLRPSTT 
SSPFSLPAVKLPSAP/V*SAGMR 
LAEVRRVDSAISTVDSR*CPTAS 
SFSTGSITVTL 


25988 


56356 


A 


26129 


362 


595 




25989 


56357 


B 


26130 


1 


1305 




25990 


56358 


A 


26131 


1 


2022 


MISKRSERSFGYGVGLVRRQDF 
SSSEGFFNLHSLR1DINKCLGVR1 
STATSTMGIVLPEQIKLACNG1Q 
RVALCGGDDYLTSVDSFDVMF 
CSRFGWQVRPSSFCSPVFTWVT 
ENQQHLHRGKDNLSLKNNNSA 
CG AACGSLRG EKSDPPSARNNP 
SSQQGGKKESGQQPSLKDPHIL 
RHDSAHRPRKEKPRQPVNASLV 
VKFWRVKCVCVHNDHKRPACS 
VVCVDGDTYCWTEAYPAMGL 
PTLRGPDSALGERPE 


25991 


56359 


A 


26132 


3 


236 




25992 


56360 


B 


26133 


1 


4638 




25993 


56361 


A 


26134 


1501 


1914 


SAFSRALTGRQHFNNCAFTRFS 
NGAECLLYHVCQTAFLVARRR 
VGAAVGFSH1EIVIVPLHLLQQP 
LADLFVHVARRJLSSTMGIRDQR 
PLPG*LLNNITRWRRSAPVDQT 
HSQSAGFAVTPENAFVASSGPS 
RHRHQR 


25994 


56362 


A 


26135 


561 


698 





3500 



WO 01/075067 



PCT7US01/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25995 


56363 


B 


26136 


4 


2040 




25996 


56364 


A 


26137 


804 


947 


LPCHCSCPWDGDVQPSPTPRQ 

WT*GERLH*QSEALPGVCCAPG 

HGPL 


25997 


56365 


A 


26138 




734 


SVH1GHQFFQFQSTSLNICPPLH 
RLFIAFQMNIRRNAAAPvHAKFQ 
RLQAQVSIFEDDMSRKIANRQA 
TAMLNAPPFEANIGIHNVPFIGF 
EA VIRQHF A RRLNAFF ALLLFR 
PFRLFCPFPG1NANQRSQVRQPQ 
LPRLDITFQFWSWLSGGVDQRT 
VD1VCHQWRSALDRKEYYPAE 
TTMPTALHSRLCIIVGKIKRPVI 
VLFREANQARVGLFE/H*STAA 
RPFWSAAPAGPALPLRVANAPS 


25998 


56366 


A 


26139 


2 


309 




25999 


56367 


A 


26140 


472 


885 


SAFSRALTGRQHFNNCAFTRFS 
NGAECLLYHVCQTAFLVARRR 
VGAAVGFSH1E1VIVPLHLLQQP 
LADLFVHVARRLSSTMGIRDQR 
PLPG*LLNNITRWRRSAPVDQT 
HSQSAGFAVTPENAFVASSGPS 
RHRHQR 


26000 


56368 


A 


26141 


1 


2469 




26001 


56369 


A 


26142 


1 175 


1435 




26002 


56370 


A 


26143 


218 


443 


AMARWKMLCTKSPPCVCLPGY 
P\G*RLAGPHH HHEFPPP AG A A S 
TGPPIVQDHQSLAGRSRRHDDS 
RHLGRCHHH 


26003 


56371 


A 


26144 


1 


2031 




26004 


56372 


A 


26145 


1419 


1875 


TFCSPRSQPGSLKRRLRAGAGN 
CPLYSTGNGPLQRAICCAQPT*L 
HGRVPSHVPATFSSFQLWSFTV 
G AC I H RSM YIISRSRCPFDPKTK 
TATMLGITSFVMERCQLFILSRA 
FTSGQPTCYYPTASSNTWFSST 
RHCQVINLHSNSMH1SL 


26005 


56373 


A 


26146 


218 


441 


AMARWKMLCTKSPPCVCLPGY 
P\G * RL AGPHHHHEFPPPAG A A S 
TGPPIVQDHQSLAGPRRHDDSR 
HLVRCHHH 














LNTLVVAVRDGLKMTTVIANN 
VTSVSVLKIARNVTRKTILPPAA 
AANVTPYWLIRTIC*KRRYD*K 
TRWYYAVAACLCNMGTTRKA 
NG 



3501 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26007 


56375 


A 


26148 


45 


443 


APSDPKRDFPLPHGADSAMAE 
YDRCHRAVLSQGGQWPTALSA 
GDHAAYSLHAALVQPERRCHG 
RCPVRNRLHAPVCPIIPG*RPAG 
SHHHHEFPPPARAASTGPSIVQ 
DHQSLAGRSRRHDDPRHFGGC 
HHH 


26008 


56376 


A 


26149 


581 


957 


TSWISFSRTTPSTVSPYSTVDAN 
GIIWSARNRLASVNN1ASWLSFF 
SNPL YL A I TKPNCRLMMRNG C S 
TPGPGCWLSCIRC*WAVCSCVD 
AASRFLPCRGARRSASPHPPRQ 
APRRCGALW*PASAETNCSSPC 
SRLPS*LRGCCFKVLTLPGRSAI 
SQSTSTSASSSALWRPLVAGIG 


26009 


56377 


B 


26150 


1 


3924 




26010 


56378 


A 


26151 


597 


856 




26011 


56379 


B 


26152 


1 


2781 




26012 


56380 


A 


26153 


2809 


2989 


RCGYVRE*LAKSLQSNHFQWR 
MPQHQTAYCRS*AWYRHVAH 
ERLPAQTDNRHQHADRWNG 


26013 


56381 


B 


26154 


1 


2802 




26014 


56382 


A 


26155 


4493 


5470 


IQRRNHRRDGWCLASLPAGTD 
HAGARAEEAGSWHSGGPHRVR 
ARSVSTPFAPIVYNTATSLKPVR 
QLLDAALK.IDHRRTLPKYSFGT 
FRRWYRSVAAQQAQYKDQVA 
FFHGCFVNYNHPQLGQDLIKVL 
NAMGTGVQLLSKEKCCGVPLI 
ANGFTDKARKQAITNVESIREA 
VGVKGIPVIATSSTCTFALRDEY 
PEVLNVDNKGLRDH1ELANRW 
LWRKLDEGQMLPLKPMTLKVV 
YHTPCHME*MGWTLY/TLELLR 
NIPGLE/LTVLDSQ/CC/GIPPIRV 
V1HMFRQIEESGADLVVTDCET 
CKWQIEMSTSLRCEHPITLLAQ 
ALA 


26015 


56383 


A 


26156 


2467 


3465 





3502 



WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26016 


56384 


A 


26157 


5758 


7019 


LKEGLLEPLAVTERLAIIRWRRP 

TMNDTSFENCIKCTVCTTACPV 

SRVNPGYPGPKQAGPDGERLRJL 

KDGALYDEALKYCINCKRCEV 

ACPSDVKIGDIIQRARAKYDTT 

RPSLRNFVLSHTDLMGSVSTPF 

APIVNTATSLKPVRQLLDAALK 

IDHRRTLPKYSFGTFRRWYRSV 

AAQQAQYKDQVAFFHGCFVN 

YNHPQLGKDLIKVLNAMGTGV 

QLLSKEKCCGVPLIANG\FTDK 

ARKQAITNVESIREAVGVK.GIP 

VIATSSTCTFALRDEYPEVLNV 

DNKGLRDHIELATRWLWRKLD 

EGKTLPLKPLPLKVVYHTPCHM 

EKMGWTLYTLELLRNIPGLELT 

VLDSQCCGIAGTYGFKKENYPT 

SQAIGAPLFRQIEESGADLVVTD 

CETCKWQIEMSTSLRCEHPITLL 


26017 


56385 


B 


26158 


1 


2247 




26018 


56386 


A 


26159 


882 


2372 


HAVHESPPECRSNQQRPTRTCR 

TIIDIMEMYHALHVSWSNLQDQ 

QS1DERRVTFLGFDAATEARYL 

GYVRFMVNVEGRYTHFDAGTH 

G FN AQTPM WEK YQRMLN V WH 

ACPRFLFDLDGTLVDSLPAVER 

AWSNWARRHGLAPEEVLAFIH 

GKQAITSLRHFMAGKSEADIAA 

EFTRLEHIEATETEGITALPGAIA 

LLSHLNKAASGVTNKGFLTVD 

EIRRVTRAFARLGTEKVRLTGG 

EPSLRRDFTDIIAAVRENDAIRQ 

IAVTTNGYRLERDVASWRDAG 

LTGINVSVDSLDARQFHAITGQ 

DKFNQVMAGIDAAFEAGFEKV 

KVNTVLMRDVNHHQLDTFLN 

WIQHRPIQLRFIELMETGEGSEL 

FRKHHISGQVLRDELLRRGWIH 

QLRQRSDGPAQVFCHPDYAGEI 

GLIMPY\DKDF\CATCNRLRVSS 

IGKLHLCLFGEGGVNLRDLLED 

DTQQQALEARISAALREKKQTH 

FLHQNNTGITQNLSYIGG 














NKVKPRGDSV/PGSPHSPRLLSP 
PPLPGLLLWR/PLEEPFSPPLHC 
G SPFLG WPRPGGRGLGG/PPHSE 
QPASLSLPPTPRAPVRPEPPRRA 
PPPAPRRPVPSTTQGLRNASAP 



3503 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26020 


56388 


A 


26161 


207 


479 


PWSDGAGPLPSLPHPDGRG*SV 
NSPQVLL**GSGE/PRASDSPLP 
QLCGVSPHRPTWGSALWGGEQ 
CTSEMGETIDPPGPHTFSKNFCF 
ELQ 


26021 


56389 


B 


26162 


1 


453 




26022 


56390 


A 


26163 


1 


379 




26023 


56391 


A 


26164 


1 


1054 


MFLQAAQKAWNPHLLLVRTQ 

AASTHGRRADPHVGRCGETPQ 

SWGKGESLALAPLSLTKAALED 

CSQISPSHQGTLLCLLILDLRTG 

KLSLEHTEEPSDVPSHLLYRWS1 

SS A ITEV FQALASSDSTSQPVNV 

I ITKEDMKVQDI ALVLPSRKSR 

NACRTTTSTCKALLMRQLAAR 

VILQNCVSKSSRG1HVPQKNLT 

LPVRGDSVLAGSPHSPRSLSAPP 

LPGLPLWRHLKSPSAHRCTVGG 

PFLGWPRPEPAPS ACRE ALA AF 

P/PGQGSGPAAR\QPEPPPPPWA 

PVQPESPRQAPPPAPRSPVPSTT 

QGLRSTGTKHRDWQAAPPAAP 

VRDPLGEASWAPESGGDVENL 


26024 


56392 


A 


26165 


2 


362 


EMSRLYRSRDRD/GVCLQ/IEVK 
MVSRTEANIDDSL1GGNASAEA 
PEGEGTESTV1TGVDIVMNHHL 
QETSFTKEAYK.K.Y1KDYMKS1K 
GKLEEQRPDRVKPFMTGAAEQI 
KHILANFKNYQ 


26025 


56393 


A 


26166 


35 


359 




26026 


56394 


A 


26167 


22 


459 




26027 


56395 


B 


26168 


102 


431 




26028 


56396 


A 


26169 


85 


674 


RRRRLPSVA1M11LPGPSSSHDE 

MF\SDISKIR\EIADGVCAWKVE 

G\KMV\SRTE\GTID\DSLIGG\NA 

SAERPRGAKGTERHQLITGVNDI 

VMTP\HL\QETKFSQKEASKK\YI 

K\DYMKSIKRET*KNRRPEKSK 

TFL*PGAAEQIKHILANFKNYYQ 

FF1\GENMNP\DGMVALLDYP*D 

WVVTPYMIFF*GWV*KWEKC 


26029 


56397 


A 


26170 


1 


1640 




26030 


56398 


A 


26171 


1 


1527 





3504 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26031 


56399 


A 


26172 


61 


2560 


PGFCHPRKAYSSYGQRSKGSQK 

MKASSGRCGLVRWLQVLLPFL 

LSLFPGALPVQIRYS1PEELAKN 

SVVGNLAKDLGLSVRDLPARK 

LRVSAEKEYFTVNPESGDLLVS 

DRIDREQICGKQPLC V LDFDTV 

AENPLNIFYIAVIVQDINDNTPL 

FKQTKINLKIGESTKPGTTFPLD 

PALDSDVGPNSLQRYHLNDNE 

YFDLAEK.QTPDGRKYPELILKH 

SLDREEHSLHQLVLTAVDGGDP 

PQSGTTQIRIK.VTDANDNPPVFS 

QDVYRVTLREDVPPGFFVLQVT 

ATDRDEGINAEITYSFHNVDEQ 

VKHFFNLNEKTGE1TTKDDLDF\ 

EIASSYTLSIEAKDPGDLAAHCS 

IQVE1LDDNDCAPEVIVTSVSTP 

LPEDSPPGTVIALIKTRDRDSGE 

NGEVYCQVLGNAKF1LKSSSKN 

YYKLVTDGALDREE1PEYNLTI 

TATDGGKPPLSSSIIVTLHISDV 

NDNAPVFQQTSYMVHVAENNP 

PGAS1AQISASDPDLGPSGQVSY 

S1VASDLKPRE1LSYVSVSAQSG 

VVFAQRAFDHEQLRAFELTLQ 

ARDQGSPALSANVSLRVLVGD 

LNDNAPRVLYPALGPDGSALFD 

MVPRAAEPGYLVTKVVAVDA 

DSGHNAWLSYHVLQASEPGLF 

SLGLRTGEVRTARALGDRDAA 

RQRLLVAVRDGGQPPLSATATL 

HLIFADSLQEVLPDLSDRREPSD 


26032 


56400 


A 


26179 


47 


325 


ATMRLSVCLLLLTLALCCYRA 
N A V VCQ ALGSEITG FLLAGKPV 
FKAFQLAQFKAPVE A VA SNMEA 
INCVDTMVAYEKRVLITKTLGKI 
AEKCDR 


26033 


56401 


A 


26180 


1 


3747 




26034 


56402 


A 


26181 


2776 


2874 




26035 


56403 


A 


26182 


89 


369 




26036 


56404 


A 


26183 


382 


555 




26037 


56405 


A 


26184 


2 


67 




26038 


56406 


B 


26185 




444 




26039 


56407 


A 


26186 


1 129 


1275 




26040 


56408 


A 


26187 


61 


313 


WIPHQG YRWSCLPVPRCALA FL 
SPWVVDGTGHRGAGGGAGWG 
GFGRTGAHG\GVGGSGMAGCR 
SRAHSGGVGMTMTWQIIPEVP 



3505 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26041 


56409 


A 


26188 


61 


433 


WIPHRGCRWSCLPVPRGALAFL 
SPRVVSGTGRRGAEGGARRGG 
SGRTGAHGVGGRLRHGGLQVP 
SLAPREGSCTCGGXGSGAREEQ 
NLGFPREPRSGGGARGSDGICG 
MRVMFRKWILFCPSSR 


26042 


56410 


A 


26189 


297 


599 




26043 


5641 1 


A 


26190 


370 


585 




26044 


56412 


A 


26191 


222 


799 




26045 


56413 


A 


26192 


346 


634 




26046 


56414 


B 


26193 


206 


955 




26047 


56415 


A 


26194 


281 


549 




26048 


56416 


A 


26195 


1981 


2337 




26049 


56417 


A 


26196 


267 


770 


TRVDMIHYGLRKGPGETPS*SL 
RSFRAGQTGASRARGLTLLSSH 
SSALRKG SPKHFCTLCWQTFLA 
WC V WK V AFSPSRCQTQFDLG K 
STQWTLE1LTDPKSHLFSRKQQ 
PQARAPAVFPAPLKGCHVGAR 
GSHCQGFQGCFRPSVAPLILGT 
DGFSLLEKLWTFKTC 


26050 


56418 


A 


26197 


165 


374 


R VTVQWL* YLRPRMP*N * PRPR 
SGKPF1DSTI ISSHR* RQRNAVSL 
FSPVMSALRRCSVHRRLPDGGV 
VA 


26051 


56419 


A 


26198 


357 


981 


H WRG D V L RRS H RRTA I .QSRYF 
CGIYRSP/YKAR/MQIQFFDPQQ 
MEAAQKRLTEESDILNALENHQ 
FAIWLQPQVEMTSGKLRG1SKQ 
LVGFTNRQNGATKLLVQYFTH 
RQIDCAGTADQPNPAGKVDDC 
GVTGNVTDRQQGKQHGQAKE 
NELQNACAFQRAEEHKQRKYA 
PQTQVDTKELCIWRIGQTQFRH 
QQNRNQRHAERTNHFGVR 


26052 


56420 


A 


26199 


1 


2601 





3506 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26053 


56421 


A 


26200 


1 


1236 


MGPGDLPRGLATFWTELGLLS 

WARELARMPAVEMPPRSCPGR 

SRLSCS1GVAMFYGDLTAEQLY 

SRAISAAFTARHKGKNQIQFFD 

PQQMEA AQKRLTEESDILN A LE 

NHQFAIWLQPQVEMTSGKLPG 

KSAAIMLPLSVNLSALQLMHPN 

MVADMLELLTRYRIQPGTLILE 

VTESRRIDDPHAAVA1LRPLRN 

AGVRVALDDFGMGYAGLRQL 

QHMK SL V RLTKSE V SSETDQDE 

LPLAKVSEVDEAKRQWLQGMR 

HPVDTVTEPEPAEILAEFIRQHS 

AAGQLVARAVFLSPPYLVAEEE 

LSVLLESIKQNGDYADIACLTG 

SK.DDYYYSTQAMSENYAAMSL 

QVVEQDIFSPMAHAVRFECQTY 

PRPYKVAMLMQAPYYFQEAQI 

EAAIAAMDVAPEYAD1RQGIVG 


26054 


56422 


A 


26201 




1161 




26055 


56423 


A 


26202 


1 


1038 




26056 


56424 


A 


26203 


1 


1472 


MVRLCIRLP1RVYAKVVDKNAL 

SLWMRERSDLWVQPKVDGVA 

VTLVYRDGKLNKA1SRGNGLK 

GEDWTQKVSLISAVPQTVSGPL 

ANSTLQGEIFLQREGH1QQQMG 

G IN ARAKVAGLM MRQDDSDTL 

NSLGVFVWAWPDGPQLMSDRL 

KELATAGFTLTQTYTRAVKNA 

DEVARVRNEWWKAELPFVTD 

GVVVRAAKEPRIPPLATGPGRV 

AGGLETSTCSSGCRSEGNEPGK1 

SVVASLAPVMLDDKKVQRVNI 

GSVRRWQEWDIAPGDQILVSL 

AGQGIPRIDDVCPSDPA1LSDIVP 

SW/VTTQW/LKKRAVSSRMMK 

NQ/VKKGSETGYFDKDEARFQK 

EGFRVVPPAALRQGAFIARNTE 

LRPSYVNIGAYVDEGTMVDTW 

ATVGSCAQIGKNVHLSAGVGIG 

GVLEPLQANPTIIEDNCF1GARS 

EVVEGVIVEEGSVISMGVYIGQ 

STRIYDRETGEIHYGRVP/AGKV 

DA K.TRGK VGIN EL LRTID 


26057 


56425 


A 


26204 


240 


455 


RLHPPYYRGWIFEEVPVISMGV 
YNGQSTRIYDR/ETGEIHYGRVP 
AGSVVVSXKVDAKTRGKVGINE 
LLRTID 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26058 


56426 


A 


26205 


197 


1043 


YEKSLTMQQLQNIIETAFERRA 

EITPANADTVTREAVNQVIALL 

DSGALRVAEKIDGQWVTHQWL 

KKAVLLSFRINDNQVIEGAESR 

YFDKVPMKFADYDEARFQKEG 

FRV\VPPAA\VRQGA\FIARNTVL 

MPSYVN 1G\AY VDEGTMVDTW 

ATWGSCAQIGKNVHLSGGVGI 

GGVLEPLQANPTIIEDNCFIGAR 

SEVVEGVIVEEGSVISMGVYIG 

QSTRIYDRETGEIHYGRVPAGS 

VVVSGNLPSKDGKYSLYCAVIV 

KKVDAKTRGKVGINELLRTID 


26059 


56427 


A 


26206 


1 


406 


MGKKNWNTLGEGVCSCRMFL 
PDANTLAKNSACSAASAVQAA 
DRPDSQEAE A LEH MAHSRCAL 
RCQTLVIVHVSLMRVSWYHSVI 
1VVPLTEPLLESLVRCRLRSRRD 
DVPVAPAVSATPRREP\SVLRIA 
ERTNA 


26060 


56428 


A 


26207 


1 


2574 


MWAFRGKRPVTLKILHVPITNL 
RKN1TSTRGLTKESSQGKLVRA 
QEEYTPAREIAKMG\GNPCRPG 
GIVFAGER*DVTSPYV*TSTRGL 
TKESSQGKLVRAQEEYTPAREI 
AKMGWQSLPARRYCLCWRKIR 
RY1TLRLNIAYAGGYKAPVEDI 
ALWMETDGACDHVDFTWNIPS 
KCQGPMDIVSRPVFWHAHGIV 
LFAGARNLNPTLTRIPPYLWLL 
TLRTGYAAAGMQALALDSRGS 
PDAVVLSTQHSEEIDQ 


26061 


56429 


A 


26208 


1 


3771 




26062 


56430 


A 


26209 


239 


451 


LPPTAWMSTTNLTSAMLSVRG 
NVPMTLPARRRVNLPSSLICTCF 
HKPA*RISMPKPVW*KARIISGN 
STS 


26063 


56431 


A 


26210 


1 


2079 




26064 


56432 


A 


26211 


1573 


2562 




26065 


56433 


A 


26212 


275 


643 


SSRTALFTGSAVPGCAPPSGRSL 
FPQCLQSKLARSFPIRCSRSGAA 
ILFRRLSFSPGTELILEDR/IVKRF 
MRENSRGPQVPAGLPMTEEQL 
KKLGGRQLRALGKLMPGEEE\S 
VLRIAERTNA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oriast 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26066 


56434 


A 


26213 


1 


899 


MGRTTRRDAAQAPGTRRSGDS 
RGYPYVTRPEGTDADDPQKDK 
AALGSHRVAGQPELFSIDELTR 
RDPHSASGAWTARYTVSTIAAF 
ALVIANRLYTIEEEATTPSGCGP 
ASSSTSSRGVDMCLRNLCMHG 
YDATIPLTLIAADSMDEYNKPD 
LSHVISQGQRADDLTRQTAGEF 
AEQFNLHLFPQTWVTDIDAEAR 
VVKSQNNQWQYDKLVLATGA 
SAFVPPVPGRELMLTLNSQQEY 
RACETQLRDARRVL1VGGGLIG 
SELAMDFCRAGKAVTLIDNAA 
SILASLMPPEVSSRLQHRLTEM 
GVHLLLKSQLQGLEKTDSG1QA 
TLDRQRNIEVDAVIAATGLRPE 
TALARRAGLTINRGVCVDSYLQ 
TSNTDIYALGDCAEINGQRD*SS 
ARRVVPGRFPGAVRWRQLPHP 
LRYCAGGPALPECQNPFFPAPV 
TEISTADERPSPSTDAASGCLLP 
VALTTPEYWQRCRLA 


26067 


56435 


A 


26214 


1 


1264 


MDYMVPVGMDWLCRETAGM 

RVS1KKGSVVFPLNPELVMKVV 

RQRSTIVTPSGFKAGAFNFERFK 

EASNQTLGSTFLYSLSCPKPNL 

GSQPLDFDTKKSYTLKVEAAN 

VHIDPRFSGRGPFKDTATVK1V 

VEDADEPPVFSSPTYLLEVHEN 

AALNSVIGQVTARDPD1TSSP1R 

LYRJPGDDAKCVQFNREGVKA 

LKAKPVEKAAPAPAAAAPKAA 

PTPAKPMGEQLALYRMAGSNA 

DRIQGRMDPTRGQSAAEWLQT 

AEEADIAWVLKTYGEERFAKR1 

ARAIVERNREQPMTRTKELAEV 

VAAATPVKDKFKHPATRTFQA 

V rvl W VlNoEiLlirvIcl^ALIS.ooljfN V 

LAPGGRLSIISFHSLEDRIVKRF 
MRENSRGPQVPAGLPMTEEQL 

KJU J uUK^LIWLuJ t LLlVlrUttc.\o 

VLRIAERTNA 


26068 


56436 


B 


26215 


64 


663 




26069 


56437 


A 


26216 


27 


791 




26070 


56438 


B 


26217 


1 


1638 




26071 


56439 


A 


26218 




375 


STKKQRGEIHHPDGHGIAQDRH 

LrKl o VL/^JvrLKl^ 1 IN Mr AOL ^ 

ANG*GVFKRCRAHSATT* *KDD 
E*NESAENAA*GGKVEGTDVT 
GDLLHENPA1TPDKCEHNQATD 
CQWVALSCGRHERSSV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26072 


56440 


A 


26219 


213 


407 


TTCCCTNLSIPLANKYRSLSPQS 
DWRLSMPR*NRYVQKAPARAN 
KTSPMKAPPANIALGVNVAR 


26073 


56441 


A 


26220 


1 


1179 




26074 


56442 


A 


26221 


176 


569 


W PM RHTFSEAH A AQRAGGKNP 
GHDTADYATNAVHTEDIAGIIH 
PQQAFEHGNAPQARQTSYHAD 
NQRAANPNV A AG WRHADQTG 
NRARTRPQQ* RLTTQRPFTEDP 
AKNCRRRCDHS1HKCQCRDFIR 
RAR 


26075 


56443 


A 


26222 


1442 


2309 




26076 


56444 


A 


26223 


155 


2929 


HLHWFVFSGWFTVTRLAFGEG 
NNFFGNINWLMLKNIELTAVM 
GSIYQYIHVAFQGSFACITVGLI 
VGALAERIRFSAVL1FVVVWLT 
LSYIP1AHMVWGGGLLASHGAL 
DFAGGTVVHINAAIAGLVGAY 
LIGKRVGFGKEAFKPHNLPMVF 
TGTAILY1GWFGFNAGSAGTAN 
EIAALAFVNTVVATAAAILGW1 
FGEWALRGKPSLLGACSGAIAG 
LVGVTPACGY1GVGGALIIGVV 
AGLAGLWGVTMLNAC 


26077 


56445 


A 


26224 


2 


1064 




26078 


56446 


A 


26225 


1849 


2515 


MEGHLWIRIDLSQSAVSHSVKE 

LENHTGVRLLDRTTREVVLTD 

AGQQLALRLERLLDELNSTLRD 

TGRMGQQLSGKVRVAASQT1S 

AHLIPQC1AESHRRYPDIQFVLH 

DRPQQWVMESIRQGDVDFGIVI 

DPGPVGDLQCEAILSEPFFLLCH 

RDSALAVEDYVPVALPLPEGSPL 

V VKRI TPV V ERQLML VRRKNR 

SLSTAAEALWDVVRDQGNAL 

MAAA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26079 


56447 


A 


26226 


102 


1655 


RKQMNYSLKQLKVFVTVAQEK 

SFSRAGERIGLSQSAV\SHSVKE 

LENHTGVRLLDRTTRAVVLTD 

AGQPLALRLERLLDELNSTLRD 

TGRMGQQLSGKWRVAASQTIS 

AHLIPQC1AESHRRYPDIQFVLH 

DRPQQWVMESIRQGDVDFGIVI 

DPGPVGDLQCEAILSEPFFI XCH 

RDSALAVEDYVPWQALQGAKL 

VLQDYASGSRPLIDAALARNGI 

QANIVQEIGHPATLFPMVAAGI 

GISILPAL ALPLPEG SPL V VKRIT 

PVVERQLMLINV1QTLRFAFIFR 

LSRRQHFAKVTPLLHRHGDYF 

VFIGFDYGTANCSVAVMRDGK 

PHLLKMENDSTLLPSMLCAPTR 

EACGRVDV1EVSKSKVRKNTY 

AMRYVAGQPAERILPPGSFASI 

GQALPPGEPLSTEERIRIL V WN 1 

YKQQRAEWLSVLKNYGKDAH 

LVLLQEAQTTPELVQFATANYL 

AADHVPAFVLPQHTSGVMTLS 

AAHPVYCCPLRERKP1LRLAKS 

ALVTVYPIFPYLSNS 


26080 


56448 


A 


26227 


159 


290 




26081 


56449 


A 


26228 


562 


774 


VLRM1T*SKSQFAQDMCRNVLL 
INNFGRIQHDPA1FHFQRN EA V P 
LWTVSAQEVKKDFTSGLRHGS 
VRGDL 


26082 


56450 


A 


26229 


50 


409 


GYASQAL1LASIPAASRPSSARIS 
S*VPCG1KKSGRPMFSTGTGLR 
WAISTSFTPLPAPPIMAFSSTVTS 
ASWLAAISRINASSSGFTKRIST 
SVAFSDSATFAASSTNSRNAPPP 
VEM 


26083 


56451 


A 


26230 


405 


626 




26084 


56452 


A 


26231 


1 


1528 




26085 


56453 


B 


26232 


1 


1755 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26086 


56454 


A 


26233 


152 


2099 


GNRLLVVSFIAFSKNSTHFKGIF 

AMRIILLGAPGAGKGTQAQFIM 

EKYGIPQISTGDMLRAAVKSGS 

ELGKQAKDIMDAGKLWTDELV 

IALVKERIAQEDCRNGFLLDGF 

PRT1PQADAMKEAG1NGHYVLE 

FD VPDELI VDR1 VGRRVH APSG 

RV YH VKFNPPK V EG KDDVTGE 

ELTTRKDDQEETVRKRLVEYH 

QMTAPLIGYYSKEAEAGNTKY 

AKVDGTKPQIYRGSLYVSDQIG 

HTIVNPDGVVCDCGRYGCLET 

VASLSALKK.QARVWLKSQPVS 

TQLDPEKLTTAQL1AAWQSGEP 

WITSWVDRSANAIGLSLYNFLN 

ILN1NQIWLYGRSCAFGENWLN 

T1IRQTGFNPFDRDEGPSVKATQ 

IGFGQLSRAQQGVDLGNMIITS 

GQIPVNPKTGEVPADVAAQAR 

QSLDNVKAIVEAAGLKVGDIV 

KTTVFVKDLNDFAPVNATYEA 

FFTEHNATFPARSCVEVARLPK 

DVKIEIEAIAMLYTGYHYNDAP 

SAVRYPRGNASGVELTPLEKLP 

IGKGIVKRRGEKLAJLNFGTLM 

PEAAKVAESLNATLVDMRFVK 

PLDEALILEMAASHEALVTVEE 

INAlMUuAUouv INc V L«lVlAHrvrvr 

VPVLNIGLPDFFIPQGTQEEMRA 
ELGLDAAGMEAKIKAWLA 


26087 


56455 


A 


26234 


935 


1020 




26088 


56456 


A 


26235 


145 


373 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26089 


56457 


A 


26236 


530 


1865 


RGNKRLDLMFKQSHASMYIKQ 

PEQLDYQLNLKEVITAVFISMV 

VLN I SPTLY/PDKPSPKDKY V A Y 

AFNIPDYELAADVYNINVTSPSG 

QQETFKILINLEHLRQTLERKSL 

TAVQKSQCEIITPKKPGEAILHA 

FNATYQQIRENMSEFARCHYG 

Y1QIPPVTTFRADGPETPEEEKG 

YWFHAYQPEDLCTIHNPMGDL 

QDFIALVKDAKKFGMDIIPDYTF 

NFMGIGGSGKNDLDYPSADIRA 

KISKDIEDPVTKERKQIHPEDIH 

LTAKDFEASKDNISKDEWENLH 

ALKEKRLNG M PKTTPKSDQVI 

MLQNQYVREMRKYGVRGLRY 

D A AKH SKHEQ1 ERSI TPPLKN Y 

NERVHNTNLFNPKYHKKAVM 

NYMEYLVTCQLDEQQMSSLLY 

ERDDLSAIDFSLLMKTIKAFSFG 

GDLQTLASKPGSTISS1PSERRIL1 


26090 


56458 


A 


26237 


14 


2031 


LI VLS *QHG/DLRQNRSG AEH FG 
LQRLMLHASQLSLTHPFTGEPL 
TIHAGLDDTWMQALSQFGWRG 
LLPENERVEFSAPSGQDGDPTL 
GLIKEVACELSGMMRRSQPWE 
EAEES1PDRGESLLEVSGTPNAG 
WGAEGLAEREALLLCCCCGPM 
GPDPLGLGSPGSVRGRSRL1HH 
AISGEALWEVTSEGLDMAAAR 
QFAI EK.G APALRAMTFIERA AM 
LKAVAKHLLSEKERFYALSAQT 
GATRADSWVD1EGGIGTLFTYA 
SLGSRELPDDTLWPEDELIPLSK 
EGGFAARHLLTSKSGVAVHINA 
FNFPCWGMLEKLAPTWSGRNA 
SHHQTSYRDGPLTQAMEFEDK 
AQQRDVETARHFTFFRII AN ED 
KKTG FPRFQTI VITASHKTIDRT 
RYTYGAWRCYRPLLTVEEYRA 
TGSLITQPKFPPHKSSEVHRVPR 
NQG RF V A VNSTLPTEPATV A P V 
RNGNASRDTAKTQTAERPSTTR 
PARQQAVIEPKKPQATVKTEPK 
PVAQTPKRTEPAAPVASTKAPA 
ATSTPAPKETATTAPVQTASPA 
QTTATPAAGAKTAGNVGSLKS 

A DCCUVTI f\I C C C CXI VTYMT XTnw 

AKKENLICNYVVYETTRNGQP 
WYVLVSGVYASKEEAKKAVST 
LPADVQAKNPWAKPLRQRHRD 
LRGDERRDDRRSEYFNRQVIS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26091 


56459 


A 


26238 


732 


1025 


HEAKRTGRSYWFTAV*WLRG 

WRRMVARQNAKNCWHGTFFR 

VARVSLPISAHASSTHLSGSAH 

YVPPSAYRNSRRYSRGLCRCRV 

SSCDAATGVVVPQ 


26092 


56460 


A 


26239 


1905 


3087 


RVCSCDAGTLHWLQNLRCGLP 
VWCDGSGGTSGDPQQRRGSEC 
TG*QSRSQ*MRPVQPS*RRPGV 
YGGLPDSYWLICVDRNKLEQLT 
PEKRRQAKLRAMKPDEFAQIQ 
QAVITQMLQHPQTLGEEASKLS 
KDFDRGNMRFDSRDKIVAQIKL 
VTPQKLADFFHQAVVEPQGMA 
ILSQISGSQNGKAEYVHPEGWK 
VWENVSALQQTMPLMSEKNEQ 
NL YDCG ALF A PVT WTSGSAAF 
PRPLTVEELLVVTFTEAATAEL 
RGRIRSNIHELRIACLRETTDNP 
LYERLLEEIDDKAQAAQWLLL 
AERQMDEAAVFTIHSFCQRML 
NLNTNECCFQRTTKTIHRDSFK 
STPRAAKSCSGLLPALAPSQISS 
NTPIQPLSRFKFSGVTSPTSAAS 


26093 


56461 


A 


26240 








26094 


56462 


A 


26241 


166 


416 


CHVVGPFRVRRNLISAQHAPLTL 
NSXRHTTTRAARRLLRYFGTPR 
YRHSIDIHMQLDMTTSRSLSSL 
RDQLHCRWLLPAERQAI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26095 


56463 


A 


26242 


1 


2084 


MLFPLATSGAMEPFPFLAGTAG 

ALVGGLQNIGSGVLASLSAMLP 

QTGQPGVVDDLNGIVDRAVLA 

AAGDADVASGAARLSARHRSI 

VISSMGERCCFIRSRITRICGHW1 

CPQGNEIPVVAVASHDTASAV1 

ASPLNGSRAAYLSSGTWSLMG 

FESQTPFTNDTALAANITNEGG 

AEGRYRVLK.NIMGLWLLQRVL 

QEQQINDLPALISATQALPACRF 

IINPNDDRFINPETMCSEIQAAC 

RETAQPIPESDAELARCIFDSLA 

LLYADVLHELAQLRGEDFSQL 

HIVGGGCQNTLLNQLCADACGI 

RV1 AG PVEASTLGNIGIQLMTLD 

ELNNVDDFRQVVSTTANLTTFT 

PNPDNSLYTTDKGALRMTTQL 

EQAWELAKQRFAAVGIDVEEA 

LRQLDRLPVSMHCWQGDDVSG 

FENPEGSLTGGIQATGNYPGKR 

VMPVSYVP1WNSTLSLSGSNWF 

NRKALGSPARYDVLPKWWRN 

VVKPTRTRLYIG1AFYKVGEPS 

KiEPDWMFNGGVPELKKQLDL 

NDAVPE1 SGTILFRED YRNKPQT 

QQAADPPIRAKAAEIAVAHAH 

YLSIEFYR1VR1DPHAEEFLSNEQ 

VERQLKSAMERW1INVLSAQIR 

PQPAVT\HYRGLATVEMPVATG 

RYPTTRY\GLVELEPKTGRKHQ 

LRRHLAHLRHPIIGDSKHGDLR 

QNRSGAEHFGLQRMER 


26096 


56464 


A 


26243 


1 


2871 




26097 


56465 


A 


26244 


690 


824 




26098 


56466 


A 


26245 


950 


1484 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26099 


56467 


A 


26246 


1 


2625 


MVAFYRHAGRMWPGIALSCSL 
GNIAASILLFSTSSLNMTWTTINI 
VEAVVGAVLLRKLLPWYNPLQ 
NLADWLRLALGSANSAGVNIS 
TATVCRQCEDAPCANVCPNGAI 
SRDKGFVHVMQERCIGCKTCV 
VACPYGAMEVVVRPVIRNSGA 
G LN VRADKAEAN KCDLCNHRE 
DGPACMAACPTHALICVDRNK 
LEQLSAEKRRRIPGNIRRIRSGR 
YRRPVTAGCDAVVSGRAGYAI 
HDGGNNSMAKNTSCGVQLR1R 
GKVQGVGFRPFVWQLAQQLSH 
GSRMRDGTCNLKYDEYSRSGS 
MQYNPLGKTDLRVSRLCLGCM 
TFG EPDRGNHA WTL PEES SRPI I 
KRALEGGINFFDTANSYSDGSS 
EEIVGRALRDFARREDVVVATK 
VFHRVGDLPEGLSRAQILRS1DD 
SLRRLGMDYVDILQIHRWDYN 
TPIEETLEALNDVVKAGKARYI 
GASSMHASQFAQALELQKQHG 
WAQFVKSDENDAPDRQSGSTG 
SQCKNCGADTEPQVAAGPGLS 
ELNPVHCPHLHYRAHFRADRH 
S V ACSLLDTP VTG H Q V APTYRQ 
QVPRAGQVHDPSKHTRMPCEN 

inm/DTTlODKnPDVPA CAT! A 
lUrv K 1 IJKivloLJr r V r AJ>A IIAjA 

GGQPKWQVICWLDRDEKVVV 
MQTVRDQ1GQHVFTAHRLDRP 
TSGVLLMGLSSEAGRLLAQQFE 


26100 


56468 


A 


26247 


1 


1833 




26101 


56469 


A 


26248 




517 


MRNKLSFDLQLSARKAAIAERI 
AAHKIARSKVSVFLMAMSAGV 
FMA1GFTFYLSVIADAPSSQALT 
HLVGGLCFTLGFILLAVCGTSLF 
TSSVMTVMAKSRGVISWRTWL 
INALLVACGNLAGIACFSLL1WF 
SGLVMSENAMWGVAV\YTAPR 
AKCHHLLNLSASALCAI 


26102 


56470 


A 


26249 


3117 


3527 


EAVHRLARYRDAPRRS**SPLL 
CASVYP*LEQVPLQAQAVVPLR 
VLQAGKPVVPVAVLNAQAAAL 
ARPVAKLAAATAVQAAADRQ 
AAAPAALDAEHVAAVPALQAA 
AGPVDAAAQTHKAVGTGVAA 
TDEQPHAPER 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26103 


56471 


A 


26250 


2 


563 


STTSSTTAFSATTAGTPSTGNTP 
SASPIWRRPNFWARKVYLLHW 
FCHRQPSKEVLFHL A L Y RNNPR 
CKAVVHLHSTWSTALSCLQGL 
DSSNVIRPFTPYVVMRMGNVPL 
VPYYRPGDKRIAQDLAERETH\ 
NHAFLLANHGPVVCGESLQEA 
ANNMEELEETAKLIFILGDRPIR 
YLTAGEIAELRS 


26104 


56472 


A 


26251 


2 


1481 


PENQINKLKQAIPADYRSHQKC 

VNQPSSPTITPRLFA1TV1TDERG 

YATGSAGNLSL/LLPDGNLLAT 

PT/GSCLGN/LDPQRFSKVAADG 

EWL/SGDKPSK/EVLFHLALYR/ 

NNPRCKAVVHL/HSTWST/ALS 

CLQGLDSSNVIRPF/TPYVVMR 

MGNVPLDLAELAA/DNQAFLL 

AN HGPV VCGE/SLQE A ANNME 

ELEETAK/LIFILGDRPIRYLTAG 

VCPLAKMLNGTGQYLS1KRCT 

NNRSVRGTCSAPRAGPKGYGL 

MMMIDVLSASYSAYRSGDRTL 

LYSYHRASACADSTTLTVLISY 

TFHLVN S Y STVPPLEG SGTQPA 

SPSFPTRVSDDHNRDFFFLLSPC 

GLLQNLAQCIRQVG1QLDFGCV 

1 1 S AQTETDG PL VCGRFEEGTPF 

SPQTPRDCDPNRSYSGNTQGVR 

GATSSPGSAISFEQTVNARSHVL 

RVTLTLGLTRPMLYVTGSLKWI 

NIC1LP1 SLKPLRYYIHLAAQFPT 

APISLGRSLHVVPHEEVAM 


26105 


56473 


A 


26252 


1 


413 




26106 


56474 


A 


26253 


3 


247 




26107 


56475 


A 


26254 


300 


665 




26108 


56476 


A 


26255 




1854 




26109 


56477 


A 


26256 




1611 




26110 


56478 


A 


26257 


942 


1040 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26111 


56479 


A 


26258 


1616 


3678 


PLAKTGRQREQLAGLAK/AHPS 

LTLHQDPVYVTRADAPVAGKV 

ALLSGGGTEHEPMHCGYIGQG 

MLSGACPGEIFTSPTPDKIFECA 

MQVDGGEG VLLI I KN YTGDILN 

FETATELLHDSGVKVTTVVIDD 

DVAVKDSLYTAGRRGVANTVL 

IEKLVGAAAERGDSLDACAELG 

RKLNNQG HSIGIALGACTVRS A 

GKPSFTLADNEMEFGVGIHAIL 

KGDIPEAEAILASIKPAGVVSRA 

DVVLPNQFQALRKSFIPERPVP 

V M VTRLFELPVQ ISLGVYSLER 

PANPQPIAYLVLQPRRKANNQN 

ASTSA1IRATIGEPISCSVPSRGC 

EGGISVAETVPAM1IAIGITISEG 

LDARYRHVNSEHDPSDRQAKF 

EWRYFGNLGKTVNDWRKNNK 

AD1KEDGNRRCRHTNQPHCR1E 

AVEYDDGRLCPLHGAHRGQSS 

DGELVKPTVKTQSLAVHYS1GK 

LRHRPNHGAVYYQRLRSGMGL 

MNAFDSQTEDSSPA1GRNLRSR 

LARKKLSEMVEEELEQMIRRRE 

FGEGEQLPSERELMAFFNVGRL 

RAGSVKTQRSGANKQRRTRCV 

SRPSADTIIGELSGMAKDFLSHP 

GGIAHFEQLRLFFESSLVRYAA 

EHATDSRDPRYRPKFYSISRSVP 

VSDNITLQQLLLSLNDQPARCK 

PSARCRLHGSHTSRYECNHRHG 


26112 


56480 


A 


26259 


185 


775 


IPE1FSGETHLKVSTLSKPTFSISS 
LIRCTTRFSSQLSLGIATMSHRK 
RVISALKSLSRLSANSLVFANQ 
VERSSLTNLGCTRCSG*SLFWQ 
RPALR*PFGLCPTVALTYLIVSP 
EW*KAVSVKCWRNRRLTLMTS 
PICTNSGTLTTAPVDRVAQVTF 
QSPECLQHMRLTIALRYFRVAL 
SRRLLVYASVCFTFSG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26113 


56481 


A 


26260 


301 


1313 


RLEHDGVCLHRANHRYPGCRL 

HLDYVEPQLQHDDALRAAVM 

MFKQYLQVTKPGIIFGNLISVIG 

GILLASKGSIDYPLVIYTLVGVS 

LVVASGCVFNNYIDRDIDRKME 

RTKNRVLVKGLISPAVSLVYAT 

LLGIAGFMLLWFGANPLACWL 

GVMGFVVYVGVYSLYMKRHS 

VYGTLIGSLSGAAPPYVIGYCAV 

TGEFDSNAAILLAIFSLWQMPH 

SYAIAIFRFKDYQAANIPVLPVV 

KGISVAKNH1TLYIIAFAVATLM 

LSLGGYAGYKYLVVAAAVSV 

WWLGMALRGYKVADDR1WAA 

QSCSGFSI IPITALS VMMS VDFM 

VPDSHTLLAAVW 


26114 


56482 


A 


26261 


3631 


4078 


CFLNFKTLLLVH LFRRVFLRIRL 
RHRKLHPVGLGGPVNKAAYAF 
CLGAMANGVYGPYAIFASVKM 
VS AFTVTASTML APR\ W LLG L A 
GITEGA1PMAIEDPLRVIGSFVL 
GSMVTGAIVGAMNIINRTLRVE 
ASVTSAQIVQTIIRLRR 


26115 


56483 


A 


26262 


814 


2126 


CTGCRKQRLPVVQGFAAGLAA 

NMIGSGFLGAVVGGLIAGYLM 

RWVKNHLRLSSKFNGFLTFYL 

YPVLGTLGAGSLMLFVVGEPV 

AW1NNSLTAWLNGLSGSNALL 

LGAILGFMCSFDLGGPVNKAA 

YAFCLGAMANGVYGPYAIFAS 

VKMVSAFTVTASTML\APRLFK 

EFEIETGESTLLLGLADITEGA1P 

MAIEDPLRVIGSFVLGSMVTGA 

IVGAMNIGLSTPGAGIFSLFLLH 

DNG AG G VM A A IG WFG A AL VG 

AA1SEGKRIFRYRDLIIVNSNQL 

FLHDHRFPRWEGLESVFFLLAA 

FQQDVGIWPPLGAMLGLATAV 

VLGFLLYWGGIRLNLGAFFKW 

TSLFILFVAAGLAAGA1RAFHEA 

GLWNHFQE1AFDMSAVLSTHSL 

FGTLMEGIFGYQEAPSVSEVAV 

WFIYLIPALVAFALPPRAGATAS 


26116 


56484 


A 


26263 


1 


525 




26117 


56485 


A 


26264 


1 


700 


















26119 


56487 


A 


26266 


254 


475 


RDQLVSELNQMLV*KSAFRMA 
ALITSRWPMVTHWFREVRRGN 
WRQFLPA LTLL VRLSLMLMGR 
QAILRSRRNY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26120 


56488 


A 


26267 


1 


1657 


MLIQRRRLAFDRAKHRRAEML 

AQRARGEEEAHHHSSPEGAIEV 

DESEVDLDAISAQSLRLVRS1LM 

L1ALLSVIVLWSEIHSAFGFLENI 

SLWDVTSTVQGVESLEP1TLGA 

VLIAILVFIITTQLVRNLPALLEL 

AILQHLDLTPGTGYAITTITKYL 

LMLIGGLVGFSMIGIEWSKLQW 

LVAALGVGLGFGLQEIFANFIS 

GLIILFEKPIRIGDTVTIRDLTGS 

VTK1N TRCHTHRRQQLLLQQA 

ATSSADVIYLGEAVCSKRRATK 

VGDWLEMAKSLAGSGKQIVLS 

TLA L VQ A SSELGELKR Y VENG E 

FLIEASDLGVVNMCAERKLPFV 

AGHALNCYNAVPVLKILLKQGM 

MRWCMPVELSRAWLVNLLNQ 

CDELGIRNQFEVEVLSYGHLPL 

AYSARCFTARSEDRPKDECETC 

C1KYPNGRNVLSQENQQVFVLN 

GIQTMSGYVYNLGNELASMQG 

LVDVVRLSPQGTDTFAMLDAF 

RVNENGAAPLPLTANSDCNGY 

WRRLAGLSLRQIKTCLIFLLCQP 

RGRRPYRTRAMPPILTMPANSP 


26121 


56489 


A 


26268 


482 


605 




26122 


56490 


A 


26269 


1 


298 


MWPGMVTHAVRJPLHNDTVTL 
SDNFQPFAGTDAMT1TRPLEML 
RDGKCPQPDW1SSEGACAGNA 
TDSPHPFELKAGKT1TLEDGRQI 
NG ADYLAAPVPGKALA IFGDT 
GPCDAALDLAKGVDVMVHEA 
TLDITMEAKANSRGHSSTRQAA 
TRESELFRYTVKHSLIFASVIGII 
TLLQASTKIYTPGRKEQGEPMT 
PRRTPARF*IKSGQNNHAGRWK 
AD*RRRLLSCSSAR 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26123 


56491 


A 


26270 


1 


1707 


MTRDGLANKALAVARTLADSP 

EIRQGLQKKPQESGIQAIAEAVR 

KRNDLLFIVVTDMQSLRYSHPE 

AQRIGQPFKGDDILKALNGEEN 

VAINRGFLAQALRVFTPIYDEN 

HKQIGVINDSRWSI1WSVLFGM 

LVGLIGTC1LVKVLKKILFGLEP 

YE1STLFEQRQAMLQSIKEGVV 

AVDDRGEVTLINDAAQELLNY 

RKSQDDEKLSTLSHSWSQVVD 

VSEVLRDGTPRRDEEITIKDRLL 

LINTVPVRSNGVIIGAISTFRDKT 

EVRKLMQRLDGLV/NLC*RTS* 

T1PLRAHSPQSKSAIYHEIAP*NA 

PAFYRRKCHCADIFLPYF*TCR\ 

RDRAMSAYLRYIVQKADSSFL 

YDKYQNQS1AAHVMRALAAEQ 

SEVSPEQRRA1CEAFESANNTH 

GLNLTAHKYPGLRGTLQTAST 

DCDTIVEAAALLPAFDQAVEGN 

RHQDDYGSGLGMAEEKFHYYL 

DLFRAVGDGHNSKEDATFGLG 

WRVNGNATMTPTFGTLASPQT 

YG HTG WTGTVT V 1 DP VN H MTI 

VMLSNKPHSPVADPQKNPNMF 

ESGQLPIATYGWVVDQVYAAL 


26124 


56492 


A 


26271 


257 


817 


TSSRCISLRTSVLSLKVEMAPMI 
TPLLRTGTVLISNSRSLIVISSSR 
RGVPSRNTSETSTTCDHEWLSV 
DSFSIVLRLTV1QQFLCGIVDQR 
DLAA1VIIGNDAFFDRLQHGLA 
LLKQRGDFVGFQAEKDFFQYL 
NQNAGANQSDQHAK*Y/LTR*C 
SSDCH*SVGSHGLTQGRSPPRQ 
FVYDFHRRWG 


26125 


56493 


A 


26272 


1 


2700 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26126 


56494 


A 


26273 


1 


1038 


MGCLDLGDGRAGSVARYFRRY 

RPPCDAALDLAKGVDVMVHEA 

TLDITMEAKANSRGHSSTRQVL 

KKILFGLEPYEISTLFEQRQAML 

QSlrCERSRRHRLPrCEKrClMTPTI 

ELICGHRSIRHFTDEPISEAQRE 

AI1NSARATSSSSFLQCSSIIRITD 

KALREELVTLTGGQKHVAQAA 

EFWVFCA DFNRHLQICPDAQLG 

LAEQLLLGVVDTAMMAQNALI 

AAESLGLGGVYIGALRNNIEAV 

TKLLKLPQHVLPLFGLCLGWPA 

DN PDLKPR\LP A S I L V H EN S YQP 

LDKAALAQYDEQLAEYYLTRG 

SNNRRDTWSDHIRRTIIKESRPFI 

LDYLHKQGWATR 


26127 


56495 


A 


26274 


1 


1338 




26128 


56496 


A 


26275 


2 


375 


HSDPEASGPLTRLRAMEQRRVT 
DFFARRRTPGSVPSTDRR*TIVR 
MIPCTSSGRRTKAMV1LRTSLV 
NPASNE/CATELFNALDVSIQNP 
RMIISP*IQHRTELSGSPLVAVG 
RMCSLTPRVIFEH 


26129 


56497 


A 


26276 


219 


767 


RFTQGKGPINNPAVIRPLDFPQN 
GSRPLANQMFTTSLKVG D YFGK 
RHKDVLRA1RNLKCSDDFTQRN 
F API DFIDKNGDVQ PM YN ITRD 
GCMMLVMGFTGKTAAAVKEC 
YrNAFNWMVAEQLNRRMAMGE 
ELQHRYA1KETRSKLKGTIG\TR 
LMNERKKEKRVLELEHEHIMQ 
VTQPELLIG 


26130 


56498 


A 


26277 


16 


104 


H1CQSAPL*RGSSG LNGYGQYR 
PAGFLDG 


26131 


56499 


A 


26278 




399 




26132 


56500 


A 


26279 


1112 


1831 


TGIRNCAPLSLTWKSKTANRKV 
RCGHIRYPLA DG A KTSDG KDY 
LVVATTRPETLLGDTGRSRLTR 
K1RVTKELIGKYVILPAGTAPGV 
RQGPVWMPGDEVKKVTCKNG 
VVNE1WTRNHADIPLRPRFAVL 
ASGSFFSVGLVAERNGIREPILG 
LDVLQTATRGEWYKGDFFAPQ 
PWQQFGVTTDET/LRPSQAGQT 
IENLFAIGSVLGGFDPIAQGCGG 
GVCAVSALHAAQQ1AQRAGGQ 


26133 


56501 


A 


26280 


3 


790 




26134 


56502 


A 


26281 


334 


609 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26135 


56503 


A 


26282 


1 


1338 


MTRHYGAEATNALLPGKASKH 
QIVGCGVNALSDLDPRRPDKTR 
SVASGIGAALLLRLIKTLADDL 
QNLTDLSVFNGERYKDAQHVV 
IRAAGEKNQAFIAGARHDLGGE 
LGVGLVWIPASKVNGIMGPSPV 
WLTFRVSNIAGESAEGLLVTKP 
KNYDQ VPAN KPI VD AIKAKKQ 
DPSGAFVWTTYAALQSLQAGL 
NQSDDPAEIAKYLKANSVDTV 
MGPLTWDEKGDLKGFEFGVFD 
WHANGTATD AKRYCAN VKG V 
NPDTQEPSPSGVKVNDPKVDER 
LIRQEAGMVFQQFYLFPHLTAL 
ENVMFGPLRVRGANKEEAEKL 
ARELLAKVGLAERAHHYPSELS 
GGQQQRVAI\ARALAVKPKMM 
LFDDPTSALDPELRHEVLKVMQ 
DLAEEGMTMVIVTHEIGFAEKV 
RSRLIFIDKGRIAEDGNPQVLIK. 
NPPSQRLQEFLQHVS 


26136 


56504 


A 


26283 


1170 


1575 


DPPVLVQRDANSTVRFPHASAS 
ADPAGDIPPIF\AQAAGADLVY 
VGVEPPKPKAEVILVAEYSPIKT 
VADLGCPLHVQKVSRYPPEFTQ 
VITPVQC YVT1 DALGQYA A WT 
RANMTYRPGSNIIQNLGNDIRL 
RTVQ 


26137 


56505 


A 


26284 


3 


1351 


RTAPETPNQRPATLDSG1LGGYI 

APDNLTITFIGGHSLFDERFCLA 

HRCQKAAEDDAFPHDSLDAAS 

LLEYAREKLNGLDVEVYHWNL 

QNFAPEDLLYARFDSPALKTFT 

EQLQQADGL1VATPVYKAAYS 

GALKTLLDLLPERALQGKVVLP 

LATGGTVAHLLAVDYALKPVL 

SALKAQEILHGVFADDSQVIDY 

HHRPQFTPNLQTRLDTALETFW 

QALHRRDVQVPDLLSLRAPKP 

KAEVILVAENSPIKTVADLKGH 

K/VAFQKGS/SSHNLLLRA/LRQ 

AGLKFTD1QPTYLTPADARAAF 

QQGNVDAWAIWDPYYSAALL 

QGGVRVLKDGTDLNQTGSFYL 

AARPYAEKNGAFIQGVLATFSE 

ADALTRSQREQSIALLAKTMGL 

PAPVIASYLDHRPPTTIKPVNAE 

VAALQQQTADLFYENRLVPKK 

VDIRQRIWQPTQLEGKQL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26138 


56506 


A 


26285 


364 


1937 


KLSGRHCTAAMFRFLTFCLCEG 

MPMRNI 1 KL ALAGLLSVSTFAD 

AAESSPEALRIGYQKGSIGMVL 

AKSHQLLEKRYPESKISWVEFP 

AGPQMLEALNVGSIDLGSTGDI 

PP1 FAQAAGADL V YVG VEPPKP 

KAERILVAENSP1KTRTDLKGH 

KGAFQKGFSSHNLLLRALRQA\ 

GLKFTDI\QPTYLEPRWRPRAA\ 

FQTRGTVDA\WAIWDPYYSAA 

LLQGGVRVLKDGTDLNQTGSF 

YLAARPYAEKNGAFIQGVLATF 

SEADALTRSQREQSIALLAKTM 

GLPAPV1ASYLDHRPPTTIKPVN 

AEVAALQQQTADLFYENRLHY 

SEYCRPMVSVGNWFLDGSHSV 

FSYDALDRLVQQGGFDGRTQR 

YHYDLTG K LTQKQWQYDG HG 

WLTDISHLSEGHRVAVHYGYD 

DKGRLTGECQTVENPETGELL 

WQHETKHAYNEQGLANRVTP 

DSLPPVEWLTYGSGYLAGMKL 

GGTPLVEYTRDRLHRETVRSFG 

SMAGSNAAYEMTSGTELIDLC 


26139 


56507 


A 


26286 


511 


1152 


SVRFN1VFHFMRLLRFCCVLDH 
LICFTSPVNTFLRYNAFTLCNGE 
FGMSHPALTQLRALRYCKJEIPA 
LDPQLLDWLLLEDSMTKRFEQ 
QGKTVSVTMIREGFVEQNE1PE 

CDDT Ar\T?T\/\/DVCTl Cf'DCI A I 

brKLAU\K 1 V V r V d 1 LbUr'fc.LAL, 
r\\/ i pT/Tni rnvi T7TCCTT TP V\V\ 

EIGRDAGLWGRRSRLRLSGKPL 
LLTELFLPASPLY 


26140 


56508 


B 


26287 


184 


415 




26141 


56509 


A 


26288 


15 


87 




26142 


56510 


A 


26289 


78 


157 


CKRYGKARDTG*QPRTQKCTC 
CELDE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26143 


56511 


A 


26290 


1 


1817 


MTSAISLGSRCSGRIPSDIIGSNL 

D1TAFNWQPDLLTIWHRQLHLH 

LTRLDGGGHFYRQEVHLWRTD 

KSGDKRRPQGDPKTTGITAKVI 

MVRSTKLVGLPHR1TATRWKR 

KRSRMLHTNTGK.LVFNNRDQK 

RCTRKVMFDKALKLLDEAERL 

GSTSARSTIYQQCKRQGVITPHS 

ADFATTVRLLAHLSQERLGKLQ 

DSIYISLTDHCQFAIKRFQQNVL 

LPNPLLWDIQRLYPKEFQLGEE 

ALT1IDKRLGVQLPKDEVGFIA 

MHLVSAQMSGNMEDVAGVTQ 

LMREMLQLIKFQFSLNYQEESL 

SYQRLWPHLKFLSWRILEHASI 

NDSDESLQQAVKQNYPQAWQ 

C AER1 A I FI GLQ YQQLGLTQP A V 

SKIINDIEDYFGVELVVRKNTG 

VTLTPAGQLLLSRSESITREMK 

NMVNEISGEKNPGEGSEKELET 

VYVQAVGAHWEGNQVWLILA 

GGALFAAWPRVYAAAFSGFYV 

AM1LVLCSLFFRPLAFDYRGKIA 

DARWRKMWDAGLVIGSLVPPV 

VFG1AFGNLLLGVPFAFTPQLR 

VEYLGSFWQLLTPFPLLCGLLS 

LGMVILQGGVWLQLKTVGVIH 

I T?CT?\/I?ipr , ni HTVAHMA 


26144 


56512 


A 


26291 


557 


808 




26145 


56513 


A 


26292 


8 


274 




26146 


56514 


A 


26293 




1851 




26147 


56515 


A 


26294 


1 


589 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26148 


56516 


A 


26295 


1 


1848 


MDLSTPERGSPYPRLLPCGDPL 
GETIVAIDQEAKPSTEDLGNKK 
ETKYIKLKV1RWDNSDFNFLYS 
NYERIRARTTKKEDSATNVPVT 
FEKHGSHAVVYARRSATVLTD 
RNKEAPRVPQGGYMVSFVD1PE 
ALTQGETVAEAMEAAKDALLT 
AFDFYFEDNELIPLPSPLNSHDH 
FIEVPLSVASKVLLLNAFLQSEI 
TQQELARRIGKPKQE1TRLFNLH 
HATKIDAVQLAAKALGKELSLE 
CLMDILNLNKHISGQFNAELESI 
RTQVMTLGGMVDKQLSDAITA 
1HNQDSDLAKRVIEGHKNLNM 
MEVAIDEAR/C*AIIAKHQS\TAS 
D\LRLVMVI/SKTIAEMERIG\DV 
GRNKICRTALEKLSQQHQP*VV 
S\LE\SLDRHT1 QMLHD V VKAF A 
RMDIDETAKCQIFVEYVLKPKV 
1WLLCFANIFLYVVRIGIDQWST 
VYAFQELKLFKAVAIQGFTLFE 
AGALVGTLLWGWLSDLANGR 
RGLVACIALALI1ATLGVYQHA 
SNEY1YLASLFALGFLVFGPQLL 
IGVAAVGFVPKKAIGAADGIKG 
TFAYLIGDSFAKLGLGMIADGT 
PVFGLTG WAGTFAALDI AAIGC 
ICLMAIVAVMEERKSAARKKFS 


26149 


56517 


A 


26296 


395 


1428 


TSATATSTFALPRGGGYLVVSE 

WVVLRFTDIFLR1FPCDNGRT1LI 

RFGIFRMLMIVA1ETQQFPVTAI 

FRVIGMVV1NVVNASEETNRRL 

HHRSLRL1QECVMDSLNLNKHI 

SGQFNAELES1RTQVMTMGGM 

VEQQLSDAITAMHNQDSDLAK. 

RVIEGDKNVNMMEVAIDEACV 

RIIAKRQPTASDLRLVMVISKTI 

AELERIGDVADK.ICRTALEKFS 

QQHQPLLVSLESLGRHTIQMLH 

DVLDAFPRMDIDEAVRIYREDK 

K VDHNE YE\G I V RQLMTYMMED 

SRTIPSVLTALFCARSIERIGDRC 

QNICEFIFYYVKGQDFRHVGGD 

ELDKLLAGKDSDK 


26150 


56518 


A 


26297 


667 


1002 




26151 


56519 


B 


26298 


1 


1716 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
097540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


26152 


56520 


A 


26299 


1001 


2193 


LMAATKPAFNPPGKKGDI1FSV 

LVKLAALIVLLMLGGIIVSLIISS 

WPSIQKFGLAFLWTKEWDAPN 

DIYGALVPIYGTLVTSFIALLIA 

VPVSFGIALFLTELAPGWLKRP 

LGIAIELLAA1PSIVYGMWGLFIF 

APLFAVYFQEPVGNIMSNIPIVG 

ALFSGPAFGIGILAAGVILAIMII 

PYIAAVMRDVFEQTPVMMKES 

AYGIGCTTWEVIWRIVLPFTKN 

GVIGGIMLGLGRALGETMAVTF 

IIGNTYQLDSASLYMPGNSITSA 

LANEFAEAESGLHVAALMELG 

LlLFWlTFlVLAASKFMIMPvRIA 

LTLSMATMAFGLFWLIWILMST 

ITRGIDGMSLALFTEMTPPPNTE 

GGGLANALAGSGLL1LWATVY 

CGPLSDDRGGIRPTI 


26153 


56521 


A 


26300 


1 


1645 


MPAFPYTADYFSGLTATTAALA 

ALHKVRETGKGESID1AMYEV 

MLRMGQYFMMDYFNGGEMCP 

RMSKG KDPY Y AGCGL YQCAD 

GLLSLDCVHRRLGAIDPILNECF 

KDIGLAHLLGTPE1PEGTQLIHRI 

ECPYGPLVEEKLDAWLATHTIA 

E VKERF AELN 1 AC AK VLT VPEL 

ESNPQYVARES1TQWQTMDGR 

TCKGPNIMPKFKNNPGQIWRG 

MPSHGMDTAAILKN1GYSEND1 

QELRPPNNKRTKMDRGAMDII 

GGQHLRQMWDDLADVYGHKT 

AL1CESSGGVVNRYSYLELNQEI 

NRTANLFYTLGIRKGDKVALHL 

DNCPEFIFCWFGLAKIGAIMHE 

AV1ALASPDNMNAFELTP*SGK 

L1TTFPHLPLA1SA*ASPACSSEK 

RWVMALRGHSFQSVRSWAHFS 

IWNRLVTQEP1IRR 



3527 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26154 


56522 


A 


26301 


2 


1021 


TPGNNVDSIFLAFFLNQFLTLGY 

IMGKTISIKVLFGIYLLLMAAKV 

FAFSCNVDGGIIAIGAGTTSVYV 

NLDPVIQPGQNLGVDLAHHISC 

WNGDGGWYDTDHMNLVQGS 

AFAGSLQSYIGSLYWNNVTYPF 

PLTTNTNVLDIGDKTPMPLPFK 

LYITPVGAAGGVVIKAGEVIARI 

DMYKIATLGSGNPSNFTWNIIT 

NNNAVMPTGGCTVDSRNVTVD 

LPDFPGSAEIPLGVYCSSEQKLS 

FYLSGATTDSSRQVFANTAPDA 

TKASGVGVTLMQRQLAGINDS 

HLLHYLDDEVWDNDYLATPHF 

LLKSAILRSMNDALMTRVTGE 

KNGQVRLEEIER 


26155 


56523 


A 


26302 


522 


714 




26156 


56524 


A 


26303 


1 


976 


STCSSRSHLHL1QASPILPNYVA 
TAVAARIIADVQGISDTCVIAQP 
SPPHPGALRTLVFTTDEPETPQP 
PGAAGFQLVQKKQVQLHNVLY 
VMTPHAFAQGTVTIYLPGEQQT 
LSVAPLKNVVQLVTQQHLRDR 
LWWPGAFLTDFAAKVKALKD/ 
YPNHVMAQRASGEAEADDDV 
A ATIKS VRQQLLN LN I TGRLP V 
KLDPDF VR V DEN SNPPLVGDYT 
LYTVQRPGTEQGSFKVKRARA 
RVRQTRAPLFGPKSPAPEHMES 
ELEFELIGPSKSTSGNPRGLRSE 
RPVLFCLYPEMPTAAARAILIAE 
EQSREVKIALVVLDRLQRE 


26157 


56525 


A 


26304 


1 


1701 




26158 


56526 


A 


26305 


1839 


2038 


ARSGCFVRQSCPRGRCSKNRR 
WRDPYDHYPARPAYCP*RAVC 
M*LSTLATPKKVSPCKPAPAAH 
RWR 


26159 


56527 


A 


26306 




3270 




26160 


56528 


A 


26307 


1962 


2049 




26161 


56529 


A 


26308 


94 


942 




26162 


56530 


A 


26309 


1 


4104 




26163 


56531 


A 


26310 


879 


1367 


TASELGKSCSRDHTPCTASVRA 
L Y YARLRHA PANDPG EDG WAL 
AAKPPALPPRNSLNSQAIFRDKP 
NLPH RSPATYRQTERG * DTRSE 
FHA*TDAIPVATRARAGEFCRQ 
MFWGEDQADEQPA* * ACCHRK 
*PVPK*DLAMLRAPPRMDSPPD 
ASRTSDLHN 



3528 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26164 


56532 


A 


2631 1 


1203 


1911 


SRPAYHPAPREFQRQWRQDPAP 
G L AITPGQQLFITIKLWNDDH\K 
RPREALLDSLKKLQLDYIDLYL 
MHWPVPA1DHYVEAWKGMIEL 
QKEGLIKSIGVCNFQIHHLQRLI 
DETGVTPVINQIELHPLMQQRQ 
LHAWNATHKIQTESWSPLAQG 
G KG VFDQKVIRDLADK YGKTP 
AQIVIRWHLDSGLVVIPKSVTPS 
RIAENFDVWDFRLDKDELGEIA 
KLDQGKRLGPDPDQFGG 


26165 


56533 


A 


26312 


3 


793 




26166 


56534 


A 


26313 


181 


336 




26167 


56535 


B 


26314 


1 


374 




26168 


56536 


A 


26315 


591 


679 




26169 


56537 


A 


26316 


937 


1395 


YRLAAGSCGIRRRNRHCQRRPG 
RNSKRLIALISA1GMSIFLQNYV 
SLTEGSRDVAPSSVPLTPASLLI 
AG SPPH * TISRLSGPLLREIMLK 
QLYHCGKSLTNLPIREILRM*G* 
LTGEEIELARGDFHIRDIWHRA 
VTNTAHKTGITQAQHRH 


26170 


56538 


A 


26317 


627 


878 


V V EWFEPLIC VNG WESKWPVL 
LSE**PETVGTNCDSSN*IPASLN 
TSYTGLMAFDAIMVAVPTSTC 
KIRRRVAGTKCGNPRA 


26171 


56539 


A 


26318 


125 


3078 


IYTVE1QNLGFAFVTGENTTGIN 

SGTISLLQNGKDPAPSPIVLLAT 

NGGSATNAGT1TGKVTEQHSVF 

NKYSTGTSNSFIFNNDVSSITGL 

VAQSNSTIINTDSGIIDLYGRGS 

VGMLAIADSTAENQGKITLDSM 

WVDANDTTAMRDIASNSAIDF 

GTGVGVGTDRYRGGRK.NAPAF 

N\QLGGVITIYNAGAGMAAYG 

ASNTVINQGTINLEKNGNYDDS 

LAANTLVGMAVYEHGTAINDQ 

TGVININVGTGQA 


26172 


56540 


A 


26319 


205 


419 




26173 


56541 




26320 






AWKVSHCAARPSFSRRWRGEK 
CTAGRRSQQFSARSTLKPMPSP 
R* SSMHRR* *MPSASC ALRLPIP 
PAAAQSSHQSKKLRTSDNASPV 
AAARPVRPIRWT 



3529 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26174 


56542 


A 


26321 


402 


1781 


QRTTGAERYVPHHQPCPPASSL 
SAGPRG\LHPAKVQEGVDIA1EN 
DV1VAIGDALTQRYPDASFKEM 
HGRIVMPGIVCSHNHFYSGLSR 
GIMANIAPCPDFISTLKNLWWR 
LDRALDEESLYYSGLICSLEAIK 
SGCTSVIDHHASPAYIGGSLSTL 
RDAFLKVGLRAMTCFETTDRN 
NGIKELQEGVEENIRFARLIDEA 
KKATSEPYLVEAHIGAHAPFTV 
PDAGLEMLREAVKATGRGLHI 
HAAEDLYDVSYSHHWYGKDL 
LARLAQFDLIDSKTLVAHGLYL 
SKDD1TLLNQRDAFLVHNARSN 
MNNHVGYNHHLSDIRNLALGT 
DGIGSDMFEEMKFAFFKHRDA 
GGPLWPDSFAKALTNGNELMS 
RNFGAKFGLLEAGYKADLTICD 
YNSPTPLLADN I AGHIAFGMGS 
GSVHSVMVNGVMVYEDRQFN 
FDCDSIYAQARKAAASMWRRM 


26175 


56543 


A 


26322 


284 


340 




26176 


56544 


A 


26323 


113 


646 


WTLVPNWNNTQPYLGLFF*FIR 
DFADFGTTIKQDFRLLGQTSVD 
RLLQLSQGQAVKGNQLLPVSL 
VKRKTTLAPNTQTASPRALADS 
LMQLARQVSRLESGQRSDSSLR 
EKKITKKHTKKRTASLILHAMI 
CCRSLN SS KTKN TKCLN SINQR 
LKILSLQKDLMCGTAGRCKTLT 
EQ 


26177 


56545 


A 


26324 


1 


582 




26178 


56546 


A 


26325 


3 


947 


QTQEWSGSATFTSDGKIRLFYT 
DYSGKHYGKQSLTTAQVNVSK 
SDDTLKINGVEDHKTIFDGDGK 
TYQNVQQF1DEGNYTSGDNHT 
LRDPHYVEDKGHKYLVFEANT 
GTENGYQGEESLFNKAYYGGG 
TNFFRKESQKLQQSAKKRDAEL 
ANGALGIIELNNDYTLKKVMKP 
LITSNTVTDE1ERANVFKMNGK 
WYLFTDSRGSKMT1DGGATQA 
FAKENNQKAYKETYGVSH1TR 
HDMLQI PKQQQNEKYQ VPQFD 
QSTIKNIESAKGLDVWDSWPLQ 
NADGTVAEYNGYHVVFALAGS 
PKDA7G*HINLHVLSK 



3530 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26179 


56547 


A 


26326 


2 


223 


RJPIKNIESAKGLDVWDSWPLQ 
NADRTVAEYNGYHVVFALAGS 
PKDADDTSIYMFYQKVGDNSID 
SWKNAGRVFKDSDKFDANDPI 
LKDQTQEWSGSATFTSDGKIRL 
FYTDYSGKHYGKQSLTTAQVN 
VSKSDDTLKINGVEDHKT1FDG 
DGKTYQNVQQFIDEGNYTSGD 
NHTLRDPHYVEDKGHKYLVFE 
ANTGTENGYQGEESLFNKAYY 
GGGTNFFRGATQAFAKENNQK 
A YKETYG VSH ITRHDMLQIPKQ 
QQNEKYQVPQFDQSTIKNIESA 
KGLDVWDSWPLQNADGTVAE 
YNGYHVVFALAGSPKDA/G*HI 
NLHVLSKGRRQLNRQLEKRGP 


26180 


56548 


A 


26327 




803 


MLEDPRKGLETPSPVSHNLHFQ 
FHLGPLLPGSPMKKWPALVVT 
GSKSPKLESYKHFQKJWDMHG 
EPSKREEGAGLTVNQHIPNGAS 
TCNEGPQRLEALGARIPMAAGF 
SSSKPTLVTPRRAYRADLRLEG 
YWGCQGVPGGPLVAQGGATQ 
AFAKENNQKA YKETYG VSHIT 
RHDMLQ1PKQQQNEK.YQVPQF 
DQS IIKN1ESAKGLDVWDSWPL 
QNADGTVAEYNGYHVVFALA 
GSPKDA/G*H1NLHVLSK.GRRQ 
LNRQLEKRGPCL 


26181 


56549 


A 


26328 


2 


439 




26182 


56550 


A 


26329 




1084 


MVIAAMETQLSNGPTCNNTAN 
GPTTINNNCSSPVDSGNTEDSK 
TNLIVNYLPQNMTQEELKSLFG 
S1GE1ESCKLVRDKITGGATQAF 
AKENNQKAYKETYGVSH1TRH 
DMLQIPKQQQNEKYQCDNLKT 
CHTSHGSVMAETAVINHKKRK 
NSPRIVQSNDLTEAAYSLSRDQ 
KRMLYLFVDQIRKSDGTLQEH 
DGICEIHVAKYAEIFGLTSAEAS 
KDIRQALKSFAGKEVVFYRPEE 
DAGDEKGYESFPWFIKRGATQ 

RH DM LQIPKQQQNEK YQVPQF 
DQSTIKNIESAKGLDVWDSWPL 
QNADGTPERR* *HINLHVLSKG 
RRQLNRQLEKRGPCL 
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WO 01/075067 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26183 


56551 


A 


26330 


34 


1949 


MG YLNN V AG YRED L LAN RA IV 

KHGNFALLTPDGVVKNIIPGYE 

NCDATILSTPKLGASFVDYLVT 

LHQNGGNQQGFGVEGIETFRY 

VISGNITAKAEGKTYALSEGGY 

LYCPPGSLMTFVNAQAEDSQIF 

LYKRRYVPVEGYAPWLVSGNA 

SELERIH YEG M DD V I LLDFLPKE 

LGFDMNMHILSFAPGANHGYIE 

THVQVEHGGATQAFAKENNHK 

AYKDTYGVSHITRHDMLQIPKQ 

QQYEKYQDTHDTPYCEPLPGET 

RLWGDTDVIGLFDAETDMNDV 

VAILENHPLLGAGFAHKIEQLE 

DKDWEREWMDNFHPMRFGER 

LW1CPSWRDVPDENAVNVMLD 

PGLAFGTGT1QTLSVPAMLDSS 

THTRRMRSTLNLYEITRMSTVS 

TSEHSMTYTLVQVDMKEAQKP 

DTASYRTFNEFFVRPLRDEVRPI 

DTDPNVLVMPADGVISQLGKIE 

EDKILQAKGHNYSLEALLAGN 

YLMADLFRNGTFVTTYLSPRD 

YHRVHMPCNG1LREMIYVPGD 

LFSVNHLTAQNVPNLFARNERV 

ICLSDTEFGPMAQILVGATNGG 

SIETPESEGATVDESFVVGGPVG 

DFELLLCHGTVCVVGKMRDL1L 

QLSKSSIYSTKPPSRQVSVM LC 


26184 


56552 


A 


26331 


1 


145 


LRLG LLYGRRFVPPP* YALLNK. 
DSSPWYPFSVPVLASKTRYLWL 
LSPT 


26185 


56553 


B 


26332 


1 


3090 




26186 


56554 


A 


26333 


3 


832 




26187 


56555 


A 


26334 


1 


3258 





3532 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26188 


56556 


A 


26335 


184 


2324 


ENRVRLFVLIVFQDLPTCYVNH 

NFVCTAADTFTTDITPKAGDAR 

LIGIAQTVRHLEDPMRAWKSIH 

KSCEILDPIHRAPVKENTHPARK 

INISDPAAGAVARIRYEGVLSVC 

RASASAYVSRSRTITVACWYVS 

NTGVTGATIGVKRQHRHARLFS 

G DG APGFGTGKRDI RQLRRL VR 

IQIQRTFFAAVLHVPTPWSRAID 

AAALLTVIDVKVLTACACQAC 

RTLALRVAQVIDRCSNPGDIMS 

SVARRYWFISRWSAKRDCAVS 

YDQDPGQAQRSCRSCLVAVDR 

GLWLSAYCRSLMTQTLLPDDV 

PRI LPN ASSPSRLRCLQHLGN YR 

LLDLRKLIWLHRSQFSLCGWEK 

RLVKDLTR1QDTGRAKE1LGAT 

ATLEFRLVNTNVDQAAAASGR 

VPGDSEVKQTREGQPVVLYKR 

VILTGDH 1TDSTSSQDE YNQPQ 

VN1SLDSAGGNIMSNFTKDNIG 

KPMATLFVEYKDSGK\KDANG 

RA VL VKQEE V 1 1 1 ANIQSRLGNS 

FRJTGINNPNEA RQLSLLLRAG A 

LIAPIQIVEERT1GPTLGMQNIEQ 

GLEACLAGLLVSILFM1IFYKKF 

GLIATSALIANLILIVGIMSLLPG 

ATLSMPGIAG1VLTLAVAVDAN 

VLllNtrvllS.tcJLS>lN(jKl Vl^l^AllJfc, 

GYRGAFSSIFDANITTLIKVIILY 
AVGTGA1K.GFAITTGIGVATSM 
FTA I VGTR A 1 VNLL YGGKRVKK 


26189 


56557 


A 


26336 


1 


369 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26190 


56558 


A 


26337 


1 


1316 


MNGLLDSDSDSLSSCQQRVKA 

RLHEILQKDRDFTAEDYEKVES 

RI YHFARLSVGGYTADSSLTLK 

VYLQLMKAPKKRRGEVNVGT 

VVAFIKGGFPVVKKDYFRPAA 

DGSSALCRFFPTGNVHDQSDPQ 

KVTDGAVVPVQPTDGPGLRCL 

RRARGCGAGRQGREQAQDCG 

AEIQAEAASRASRVQEGSYPRP 

PNGPFSTDLTG LMQFTKLL VLK 

VESQLTRRIRKCHNLREANIREE 

LRFFNCTNVALRTGVQFNRRPD 

SPGYSRGVLSPERHVRTRLYFT 

SESHVHSLLS1LRYGALCNRGG 

TLCCRA1 HTLHRHTIVLNGVTV 

TLNLVQLTFYGNVSEIIRHQCQ 

LTRHGNHPLPLTAIQGIALFSDN 

QAAYRFRADQRTLRPFGLPVAR 

QPVRRGGFHDIV1VFDFGTARQ 

QQE/LRLQLRVFSSFVLHEKKR 


26191 


56559 


A 


26338 


2 


1415 




26192 


56560 


A 


26339 


1434 


1667 


KRTD WRDRVAFRCRS 1 AESG * R 
QA1AKELELTASAEILLWDDYF 
APGYGVPNDEGMEAVKLLARL 
EGII.I.DPAVRLR ' 


26193 


56561 


A 


26340 


1 


1671 




26194 


56562 


A 


26341 


1067 


3947 


FCTVPNAVY1GGPGFGARHNAS 
N SLKDI A EL VPF AHRYG AKIF V 
TLNTILHDDELEPAQRLITDLYQ 
TG VDALI VQDMG I LELDIPPIEL 
HASTQCDIRTVEKAKFLSDVGF 
TQ1VLARELNLDQIRAIHQATD 
ATIEFF1HGALCVAYSGQCYISH 
AQTGRSANRGDCSQACRLPYT 
LKDDQGRVVSYEKHLLSMKDN 
DQTANLGALIDAGVRSFKIEGR 
YKDMSYVKNITAHYRQMLDAI 
IEERGDLARASSG 


26195 


56563 


A 


26342 


182 


881 


HAEPLPYRGLLLKLGESRGCLL 
PASLPFSLQEFFYSGPREELAQK 
TLLVSVWDYDLGTADDFIGGK 
C DPADQD V VHTALRE\TREELG 
LAVPEEHVWGLLRPVYDPQKA 
TVVPVLAGVGPLDPQSLRPNSE 
EVDEVFALPLAHLLQTQNQGY 

I Mrt^KUljrirK Y 1 Lr V r LrivjrriK 
VWGLTAVITEFALQLLAPGTYQ 
PRLAGLTCSGAEGLARPKQPLA 
SPCQASSTPGLNKGL 


26196 


56564 


A 


26343 


237 


338 





3534 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26197 


56565 


A 


26344 


279 


533 


1HLRRILQRGQ*PRQRWRERCC 
ESGRGTSGPGSSQ* LTGSPQECC 
TPAGETGPRAHSPQ*SCWCHCC 
TPQGRQS1CTRTSHRTA 


26198 


56566 


A 


26345 


126 


303 


LLLSYGVGASHQSLECHHRSNH 
GSLWMHSKRCAGGKIRVGTPE 
CQ*SALERPGLPPLC 


26199 


56567 


A 


26346 


368 


746 


SLLHTTSRAPEGPSRYPGPGPPS 
AATKGQRTRRPLCARPP/PGLPD 
APL/SPAAPTPTLPLPCPRVAQP 
AHGPPSASALSSWENRPCCRHE 
LAAKPPEQAARRGHARTPTAG 
PAPPGRRAALSGSQFP 


26200 


56568 


A 


26347 


79 


159 


SFLGVSRRGGFGRVTGQ*WRE 
GQQ1NK 


26201 


56569 


A 


26348 




3369 




26202 


56570 


A 


26349 




529 


MELAKVVKSHPSAKMVLCIAT 
DDSHSLSCLSLKFGVSLKSCRVT 
LLENAKKHHVEVVGVSFHIGR 
GCPDPQAYAQSIADARLVFEM 
GTELGHKMHVLDLGGGFPGTE 
GAKVRFEEIASVINSALDLYFPE 
GCGVDIFAELGRYYVTSAFTVA 
VS11AKKEVLLDQPGMEEENCS 


26203 


56571 


A 


26350 


146 


502 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26204 


56572 


A 


26351 




2212 


MKRSRCRDRPQPPPPDRREDGV 

QRAAELSQSLPPRRRAPPGRQR 

LEERTGPAGPEGKEQPPALASQ 

SAEIAASARLPPRLGRLLGFQK 

ACRCWSLNPHILMALLRSLVPP 

D1CKHPQVWRGRPPLHLAPNVG 

LFSRVKVRSSVVIEDKSMRDSR 

RGL SQ RRRRRKKKKRG S S SKK 

KKRRKKRKKKKRKKRKRRKN 

RKKKKKRKNKRKKKRKKEEK 

KEEEEERRKKEEEDEEGRGRGR 

RKRKRKKRKK RRS RK K.KETA A 

AAAAGERLGK.WWPGECPVEC 

VAYFLRRRLQQRLHPARQLLL 

QGMAGYLSESDFVMVEEGFST 

RDLLKELTLGASQATTDEVAAF 

FVADLGAIVRKHFCFLKCLPRV 

RPFYAVKCNSSPGVLKVLAQL 

GLGFSCANKAEMELVQHIGIPA 

SKIICANPCKQIVSQIKYAAKHGI 

QLLSFDNEMELAKVVKSHPSA 

NFHIGSGCPDPQAYAQS1ANAR 

LVFEMGTELGHKMHVLDLGGG 

FPGTEGAKVRFEEIASV1NSAL\ 

DLYFPEGCGVDIFAELG\RYYV 

TSAFTVAVSI1AKKEVLLDQPGR 

EEENGSTSKTIVYHLDEGVYGIF 

KTCVT FrVMlfPTDll Olt'QQTl^CT D 

INo Vir UNlUr I rJJL^K.oS> 1 

TTIGEAFERLHRLLRERQKAML 
EELEADTARTLTDIEQKVQRYS 
QQLRKVQEGAQ1LQERLAETDR 
HTFLAGVASLSERLKGKIHETN 


26205 


56573 


A 


26352 


1 


860 


MKKEDAFLKAFYIVHGKWNCV 

KGSLTRTPCCCTNCLAGGIWC 

MR VQI FQLENK VLPGFP WACR 

VDLYGQIGFDAAAQCLSLSVSK 

AEPLVKKAPPELREQLARKTLS 

SDNLKYLFDNKD1MKVK.QSKK 

KKEHSFRKNNGCIKIIAFSDHAE 

DFRKLGCEVLGISVDSQFTHLA 

WINNPQREGDLGPLNIPLLAEV 

ASGLSEDYAVLKTDAGIAYRG 

RFISDGKGVL/SQITVNDLPVGR 

SVDEALRLVQAFQYAEEHAEV 

CPAGWKPGTDTIKLNVGDSKE 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26206 


56574 


A 


26353 


70 


745 


ERGSTRVIVRASSLCPRSFQSWP 

PVTRASESQPLTSRPQRWSDGA 

FK.EVKLSDYKGKYVVLFFYPL 

DFTFVCPTEIIAFSNRAEDFRK.L 

GCEVLGVSVDSQFTHLAWUTT 

PRKEG\GLGPL\NIPLLADVT\RR\ 

LSEDYGVLETDEGMAYRGLAFIl 

DG\KGVLRQITV\NDLPVGRS\V 

DE\ALRLVQAF\QYT\DEHGEVC 

PAGWKPG\SDTIKPN\VDDSKE\ 

YFSKHN 


26207 


56575 


A 


26354 




689 


M A AEDELLLPRLPMLLETG KQ 
LLDEVELAAETTGYQIVQEKRA 
REHFIN Y LTQCH YYHI AKFELL 
KTKNNSAENHTANSSMAYPSL 
VAMASQRQAKIERYKQKKELD 
HRLSAMKSAVESGQADDEHER 
PPVKSFILTRNTAQAKJLFGASYP 
SLATMTVSDWYEQHRK.YGALP 
DQGIATATPEKFRKAAQQQKY 
QEVKEGEDDE/ALYRVREWDN 
WKDTHPGGYGNRQNMG 


26208 


56576 


A 


26355 


1 


810 


NYLTQCHCYHVAEFELPKTlVrN 

NSAENHTANSSMAYPSLVAMA 

SQRQ AK I QR Y KQKKELEHRLS A 

MKSAVESGQADDERVREYYLL 

HLQRW1D1SLEE1ES1DQEIKILR 

ERDSSREASTSN SSRQERPP VKP 

F1LTRNMAQAK VFG AG YPSLPT 

MTVSDWYEQHRKYGALPDQGI 

AKAASSSSSSSSSSSSSSSSSSSSS 

SSSSSSSSSSSSSSSSS/PSSQEFR 

KAAQQQEEQEEKEEEDDEQTL 

HRAREWDD WKDTHPRG YGNR 

QNMG 


26209 


56577 


A 


26356 


223 


359 


RKQQDEPCGHLQSPGKPFLTLS 
CRDPWGGLPV*LEKDHRKKKS 


26210 


56578 


A 


26357 


1 


3855 




26211 


56579 


A 


26358 


1005 


1293 


SDRRYEWDPCPR*LNGALLCLL 
LLEHPEGCPWHSVWSTGHSLEP 
MHFRFPSSQDLQLLLPLPGKLG 
YRAR1RNHGHSCFLQRRKTVYQ 
GDGPLREP 


26212 


56580 


A 


26359 


763 


978 
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SEQ ID 
NO: 


SEQ ID MO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26213 


56581 


A 


26360 


1 


1217 


MQRRLKRRNAGLPCCEVPGYY 

REDASSPLLPKYKTNFSQCLVH 

FFDELRHHLVKTRHVLFIPLNH 

D1MQAFTLHARVIVGKVPG1FS 

RHPHAVLHLGHSQIGLLMEYPD 

ELLWECKEDALALIRRDAPMLT 

DFTKNLLNAPLLDKQAEWCEV 

FDRGRTTSLLLFEHVHAESRDR 

GQAMVDLLAEYEKVGLQLDCR 

ELPDYLPLYLEYLSVLPDDQAK 

EGLLNVAPILALLGGRLKQREA 

PWDALLDALVAQLGGSSLSSDN 

VKKQVNSEERDDTRQALDAV 

WEEEQVKFIEDNATACDSSPLN 

QYQRRFSQDVAPQYVDISAGE 

GQSSFQLVSYWEKDVQTCLEFL 

PSGGFVVSLASGVKLQTFTETD 

NLVKDITFFGK.I STRSLKTYLKD 

VTEKREQSCVNLELK 


26214 


56582 


A 


26361 




783 




26215 


56583 


A 


26362 


2 


1646 


PGSTISFRRVTQREKKQPEAELC 
QG STSNLFQFIHPSLLSAQTVEL 
GLSKFVPKKMIITQTSH\CYMTS 
LGILFLINILPGTTGQGESRRQEP 
GDFVKQDIGGLSPKHAPDIPDD 
STDNITIFTRJLDRLLDGYDNRL 
RPGLGDAVTEVKTDIYVTSFGP 
VSDTDMEYT1DVFFRQTWHDE 
RLKFDGPMKILPLNTMLLASKIW 
TPDTFFHNGKKSVAHNMTTPN 
KLLRLVDNGTLLYTMRLTIHAE 
CPMHLEDFPMDVHACPLKFGS 
YAYTTAEVVYSWTLGKNKSVE 
VAQDGSRLNQYDLLGHVVGTE 
I1RSSTGEYVVMTTHFHLKRKIG 
YFVIQTYLPC1 MTVILSQVSFWL 
NRESVPARTVFGVTTVLTMTTL 
SISARNSLPKVAYATAMDWFIA 
VCYAFVFSALIEFATVNYFTKR 
SWAWEGKKVPEALEMKKKTP 
AAPAKKTSTTFNIVGTT\YPINL 
AKDTEFSTISKGAAPSASSTPTI1 
ASPKATYVQDSPTETKTYNSVS 
KVDKISRI1FPVLFAIFNLVYWA 
TYVNRESAIKGMIRKQ 


26216 


56584 


A 


26363 


217 


559 


MKKALQVAMFSLFTVIGFNAQ 
ANEHPHETMSEAQPQINSATGV 
VKGI\DL\ESKKITIHHDP\IAAVN 
WPEMTMRFTITPQTKMSE1KTG 
DKVAFNFVQQGTLSLLQVIKVR 
KPAQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26217 


56585 


A 


26364 


72 


157 


ERRKF* * SQSSVQKKNKERLQN A 
VIYLEL 


26218 


56586 


A 


26365 


3 


620 


VSGGGWEPSGTLTAFKTASAIT 

TEMASRS\QGIQQLLQAEKRAA 

EKVADARKRKARRLKQAKEEA 

QME\ VEQ YRREREHEFQS K.QQA 

AMGFQGNLYAEVEQATRRQV 

QGMQSSQQRNRERVLAQLLGM 

VCDVRPQRPSDLQKEEMTTFSP 

SLIIPARACRFLVRAQQSSGHLH 

YRAKDPVGTRSLRHTRSSRIHG 

GVPTEKTCVAKT 


26219 


56587 


A 


26366 


28 


187 


TGTESGQYHCKRRKMGPEPI1K 
SLWARSDEPVFWG/LFGAGGM 
WSAI1APVM1R 


26220 


56588 


A 


26367 


1 


870 


MAVWPTGALALTPSPAGDAGA 

CSTAGGPCQGARGPRGSGPPA 

WGPDAVLEPLRGQRKPYVRPM 

TST W WKKLPF Y RF YMLREGTA 

VPAVWFSIELIFGLFALKNGPEA 

WAGFVDFLQNPVIVirNLITLAA 

ALLHTKTWFELAPKAANI1VKD 

EKMGPEP1IKSLWAEPEM1NPNP 

KRSDEPVFWGLFGAGGMWSA1 

IAPVM1LLVGILLPLGLFPGDAL 

SYERVLAFAQSFAGRVFLFLMI 

VLPLWCGLHRMHHAMHDLKI 

HVPAGKWV\FYGLAAILTVVTL 

1GVCT1 


26221 


56589 


A 


26368 


741 


894 




26222 


56590 


A 


26369 


504 


558 




26223 


56591 


A 


26370 


897 


1097 


RKWSQSTRLPWETGPSSETSPS 
GP1VSPTRSHLASPRRPPPTPP*S 
SPRRLLG A 1 PPGIG VPPLN E 


26224 


56592 


A 


26371 


200 


657 


GPRRLSFVTGHKAYRGLGIVSG 
PTVPLVCAVCCSYWDPGVPRV 
VRLVVRLWPLCRCGGRSGDAS 
VAAAPLVCGGGI*DWDHCPFV 
CGPSLCALRPSCGCGSGMACRV 
VLLLRCPLAMFAFTSFFSVTEV 
GKFSPFPLPEFFFSGFALDLSLP 


26225 


56593 


A 


26372 


196 


404 




26226 


56594 


A 


26373 


1 


3162 




26227 


56595 


C 


26374 


287 


349 


















26229 


56597 


A 


26376 


365 


604 


VLAVSYPSLCLLL*KPIGPEDAI 
YALSSDFTCGSPTAAGRKQIRG 
EVCPRERCSVETCLSPNFHSLVS 
SFPFSLLQGFK 



3539 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


26230 


56598 


A 


26377 


1 


1404 


TLVRCFPPLKLIFSIFKKKAASL 

GSSQSSRTYAGGTASATK.VSAS 

SGATSK.SSSMNPTETKAIPVSQ 

QMEGPHLPNKKKHKKQAVKTE 

PEKKSQSTKLSVVHEKKSQEGK 

PKEHTEPKSLPKQASDTGSNDA 

HNKKAVSRSAEQQPSEKSTEPK 

TKPQDMISAGGESVAGITAISG 

KPGDKKKEKKSLTPAVPVESKP 

DKPSGKSGMDAALDDLIDTLG 

GPEETEEENTTYTGPEVSDPMS 

STYIEELGKREVTIPPKYRELLA 

KKEGITGPPADSSKPIGPDDAID 

ALSSDFTCGSPTAAGKK\TEKEE 

STEVLKAQSAGTVRSAAPPQEK 

KRKVEKDTMSDQALEALSASL 

GTRQAEPELDLRSIKEVDEAKA 

KEEKLEKCGEDDET1PSEYRLK 

PATDKDGKPLLPEPEEKPKPRS 

ESELI DELSEDFDRSECKEICPSK 

PTEKTEESKAAAPGSCVGGCVS 


26231 


56599 


A 


26378 


1 


688 


ITAISGKPGDKKKEKKSLTPAVP 
\VES\KPDKPSGKSGMDA\ALDD 
LI DTLGGPE ETEEENTT YTGPE V 
SD\PMSSTY\1EELGKR\EVTIPPK 
\YRELLAKP1GPDDAIDALSSDF 
TCGSPTAAGKKTEKEESTEVLK 
AQSAGTVRSAAPPQEKXRKVE 
KDTMSDQALEALSASLGTRQA 
EPELDLRSIKEVDEGSLPDFQQQ 
SLSLGLPWPKMGQFLSSTFLEG 
SPATQRK 


26232 


56600 


A 


26379 


199 


384 


VYKECR*GFSHESPPSKPQS/HIE 
*KFCMCGENGQGLRKKSSSKN 
SFFGTSFTWVGRENVKHI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26233 


56601 


A 


26380 


166 


2172 


TYILRNLYKEVMLENYRNLLSL 

GKAVFFPFLH*FSRDLLIT*YVP 

QSQQFLSQHVLQIFLGLCAENH 

FHPGNSSPGHWKQQGQQYSHV 

SCWFENAEGQERGGGSKPWSA 

RTEERETSRAFPSPLQRQSASPR 

KGNM VVETEPSSAQRPN PVQL 

DKG LK.ELETLRFG AINCRE YEP 

DHNLES1MFITNPRTLLGKKPYIC 

SDCGRSFKDRSTLIRHHRJHSME 

KPYVCSECGRGFSQKSNLSRHQ 

RTHSEEKPYLCRECGQSFRSKSI 

LNRHQWTHSEEKPYVCSECGR 

GFSEKSSFIRHQRTHSGEKPYVC 

LECGRSFCDKSTLRKHQRIHSG 

EKPYVCRECGRGFSQNSDLIKH 

QRTHLDEKPYVCRECGRGFCD 

KSTL1IHERTHSGEKPYVCGECG 

RGFSRKSLLLVHQRTHSGEKHY 

VCRECRRGFSQKSNL1RHQRTH 

SNEKPY1CRECGRGFCDKSTLIV 

HERTHSGEKPYVCSECGRGFSR 

KSLLLVHQRTHSGEKPQMTFSG 

VTPQLLERTVLLLAEMHSRDAL 

RSGTHSQPQGAACTTGAMHLC 

RGTFWPQPLTQRGQLQKVIPDP 

E1P1ELKDHWVADTLQVSFFLCP 

VLPSLPSESSIFCLVVCSINYAV 

APQSGLMREKDVHVWECGPPP 

FARTAP1TPTSDQN WRPLREKY 


26234 


56602 


A 


26381 


434 


946 


NTFCLTAMKILCM WFSRWHSR 
WVGMQGPSC*PQRTLWMATLS 
STGRSCVPAACTPAPCGRISAA 
GRLRCSQLLPHAPAPAACCSCP 
SVHISFQPL*QLRTSLWTVQMK 
SQVTQTQVGSHSSTSQARALQG 
HQQVQKPGSRIRTGGVKPQLEG 
PGRWLKIRLEGHSWTCRQ 


26235 


56603 


A 


26382 


3 


2119 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26236 


56604 


A 


26383 


3 


2237 


NRRKFSVSIGFYTVMDAQYKII 

TKTAHLITKESPQEEGKEMFAT 

MSKLKEQLTKVRK*FNALLYES 

QQLLIPLEELEKQMTSFYDSLG 

KINEIITVLEREAQSSALFKQKH 

QVRTILFKWCNSSQKMTLCLVL 

GSMISMLSTAKITIAGYKSEVEV 

SVSHHCI*NCKKTLTLIEKGSQS 

VQKFVTLSNVLKHFDQTRLQR 

QIADIHVAFQVICSPC*DWKKH 

VETNSRLMKKFEESRAELEKVL 

RIAQEGLEEKGDPEELLRRHTV 

SPPFRDQRVLNAFLKACDELTD 

ILPEQEQQGLQEAVRKLHKQW 

KVSQDRTAYHLLHLKIDVEKN 

RFLASVEECRTELDRETKLMPQ 

EGSEKITKEHRVRLPHHSPHHLC 

EKRLQLIEELCVKLPVRDPVRD 

TPGTCHVTLKELRAAIDSTYRK 

LMEDPDKWKDYTSR*PQNGLW 

1STNETQLKGIKGEAIDTANHGE 

VKRAVEVSSGSLSKRGETLSWL 

KSRLKVLTEVSSENEAQKQGDE 

LAKLSSSFKALVTLLSEVQHLL 

THFGDCVQYKEIVKNSLEELIS 

GSKEVQEQAEKILDTENLFEAQ 

QLLLHHQVKMPLSSAKKRDVQ 

RKLESTLDGLERSRERQERRJQ 
VGAGS*ERFETNKETVVRYLFQ 
TGSSHERFLSFSSLESLSSELEQT 
KVYYGSLESIAVQAENLVKEAS 


26237 


56605 


A 


26384 


1 


390 


GTSLFDEEGAKIVKDLMSKAEK 

1NU Vrvl 1 LrVUr V 1 AUUr UdlN Arv 

TGQATVASGIPAGWMGLDCG/P 
ESSKKYAEAVTRAKQIVWNGP 
VGVFEWEAFARGTKALMDEV 
VKATSRGCITIIGKRSYTKLIPI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26238 


56606 


A 


26385 


1125 


2228 


NVMSHLGRPDGVPMPDKYSLE 

PVAVELKSLLGK*VPGSGAGRL 

CGGGSCQARCYAGSV1LLENLR 

FHVEEEGKGKDASGNKVGPVIL 

TLLG VR A* VCKRLWLN VN D A F 

GTAHRAHRYQEPCRLPH*EQYS 

YLLE*PK YFAKALESPERPFLA I 

LGGYEELFKIML*VLFAW**AIT 

WIGGGMAFTFLKVLNNMEVGN 

KCQVDVK*LSMIIAGC1NEKNG 

VK1TLPVDFVTADKFDENAKTG 

QATVASGIPAGWMVSHLSGLV 

V*VNRNSVVSFIHFVWNGPVG 

VFE WE A F ARGTKALM DEV VK 

ATSRGCIT11GK.RSYTKLIPPAG 

RJLIRGRCTGGGASLELLEGEGL 

LFFGLFGIRVDCAVRGG 


26239 


56607 


A 


26386 


2 


482 


TRQAWHEGPRGVPHSASLRSA 
RRQSAPSLTESPTSVPSCISKMA 
LSNKLTLDKLDWKGKRVVMR 
VDFNVPMKNNQITN'NQRIKAA 
VPSI\KFCL\DNGAKSVVLM\SHL 
G\RPDG\VPMP*QVTPLEPVA/V 
VELKSLLGQGMFCS*RDCVSPE 
VEKACANPPG 


26240 


56608 


A 


26387 




378 




26241 


56609 


A 


26388 


31 1 


578 


LGIRGQTLGFLSRARCGGSRRS 
LEMQNNAGEFVDL*VPRKCSA 
SNR1IGAKDHASIQMNVAEADK 
VTG RFNG QFKTY AI S Y FLNLFL 
HH 


26242 


56610 


A 


26389 


3 


333 


DAWDLCRVTSCFLSLSRAVWW 
QQAQPSLEMQNDAGEFVDLYV 
PRKC S A SN RI I G AKDHA S IQMN 
VAEVDKVTGRFNGQFKTYAIC 
GAIVRRMGESHDSFLRMAKADG 
IVSK 


26243 


56611 


A 


26390 


23 


389 


LAASFLSRARCGGSRRTQALEM 

QNDAG\EFV\DLY\VPRKN\SAS 

NRIIGAKDHASIQMNWAEVDK 

VTGRFNGQFKTYAICG\AI\RRM 

GESDDS1L\RLAKADGIV\SKNFL 

TGEESQDVGIFCHK 
















26245 


56613 


A 


26392 


1227 


1430 


GSSSPRDPQEEDLKLLKFAFSR 
GPPLSLVHPPPLLSYPSARR*PQ 
TPPRPPPRHPSLHPLHPPSAQP 


26246 


56614 


C 


26393 


17 


319 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26247 


56615 


A 


26394 


1 


645 


Ml H EQN EN IKKNTKTIKKNQTEI 

LELKNTVTEWKNLLEVFNNSFR 

QNEESVNLQTSYLKSLSRGEKR 

KKKCEEMIRDLGQYQPGPYMH 

DGYSRRESGPNVPRRAQVDGG 

DARKGTHRRKRVLERGLWLKR 

EDKKAQGYKGR*KGPRV*GTD 

PQEEDLQRLSAETWLVL*PEPR 

P*KAPAKKGEKVP*GRKGKAD 

AGKEGNNPAENGDVKTDQAQ 

KAEGAGDAK 


26248 


56616 


B 


26395 


1 


663 




26249 


56617 


A 


26396 


265 


735 


VMWLRYDTLSETHMHQLLGL 

NLLFLLSQD*VAEFHMELEWLP 

ATDTQTN AYIKRPVSLEPYLM E 

GGYNKVFLAKGNIPAKSYTFIHI 

LLDTIRDEMAGCIEKAYEKILFT 

KATWILFLNTPKQMMDNTKK* 

GWVLGPNNYYSFASQQQKLED 

TTIPS 


26250 


56618 


A 


26397 


215 


386 




26251 


56619 


A 


26398 


3 


515 


QLPESAYMHQLLGLNLLFLLSQ 
NRVAEFHTELERLPAK.DIQTNV 
Y1KHPVSLEQYLMEGSYNKVFL 
AKGMIPAESYTFFIDILLDTIRDE 
I AGC1EKA YEKILFTEATRI LFFN 
TPKKMTDYAKKRGWVLGPNN 
YYSFASQQQKPEDTTIPSTELAK 
QVIEYARQ\LEMIV 


26252 


56620 


A 


26399 


423 


4482 


KLVW1LFDF1CLAFL*FFSTYMY 
SCE* IL VKLTL YFSFH V YLLI YC 
ECENLTGTLDLVF1*KCKSLLIW 
IA*TVYKKIHMEGEVKG 


26253 


56621 


A 


26400 


173 


174 


AVSLLKHSNNDLCSS/GFPTSRT 
ADPTSCGSH\WPWGPQSLKQ*P 
ELYIGPF*PRLELKQLGCRAPSP 


26254 


56622 


A 


26401 


135 


699 


RDLVPCAPAAPAMAKRGQDTV 

WAMASEGASPNPCQLPQGVEP 

AGQCRRKMWG*SPHTEPPLGT 

A*WESLELPRDLLNGFDQNAD 

NDMDNE1QAEVVSDGDEELVG 

NQSKGTWCPVPQLLQLWLKGA 

KIQFGPWLQRVQAPILASFHKV 

LSLQGSAEGKCGVEAPTQSPH 

WALPSGAVRRGPPSSRPQNGRS 

ARREVVPCKAKGAELPKTMGT 
DLLHQCDLGVRHGVKGDHFGA 
LRFDCPTGFWTYMGPVAPLVW 
PIFPIWNSC1YPMPVPP1VSRR 
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SF.Q ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














RL VEWL* PRDLLNGFDQN ADN 
DMDNEIQAEVVSDGDEELVGN 
QSKGTWCPVPQLLQLWLKGAK 
IQFGPWLQRVQAPILASFHKVL 
SLQ 














VPSLGSFHVVLVLSVHRRQELR 
FGNLHLDFRRCMEMPGFPGRSL 
LQR*SPHGEPLLGQCRREMWG 
QSPHTESPLGH*LMEL*HPPSPR 
MIDPPTACAVPLEKLQALNASH 


26257 


56625 


A 


26404 


851 


1387 


PKI VELLK YSG DQLERKLKKDK 
ALMGHFQDGLSYSVFKTITDQV 
LMGVDPRGESEVKAQGFKAAL 
VIDVTAK.LTAIDNHPMNRVLGF 
GTKYLKENFSPWIQQHGGWEK 
ILGISHEEVD*NIRFVIRNTLCLL 
WSCARWPSDGPTGDYNVQGR 
WS1DVFKT1IPVTGEASGEVSFV 














LRRLGITHVLNASHSRWRGTPE 
AYEGLGIRYLGVEAHDSPAFD 
MSIHFQTAADFIHQNKRAISAL 
HLCRKSGIRQA*MS1HFQTAAD 
FIHQNKRAISALHLCRKSGIRQA 


26259 


56627 


A 


26406 


2 


594 


SVLGLTLPAPRFKTLRRRWVQG 

QKVLRKAPFGKKPRGSLTFWR 

A STR VRDMANNRRELRRLGIT 

HVLNASHSRWRGTPEAYEGLGI 

RYLGVEAHDSPAFDMSIHFQTA 

ADFIHRALSQPGGKILVHCAVG 

VSRSATLVLA*PHAVPPPLPFVE 

A IKKVKDHRG 1 1PNRGFLRQLL 

GLGPQLAAGSGSMRGGGEKLR 


26260 


56628 


A 


26407 


605 


1231 


NCSNSGVWRISHKKERSIPDSK 
RRRSRGNTKSSSPRPTTRSLEKL 
LTSGSPRI WPVRMS * LHDKA RR 
ASFSSSSSAIKKAFSSASRSSNES 
VSSLSNSSLEGQSKSMS1SSSST 
GVGSRLALGLYTSSEMVKGSSF 
ILSSSSLGGSSYSRAAFTGELEIK 
GAEMFSSLGNGTPVLRAVTLEP 
SL SRRTNTL LLQ WFPMCN WRL 
RRVWI 


26261 


56629 


A 


26408 


771 


1121 


FSPKLLPRREGRKPCEAPARTQ 
TPRSKSSTPPSQV**SVDSDPQP 
KGKQDRSRGGPLQERAQRESG 
PNLLAATVVPRPRAERHPAISTE 
GPTGPPEGSAPSATSSVAAAGP 
APHSR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26262 


56630 


A 


26409 


3777 


4343 


DQEEPFSGNSSI IQSLFT1 KJLN PQ 
SSLQEVCSLDTHNSPVRVFKNS 
CSAKFHFKFVWNVILLLQLSSE 
EL1LSFVIPGVGHCWSSYCYILQ 
PRIFPLWSFYIVIYVEDSSICVSS 
LFPSWR*RP*1IGS1K*CLSSQMG 
WNFQSW/NLPR/CVVLVLWSIK 
KGL/HIWCMPDFPAFRKESLLN 
FRWLGHLLA 


26263 


56631 


A 


26410 


473 


667 


PCSDWGWRSPWNLQLEETWAL 
*CCSHSHKVSQEGTWMKLETII 
LSKLLQGQKTKHPMFSLTGGN 


26264 


56632 


A 


26411 


1416 


2108 


QRAN1QNLQRTQTNLQEKRNPI 

NKWVKDMNRHFSKEDIYAAN 

RHMKKCSSSLAIREMQ1KTTMR 

YHLTPVRMVIIRKSGNDRCWR 

GCGEIGTLLHCWWDCKLVQPL 

WKTVWRFLRDLQLEIPFDPATP 

\LLG1YPKDYKSCCYKDTCTRM 

FIAALFTIAKTWNPTPKCPS\MI 

DWIKKMWHJYTAMEYYAAIKK 

DEFMSFVGTWMNLETIILSKLL 

QRQKTKHRMFSL1GGN 


26265 


56633 


A 


26412 


1 


278 


FRCSSYYYFKYFFCFFLFSLLLF 
*1FFLFLSLLFASLLFLASPLCVC 
YFFFIVVAQFLNSLFHFFSLFVL 
CFSGLEVSID1SSSVEILSSAMSIT 
LMGLSKAFL1T 


26266 


56634 


A 


26413 


181 


742 


PLLKSGCISFLLLRLLVKLYRFL 
VRRNNSTFNQVVLKRLFMSRT 
NRPPLSLSWMIQNIKLPDRENR 
KAVAVGTITDDVRVQEVPKLK 
VCALRMTSQARSGILGAGGKIL 
TFDQLAPDAPKGCGTVLLSGPR 
KG * EV YRHFGKA PGTP YSHTKP 
Y 1 RSKGRKFERTRGRLASRG YK 
NY RS YPLIKDCL 


26267 


56635 


A 


26414 


368 


675 


SLSTLLSSRDCPLATISKQLRVL 
ARGCVVNNCFCKHLLNTCSLA 
GTVPG*GASSGRQKFKLLAKFK 
VLARLCSSGGSRGEPFSCLFLFL 
GATG1LRLMASSS 














LLGNPSPVVKGRPCRHDGSEI/A 
PRVYFRGCS*SSHSWVSHFLSA 
PSHPRMLPTSRHRPPLRPLT*ER 
RGKRRDD*PLHHP*P/CWSTCSP 
STSARATPTPPSGSGW 
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SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26269 


56637 


A 


26416 


347 


725 


EAKRRRPLSTLMEKRCFQPLWT 

RPSRKKPRGRTWRPPALNPTR] 

AGPPSPPAVSPGFGPIPP*S1SCFP 

KGPGFSMGFLRLRCFSAVQKVL 

APGSPA*PCLSCGPFRTALGDL 

ARTPEKLCWLERS 


26270 


56638 


A 


26417 


525 


708 


IVAEL1QHHQLPCSHPLSGGKIK 
DQQVVFLSLSP*SSHNKTLY*AP 
KTNQRPQDYPEGCNA 


26271 


56639 


C 


26418 




1050 




26272 


56640 


A 


26419 


934 


1708 


PQRGVWVLSV1LHFPWLGSGPL 
PNSAGD*AARYSWNQILKPDC* 
WKLSSAAGISFQRS*VNFHYGE 
FCPKI PSGM YESKLGSIITDKTP 
HFLPAQKTRSTPSPATAPLPGAT 
SPRPPRGRRRRRRCPEQQPPPPL 
QAGPTAAARHRQDPLPRFSPLC 
FHSHPRASGAGSRPAPARVSPW 
TRRPAAPVSSGRGRLAPKRSLS 
PRPPRPGQGGGRVPARRELPLA 
PRGLCVRLVYSLCSSLCGSLPSF 
SLGSLVFSSSDQG 


26273 


56641 


A 


26420 


630 


734 


TAARSGYPGRAGTLTGLHPMQ 
VCRCRR*PYSRGT 


26274 


56642 


C 


26421 


4 


90 




26275 


56643 


A 


26422 


216 


305 


ICWKYFCAG*CGKYFTLGPRSH 
SYRRSDY 


26276 


56644 


A 


26423 


859 


1248 


CVISVFRASRK.SKHNVIAVVFS 
YCSVSVGQRPAVP/QHQVLLQT 
QGISGYPGRAGTLTGLHPMQV 
CRCRR*PYSRGT**/REPS*LREG 
GSAPPKSVCWPVGACIKRLSSM 
SSSFSSFPFIKHAHACCRVLS 


26277 


56645 


A 


26424 


132 


548 


SSGFSWGFFSGYQRCRESR/CD 
YPPPDMEIRGRVEQRVGYTIEQI 
NHMRDVFGTRLRRAEDVFPPVI 
GVAAHKGGVYKTSVSVHLAQ 
DLALKGLRVLLVEVWDHGPTR 
IVGL1ISLGPRSHSYRRSDNQTG 
TTVPLVSSV ; 


26278 


56646 


A 


26425 


382 


697 


YAVKQAKTTFEDMTGRRASLL 
LHKGYLEFELFLQTAAYQSGSP 
APQGTWSGTGSVCHCCSLAE*T 
PFRTTGACCGLMARTGHARAA 
SICPPDAVAPLSPSPNAWF 


26279 


56647 


A 


26426 


167 


412 


SYVKYFPHQPAQKYFQQIHCAI 
G LHN AG YPGRAGTLTGLHPMQ 
VCRCRR*PYTILSLQEQTDVVSL 
N 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possinle nucleotide insertion) 


26280 


56648 


A 


26427 


3794 


4021 


RGLCAPLPPLTPCFSPPLRRRAA 
SHLAPPTPLPTPQTPTRTRA LPS 
SPGLGRGA*RTVLPSAPPEVPLA 
WGCRRA 


26281 


56649 


A 


26428 


65 


564 


PHPDSGPQ*LQ*PHPDSGPR*LQ 
*PHPDSGPR*LQ*LQ*PHPDSGP 
Q*LQ*PHPDSGPQ* LQ* PH PDSG 
PR*LQ*PHPDSGPR*LQ*PHPDS 
GPR*LQ*PHPDSGPR*LQ*LQ*P 
HPDSGPQ*SDSGPRGHR*LQ*L 
Q*PHPDSGPQ*LQ*PHPDSGPR* 
LQ* PHPDSGPR* LQ* PHPDSGPQ 
*LQ*PHPDSGPQ 


26282 


56650 


A 


26429 


184 


438 


DPAVDLCDLSSRRLLFS*RYVL 
VMLFSISLVSFVFISVHVICNYPF 
ALFFVCASFCGGAGGLVEFVL 
MI VGDA S A ALLCMPRCEC 


26283 


56651 


A 


26430 


524 


1995 




26284 


56652 


A 


26431 


601 


1058 


LPSSGGRCRSPKTR*SACLVSGS 
PRTPAMIRSGAGQPLARSPPTPT 
PPFCRPLTRAPQASSMTWTGTS 
TTTWTLCAMRTDCTGLPSTSPT 
WCFCTRSSSWPAATSGSNSRAP 
ARSWSTLCLSC*SASTRPGPRGP 
CRRQWWRRATPSRPSAR 


26285 


56653 


A 


26432 


1 


371 




26286 


56654 


A 


26433 


71 


335 




26287 


56655 


A 


26434 


2 


416 




26288 


56656 


A 


26435 


60 


370 




26289 


56657 


A 


26436 


466 


1454 


PCVFQ1GPRR1HTVRVRGGNKK 
YRALRLDVGNFSWGSECE*GPL 
GVGGKTHLNGFK1HRARPALIF 
LNSAA*EIGAGKDCGLPNITRN 
VG*GVVEDELMPHGL*RLRVPF 
ISP*GPHGAEEPGGVCQGHLSSS 
LLDAKFLL*AGCTRKTRIIDVV 
YNASNNELVRTK.TLVKNCIVLI 
DSTPYRQWYESHYALALGRKK 
GAKLVRVTSL*GLWGGQPDSS 
LLVMKTLSSSATEGREMRAF*A 
EEGQHWGVQGSRKLPGPAFLP* 
AH IFVSPFQTPEEEEI LNKKRSK 
KIQKKYDERKKNAKISSLLEEQ 
FQQGKLLGEKADELEVGSRRD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26290 


56658 


A 


26437 


2 


787 


SQWLKLPSPLPHAGISRYYNWD 
QAP*KTGGPRESPYHKKREVM 
KLGRPSCPN/NPKIGPPAGIQHSP 
VCRGGYQE1PVPLRLDRGEFLP 
GGSECCTS*NKGSS1VVLQCHL 
NNG AGFVPKTPGWKEFC1 V ASS 
DQQQPYRPVVTSSHLCACPLGP 
QRKGAQAGLLEERRDF*TKKRS 
\KKLRKEI * LKRKKNCQNS A VL 
PGREQFPARGKLSCRA/SRFQGP 
GQL WAEQDG FC A * EG QKSLEF 
LSLGKSKARKGQIKSFVLSSPM 


26291 


56659 


A 


26438 


62 


872 


AN WTEPDDTKTMWRLS VPLDR 
SPQTQNCTGEPLMPTGRQELPQ 
RGPEPM EAPAPARPQSRRVPA A 
GPVARQPHMRPPHSKQGEKQK 
MPGSRWPGQRGRGRWGSPLES 
A**TRKIFTG1PILPLLPGTPGRP 
APEEGMQSADKNRVKRRGGTQ 
RNSALALEFCELLFVSSKWFCA 
LPSTLRLKALSAAVALLAGDPE 
FGVRNVWVWVAGGVRCKRVA 
HRTTEAGAFFPDWFVWVFAAT 
KRGDGETSGCEHSEPVSGSSGG 
SPPRGQYLPGM 


26292 


56660 


B 


26439 


1 


606 




26293 


56661 


B 


26440 


48 


381 




26294 


56662 


A 


26441 


16 


209 




26295 


56663 


B 


26442 


466 


1275 




26296 


56664 


A 


26443 


2 


252 




26297 


56665 


A 


26444 


95 


266 




26298 


56666 


A 


26445 


119 


343 


CTLRQESKLSRGDLTAPPVSSPR 
GHRSSKKGGNT*LGSMQL*AES 
CRAEPPRPALLCPGRSVSACQW 
GPEGPFF 


26299 


56667 


A 


26446 


1 


383 


NTGLGRGKAMTPSMSCR1SML 
LQRPGG VL VG WDPD AAHPVGT 
*RHSVAQHN*MPW*GAEGMGQ 
PC*WHGMGTSDGPGLSDSERPE 
LS/HADSEGRVSKAKQSELAGP 
GQKR*GQKPPKGYRFQERTQR 


26300 


56668 


B 


26447 


430 


540 




26301 


56669 


A 


26448 


111 


591 


PGAPSSHSGPRLLAWEPIVLAP 
VASLGLGEAEDCSFLGRKAGV 
GPRHPR/ARRVHGSGSRETCRG 
*QEPRPMLREPVCSAFLRTVKK 
LSGRVFPPLAVKQVLSAAPAVP 
ALLRTAPKTPWDGPESAESQPP 
SLGPAVVLD1SDRRKQET1KAT 
GGPGRLRR 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26302 


56670 


A 


26449 


1041 


1410 


QEERG K VEE * ELEGRRREE KRR 
GRGRRGSGLEEGRRRRRRGGG 
DETKDKR*RKRGGHRKEKKEE 
RRRRRRGGGAAKKEEEEDRLP 
TRAFSCVEQQSASKSPLVELHP 
GPIPQGPPLAAAGAC 


26303 


56671 


A 


26450 


288 


424 


KRPAEGAPNP*GRPGIRPQA*K 
RPAEG A PNPRGPRRKEGRSG AK 
GSLDTGDGGEAWWAGSPHPS 
WP 


26304 


56672 


A 


26451 


111 


540 


LPLALSNPKQEVVSGRGGQVDS 
QAGLTMTGRAVCCLQLCLNAS 
GAGDAEAMSAGPPGPGPARAD 
TEQLPSPSLPQVS*HWRGSASTS 
ATRTWPLRRRCSSMARSTCRAS 
ASASAGPWPWPGAPVPWRHSA 
EPSCSQLPGPSA 


26305 


56673 


B 


26452 


57 


558 




26306 


56674 


A 


26453 


804 


1524 


ARETSHGDFLHFPLIWLFSLKG 

NVPAARJNIMNWNQGLISHVGE 

GNVNRKHDVIGFNFPWNCLFN 

VSDLVTMIG SPRQRN HFGL VM 

VLTGIHTFHRHVGHCRCGPWS 

NQASHQKGDDLEHEQNPTNNA 

QLLGAHVFYNCPRPFLRPPFFFS 

P*NKCFRGELFAPSSHHSPSFLA 

SFLGAAKLQRCWSAARMGPGR 

KAPARIPPAQPARVPPMPGAVI 

VAAPPPVDAP1VRICVHVCLHH 


26307 


56675 


A 


26454 


2 


330 


SCSRSGTALGVPVLAGPVRSAL 
TYLPAHSAGQRHQHDAGPTRG 
LGAPDLPPVVTPGEQPSPCRGQ 
DQVPIVAAGE/PRCAPSLGSPPG 
LE/PVSLSSMSSPPRPPSCPLSG 


26308 


56676 


B 


26455 


1 


969 




26309 


56677 


A 


26456 


43 


568 


RSRLVFPLYFHASQGPGTASRE 
VPGGWAWGPVAQRINGICLLH 
STGPEAPSTMPPPTRLCGGPCGP 
ALPFSSQLAARGNPRSLPAAQL 
RALLSKISPPVVTPREQPSPCRG 
QDQGADCGKQVNKMCSQAWG 
SPPGLELCPCHQ*AGPPRPPSCP 
LSG*FVLRTGAPGAAPPSGTV 


26310 


56678 


A 


26457 


1 


456 


HEDAASSFQADVSLGNDAAVP 
LSGRGGINTYIPLIIPGFPYPTAA 
TTAAAFRGAHLRGRGRTVYGA 
VRAVPPTAIPAYXPGVDMQPTD 
MHSLLLQPQPPLLQPLQPLTVT 
VMAGCTQPTPTMPLPLPLAME 
LALWRVYTEVATADLPPTEVT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=po5sible nucleotide 
deletion, \=possible nucleotide insertion) 


26311 


56679 


A 


26458 


609 


1031 


VCKSYPGHQGSSCLPDGQIQLW 
LHGYGQEFCGQETHPFLDG*RG 
AESL*GHNSGHDQWCLGDGCC 
WGWLLTYERHEQLPAELEAPG 
GWGKDGDSRGTESTC*EAGAG 
AGPAHPAPPAPAAEGEPDLFQL 
PGQGCSRIPCG 


26312 


56680 


A 


26459 


1 


393 




26313 


56681 


A 


26460 


357 


843 


QTEGGAQTDGQQSQTQSSENSE 
SKSTPEDNKICG*KPDHK*TFLF 
YQEISISPRCACFPPFSRCMQGF 
GFVTFEKCNF MFPN V VHFFP AL 
FSPCYDMH*SSLSSNSLKCLPSI 
VVTVHLLLNAS*NFCH1LGLPL 
VPGFPYPTAATTAAAFRGAHLR 
VFV 


26314 


56682 


A 


26461 


3 


1172 


GRAHGEAAADGGGGMQNEPL 

TPGYHGFPARDSQGNQEPTTTP 

DAMVQPFTTIPFPPPP*NGIPTEY 

GVPHTQDYAGQTGVEHNLTLY 

GSTQAHGEQS\SNSPSTQNGSLT 

QTEGGAQ1ADGQQSQTQSSENS 

ESKSYPRNGLHVSYYFLSGFRD 

P\DFRQMFG\QFGKILDVGIIFN* 

RG SK VNNATARVMTN K.KM VT 

PYANGWKLSPVVGAVYGPELY 

AASS\FQADVSLGNDAAVPLSG 

RGGINTYIPL1IPGFPYPTAATTA 

AAFRGAHLRGRGRTVYGAVRA 

VPPTAIPAYPGV/DLPGTDFTYL 

TSMVDMQPTDMHSLLLQPQPP 

LLQPLQPLTVT V M AGCTQPTPT 

MPLPLPLAMELALWRVYTEVA 

TADLPPTEVTVKPLQMGQPPSS 


26315 


56683 


A 


26462 


1196 


1459 


KQCQRRCLETEVWKLSKLQIST 
KASNRQDRSTFSAPPRKSQLM 
W*TSLLSYFQKLPQSPQPSATT 
ALISQQPSTLNPQPWPGSCPGG 


26316 


56684 


A 


26463 


2234 


2702 


MLFIAAMAPPSLSSDAAMTTGI 
SSCLPSTACRRAFGTKSIG*GPTI 
PESSRWQQKGGVSGDGRSSCR 
RAVAPLEPVPRAPEAAVARPRPP 
SHGRDPPPGPDPPPLRTPASAM 
DKSAGTSCRLSPLKALGSARAE 
QTMGRPAAERSYPLLRAQYSSR 














MLFIAAMAPPSLSSDAAMTTGI 
SSCLPSTACRR AFGTKSIG * GPTI 
PESSRWQQKGGVSGDGRSSCR 
RAVAPLEPVPRAPEAAVARPRPP 
SHGRDPPPGPDPPPLRTPAS 
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NO: 


SEQ ID NO: 
sequence 


hid 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26318 


56686 


B 


26465 


18 


123 




26319 


56687 


A 


26466 


19 


347 




26320 


56688 


A 


26467 


3 


746 


SRKLLSKSVP*LNP*SR 


26321 


56689 


A 


26468 


1705 


2031 


CDAPGDPQPGLRDISWLGTTDR 
SASPQRLAAAALTAGNGRRCSS 
GPRRRPPP*PLARPRQRRQPPER 
QPVVWPPAFPARWAEHTCPLA 
PWQPRSPTTPSQPAAVTARAS 


26322 


56690 


A 


26469 


1 


420 




26323 


56691 


A 


26470 


65 


330 


RDCEARCARGPFWSWLSPRRK 
GK.RQKSQL1SQRLERHFLSGKN 
RQKRPSKMAG PDG A APLEPG A 
VAAPMGPKSSRGSPGRAGKAA 
ETS * S PG RAGKA AETS 


26324 


56692 


A 


26471 


327 


981 


ASYQKFFQLLPDCNLAPSPHPQ 
VPATPSTSWGHLSKPPGAFRK.R 
HSSSRCPKAGHQWGGGQRNTP 
TAAHFRRLSAGSLQLCPQLRVS 
PLTTGSLPPRSREPPRTPAPPSPY 
PNCRPLPKSTRTPSVGWSGPPSC 
GTRLQSHPQEAPAG*GSVRRPF 
LGP*RMPS*ALL*KHTGGL*GPP 
HPPMPTMCQPKQASKLQLLNC 
PQPSPSQGAGATMGNVG 


26325 


56693 


A 


26472 


336 


923 


LKN1FLSLPRS1NIRFATLLDTPG 
VENLVIACLQKHS*PYF*GS*NI 
CLSFQDGTLYHKMHAVCLKCL 
*KPSLLSLL*DIEYIRSHYN1EDFI 
YFSHHQREEHGHMHHFALNPIF 
RHYTKFFLKVYL*SCTQTSVLS 
LSDILSPKI* IAVFQFQNPYAHSL 
TSALHYLVPVRPRLLPGLDDQC 
PGHNTFPVVS1N 


26326 


56694 


A 


26473 


97 


298 


DNLTLLPRLECGGM1MAHCSLN 
LTFSSDPAASAS*VAGTTGT*H 
HAWIFVFLCNWLRNRGVTVKK 
RS 
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SEQ ID 

NO: 


SEQ IB NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26327 


56695 


A 


26474 


1958 


3269 


KFTMS1LKIHARELFDSRGNPTV 

EVDLFTSEGLFRAAVPSGASTGI 

YEVLELQDNDKTRYMGKGVSK 

PVEPINKTIAPVLVSKKLNVTEQ 

EKIDKLMIEMDGTENKSKFGAN 

AILGVSLAACKASAVEKGVPLY 

HHIADLSGNSKVILPVPVFNVIN 

GSSHAVTKLAMQEFMVLPVGA 

AN FREAMPIG AE V YHSLKN V I K 

EKYGKDATGVGDGGAFAPNIL 

ENKEGLELLKTAIGKAGYTDK 

VIVSMDVEASEFFRSGKYDLEF 

KFLDDPTRY 1 S PDC LADL Y K.SFI 

K.NYPVVSTEDPFDQDDWGAW 

QKFTASAGIQVVEDDLRVTNPK 

RTASAVNEKKCNCLLLKVNQIR 

SVTESLQACKLAQANGWCVM 

VPHHSGETENTFITDLVVGL*PG 

QLKTGAPC*SERLAKYNQLLRI 

EEELGSKAKFAGRNFRNPPAK 


26328 


56696 


A 


26475 


2 


684 


HSGSSLLHFP1LLINRKGFSPTG 

M1SLMCNR1VLSTHAKLQSCTP 

SNLPSQLP1GLSMSTPTKYRKLS 

FPGKTSQNITVPDSIVSPTFKETL 

EFISKGGSSTCIVSPGPA*SLSNA 

VSSSSMSSSLSNATNTPQSSSH* 

KSCFPWYTPSVKP*PRPSSSNST 

PKN1PETVLSANRGPLKRTTPG 

NFSSPDLSCTFTGQPPSIWRPLL 

KLVSGFK.QAEPLLT1GNCQK 


26329 


56697 


A 


26476 


1284 


2339 


APPSARGACAASRRAAVPALPT 

PPSVCSGSHMSTYWPAAPR**T 

PGSSTAASPSPAASRAPRAASPV 

LTASPPLPAASPSPAASHAPPAA 

SPVLTASPPLPAASPSPAASPAP 

PAASPVLTASPPLPAASPALAAS 

PVHTASPPVHVASPPVHTASPP 

VHVASPPVHTASPHVHVASPPV 

HTASPHVHVASPPVHTASPPVH 

VASPPVHVASPPVHIASPPVHT 

ASPHVHVASPPVHTASPPVHVA 

SPPVHTASPHVHVASPPVHTAS 

PPVHTASPPVHVASPPVHVAYP 

PVHVASPPVHVASPPVHVASPP 

VSCSGDSTSDCFPPQPGAVFPHS 

LAPSLGGWSHLVAALP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26330 


56698 


A 


26477 


131 


544 


TGRPLPRPLKTQEIPSGCGVMG 
RATPGTSGLGDSVRRVRGAIPA 
PRSSLGRGFTCV*LTTGAQLAPS 
LVPAAPRLPAALMDIQPEPLAS 
AAPAATGPAQVTAATPLTTASA 
TPLTTETACSLGSSAASPLAPRA 
HCV 


26331 


56699 


A 


26478 


1440 


1877 


PFQNLFQRNERTSCLCCLCMGA 

TWASLRALCCSPSP*HGW1SW 

WWSTPTPFANGSVTSCSALTRS 

RWRPTWSEASGLWHAPAALL 

WKLRPLTPCFRSPISLSDLDLTS 

HHQQG A PTMHTCLG VG SSS WE 

LQAIFVLSYWFSPLHC 


26332 


56700 


A 


26479 


56 


345 


ITWHLGLMMLSRSLGL*SGISF1 
NFPM\K*EM1PY*KLS*IQNLFQF 
PKVRPKGSQFGQVKH 


26333 


56701 


A 


26480 


392 


634 




26334 


56702 


A 


26481 


416 


601 


FL1TDPRIWKASSDPSAKLFTFP 
SGFLM*AGTWMKLETIVLSKLT 
QEQKTKHCMFSLISGS 


26335 


56703 


C 


26482 


34 


279 




26336 


56704 


A 


26483 


173 


307 




26337 


56705 


A 


26484 


196 


527 


SAVAAACSRPEEDAMELVLVF 
LCSLLAPMVLASAAEKEKEMD 
PFHYDYQTLR1GGLVFAVVLFS 
VGILLILSRRCKCSFNQKPSGPR 
R*GSPGGRTSSPPMQQKPQKAE 


26338 


56706 


A 


26485 


597 


797 


PSENELKALGYTSSAWKRFSEQ 
QWGLSLGSSAPSWRLPW*GDW 
ELPGEPGGDSSHRPFPGPIPRAP 


26339 


56707 


A 


26486 




184 




26340 


56708 


A 


26487 


256 


635 


GCVAPQI REQH AQSTEN AAKPT 
RRIHSRQSEKPGRWRHGWRAG 
G WRRSKRAPA RH RPRCPA VCP 

KlJUfcUCoKbAAljA ULbOooAL- 

PTSSTGASCCFCVPGQLNSVGF 
AVLGSKVLWTPGESPFCQ 


26341 


56709 


A 


26488 


1 


378 




26342 


56710 


A 


26489 


1 


571 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26343 


56711 


A 


26490 


105 


849 


RRQDSGQSPAWPAGALLLTLLT 
HCAVPGSWAQSVLTQAPSASG 
TPGQRVTISCSGSSSNIGNNPVN 
WYQQLPGTAPKLLIYRNNQRPS 
GVPDRFSGSKSGTSASLA1SGLQ 
SEDEAQYYCAAWDDSLNGSYV 
FGTGTKVTVLGQPKANPTVTLF 
PPSSEELQANKATLVCLISDFYP 
G A VT V A W KADG SPVKAGWET 
NKPSKQSNNKYAASSYLSLTPE 
QWKSHRSYSCQVTHEGSTVEK 
TVAPTECS 


26344 


56712 


A 


26491 


129 


1191 


RSRPQCLGPQGRRVTISCTGSSS 
DIG AG YD VH WYQQLPGTAPKL 
LIFRNSNRPSGVPDRFSGSKSGT 
SASLGHHWGSRVEDEADYYLP 
VPIDSSLSGSTVLQARGELRQEP 
TSSSARRSMKKGRDLGEAQLQ 
LRVEKTGLRTISSMAWSPLFLT 
L1THCAGSWAQSVLTQPPSVSE 
APRQRVTISCSGSSSNIGNNAVN 
WYQQLPGKAPKLL1YYDDLLPS 
GVSDRFSGSKSGTSASLAISGLQ 
SEDEADYYCAAWDDSLNGYVF 
GAGTKVTVLGQPKAAPSATLF 
WPSFEDASDDEAEL*CAIRDYY 
PKAVMVA*KTN1TPLKQGKDTP 
SPSLLTPSSDEVKSYKNLLPGFP 


26345 


56713 


A 


26492 


283 


840 


TLPAGFTDV1SIHKTGENFCLIC 
GINGRFAVHC1TLEEAKYKLCK 
VRKIWFHDAHTIHYLDSFVKVN 
DTV*TGKITDFIKFDTGNLGRIG 
VITNRKKHRGSFDVVHVKDAN 
GNRFAPWLSNIFVTGKCNKPWl 
SLPRGKGIRLTIAFHSDKWFCSD 
ISVQNLCKRFSQGDTGIKNSEA 
RRCSNLQV 


26346 


56714 


A 


26493 


1 


843 


MARGPKKHLKRVAAPKHWML 
DKLTGVFAPRPSTGPHKWRECL 
PFI1F\LRNRLKYALTGDEVKKIC 
MQRFIKJDGQVR\TDITYPAGFM 
DV1SIDKTGENFRLPLTPKGSAF 
A V\H RITPEEG Q VQSC A K* * R Y I 
VGTKRNPFI* VTHDAR\TI R\ YPR 
NPLIQGEMDTPFQIEFKKTWPR 
LT*FPSKVPNTG * PC VM VTWRC 
LTLGRI\GVIT\NRERHP\GSFNV 
VHVKDVANVNRFAVTRLSNIFVI 
GKGN\KPWISLPRGKGIRLTIAE 
ERDKRLAAKQSSG 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26347 


56715 


A 


26494 


375 


1327 


QPYFPMETVMTLEGGQKPVME 

SYTLHYLPCLLCLPWRNPESSE 

WQRQLLDFPLASAPGSGLTQH 

MAAPKSGQNLEAKPK.GQASLV 

LSSRKICGVLSGACAACPGGPA 

R* VDPA 1 PFPLAGE AGLEGRPRP 

QRCAAKWQSRDLIPGLPGSTGL 

PFPPY/PPCSPGALLSQSPPQAAG 

SLLARTPHAQGCPPPRLRPARIL 

P WPA S S ARR YTPQ PS RKG TQRT 

PLFSLNLLETTTASYSLDFLLTA 

PEGFSPLFTASQEHDQNQQEHD 

FLLQDEGLRSPVKTRARLPLGL 

HGDKVEKAGPWSLGARESNLC 

SATSQRSAVAAGVPRAQPLPPK 

G KG WLDPPTWQGRRDTQRTLR 

SIHHRFYGYSARGWPGPLALLQ 

G F VRSLELPCAG SDQNRGQRLK 

GN PG AAFAIPKTLDFSKAGKED 

KGGNGVCTTPSQAFDPLPRSSQ 

SPLGNMAVSGSSSSGSWKSSGT 

QEKKSLNQKRKVDEAEKKEEK 

EKKKEPEPNFQLLDNPARVMP 

AQLKVLTMPETCRYQPFKPLSI 

GG I IILKDTSEDIEELVEPVAAH 

GPKIEEEEQEPEPPEPFEYIDD 


26348 


56716 


B 


26495 


1919 


2074 




26349 


56717 


A 


26496 


179 


431 


PPTSLIRVSCTSTSTSLCTSWLCS 
SLSWLYSWAGPFFSGKMTASC 
RGSGQ1NREIVLMLLLRS*VFVV 
ISPLEGGSETSPFMDL 


26350 


56718 


A 


26497 


37 


199 


DGLPGLALGLDAQASWSASVV 
TGHRPPAPPGLALGGCHGPAAP 
P*SGPAGSPCH 


26351 


56719 


A 


26498 


3 


224 


TGHRPPAPPG LALGGCHGPAAP 
P*SGPAGSPCH*TAPRGAGTPLP 
G SRRTGTSP WPHPPG LPHIPDVT 
GGHRH 


26352 


56720 


A 


26499 


151 


403 


MPRHRRSASVVTGHRPPAPPGL 
ALGGCHGPAAPP*SGPAGSPCH 
♦TAPRGAGTPLPGSRRTGTSPW 
PHPPGLPHIPDVTGGHRH 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknovvn, ! 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


26353 


56721 


A 


26500 


1 


465 


VSPKLLPSYASRPYLVPNALSSP 
SVPPALSASSAPPRPATRRRPPP 
RGLSASWPLRRRSRQDAGAGS 
RRLRERQNRG RRRSDL APTLG A 
GLRRDRPGRQPRPGKALAPFAV 
PRPRTNFRGRS*KSGSQRTRTPP 
RREICRTHSRDRPRKLVRGRGT 
ANGARALPGRGWRPGRSRRSP 
APSVGARSERRRPRFWRSLRRR 
EPAPASCRLRLLSGHEADRPRG 
GGLRRVAGRGGAEEAESAGGT 
LGDERALGTR 


26354 


56722 


A 


26501 


1 


1344 




26355 


56723 


A 


26502 


548 


689 


LGKFAPGLTASKAEATAAELCL 
KYPLEICTFL*GCVCVCVCVCV 
CVL 


26356 


56724 










TLA*AAAASTSCSPRPPPPSPAS 
TTTRWRAPWRTR* EPPESLCTG 
MRSWPSGMTACTQTPSTAPPSP 
HPPSLSDSSALCSSASVRRMWI 
MKRLKPSMMHVLCMTVDL 


26357 


56725 


A 


26504 


920 


1420 


TLA*AAAASTSCSPRPPPPSPAS 
TTTRWRAPWRTR* EPPESLCTG 
MRSWPSGMTACTQTPSTAPPSP 
HPPSLSDSSALCSSASVRRMWI 
MKRLKPSMMHVLCMTVDL*LI 
PTSTPTT*PSELLAPSPNSPIDTT 
QMSGLTATSVPKKLAFSWQQL 
CY1SL1QPLSL 


26358 


56726 


A 


26505 


1 118 


1403 


AGWDPSFLISFSGLSNAISSSSSS 
LSSQ*ESNASA*YSSATSGSSGIS 
WYPRSDVASSTIDSSSWRSMEG 
IG*DSGRFSKVGSSDSSSLPCHL 

ss 


26359 


56727 


C 


26506 


29 


379 




26360 


56728 


A 


26507 


3 


948 


GVSLCCPGWSAVVGSWLTAAS 
TFRAQAILSSSWAYREPPVRVG 
RRPQPPLLLTRAQGRVISSSFRH 
LHDF V WRTAGKESTSG AN ETG 
PLPERGRRPGGRGPGSRSPRSH 
AVQREGAAGSVPAAGRDGGRA 
GHDVPHEGQRAEAAAGEAGGE 
FPLLLSDRRGRARRSPAAGALQ 
SRPGRARHLLHQLH*GP*EEVS 
L*VQQRGAVSGVDGGSASGQL 
RVHAEKAHLLQERNPEG*RAK 
DPLGTVSALSEEARFQLRWLAG 
VSAGHGGQRAAGRDWPCPAM 
NRLAMPGSVLFWFLVFGSGFH 
CVAQARVQWCHSSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26361 


56729 


A 


26508 


31 


202 


ILITY1IKLINQADFSTP*FMSHLI 
VSSRILCTEKWNFHFPPHF*D*Q 
QTFCTLQFL 


26362 


56730 


A 


26509 


471 


1716 


FKRGQYGQLLRPRFHHGQILYA 
RRQGADAAGDSDFCTEWPAAL 
DSDEKCEKHFPIEIDSTDYVXHH 
GPSVRNPRARVVVLRWLRITLH 
ESAAVEGLAVFPPARRHREPEY 
SIPSPSQAFTPAVLATRVTGQLG 
GHTQIQNPTVAPTILGNTPTFHL 
TCFRIFSLPRHLFPKDKWRTLG 
APFLRTLLLVGTESSVHLSGIDP 
DLLVFEQSPTYLNTRSSSNRWD 
RLRI LKA MNLDKQTTTING MLP 
STEAPSSTTHQDLVVNTNSTSY 
SKELTTDFWARFTSLNESITTKI 
NK VSPSTDFI SNPDNKTISPFFEP 
IDTKLSHMPVPPGLNSSKQLLN 
KTKGYNSRNHTSANEDEVSVT 
SKTWLVSVALCTSV1FLGCCIVI 
LASGCCGKQQGQYK.PGQRKSG 
SLQ1KNRNI1MKENSS 


26363 


56731 


A 


26510 


410 


867 


LLTLSRTTPLMSLGFPG1PKMIN 
RPRQSSPIKLQNSSSLSNLLFFQ 
EDSSTLDSGLERSQGLDSTGGG 
EDICRVWTAS*SFICLSDPQKVQ 
IQSAPNRKAWCLV1LVVVSHSS 
TPFSWQKVMKW1KK1SFRVFAA 
GQGLLGGYSNPRYSFSF 


26364 


56732 


A 


26511 


135 


756 


VITILTPMLADRTRRIERPPKKK 
GTTSLGQRKWLLTQDWPSVYP 
VA\HPFKPSAVP\LPVPNGLSSK 
KRACPWQ*EGN\LELLK1\PNFS 
GF*LPVGN*KSTCEALKDF/CAL 
SGPAALGQWTRKC*GR/PFSi*I* 
QH*LWFHQDHPVRNPRARVSS 
LKSKAFSV*I*HDHAKKTLITLV 
G E R YCKTPD VLTIKQNRWPLRS 
QITIMPVYL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26365 


56733 


A 


26512 


161 


2150 


YLDAEKMGQKASQQLALKDSK 
EVPVVCEVVSEAIVHAAQKLKE 
YLGFEYPPSKLCPAANTLNE1FL 
IHF1TFCQEKGVDEWLTTTKMT 
KHQAFLFGADWIWTFWGSNKQ 
IKLQLAVQTLQMSSPPPVESKP 
CDLSNPESRVEESSWKKSRFDK 
LEEFCNLIGEDCLGLFIIFGMPG 
KPKDIRGVVLDSVKSQMVRSH 
LPGGKAVAQFVLETEDCVFIKE 
LLRNCLSKKDGLREGGASPGSL 
R L A A PG PPLTLN A A CPL RL A V L 
AAMAAAALPAWLSLQSRARTL 
RAFSTAVYSATPVPTPSLRVDD 
LHLTE1VGMLDSVLTPEDSSGK 
YRF1SGEVLCR1TGCFTGVRVEA 
KDLFGGCCSNPNEVMVTWIKVI 
VEKE V WL YLRY I L KALPPRTEK. 
MAVDQDWPSVYPVAAPFKPSA 
VPLPVRMGYPVKKGVPMAKEG 
NLELLKIPNFLHLTPV A I K.KHCE 
ALKDFCTEWPAALDSDEKCEK 
HFP1EIDSTDYVSSGPSVRNPRA 
RVVVLRVKLSSLNLDDHAKKK 
LIKLVGERYCKTTDVLTIKTDR 
CPLRRQNYDYAVYLLTVLYHE 
SWEYWKEWGKK*D*SRHGKS1 
YGENSSSERKYPGKRFSR*KLL 
RKNMGN*LKKSSLGTKEIEEYK 
KSVVSLKNEEENENS1SQYKES 


26366 


56734 


A 


26513 




1186 


PASTMS1RVTQKSYKVSTSGPW 

FFSSCSYLSGPSAHISSLSFSRAG 

SSSFQGGLGRGYGGASGMEV1T 

AVMVNQSLLSPFIDKVQFLEQQ 

NKMLENKWSLLQQQKMAQSN 

LDNMFESYMNLRWQLETLGR 

KKLKLEAELGNMQGLVEDFKN 

KYEDEINKYTEMENEFVL1KKD 

VDEAYMNKVELEYRLEGPTDEI 

NFLRKLYEQEIRELQSQILDMS 

VVLSMDNSHSLDMDSI1AEVKV 

QYEEIANRSWAEAERMYQN*Y 

AKLSQLEAALQRAKQDMALQL 

HEYQELMNFKLAQDIVITTYRK 

LLESEGSWLESGMQSMSIHMK 

TTSGYAGSLSSAYGGLTSPSLS 

YSLGSSFGSGAGSSSFSHTSSTR 

AAVVKK1EAQNGKLVSKSSDV 


26367 


56735 


B 


26514 


361 


1215 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26368 


56736 


A 


26515 


230 


561 


VRTRHLFCEAAAEETPVFTMA 
N EKPTEE VKTENNNHIN LK. V AG 
QDGSVVQFKIKRQTPLSKLMK 
AYCEPRGLSVKQIRFRFGGQPIS 
GTQRNLS*KJCESVDAASFIVVL 


26369 


56737 


A 


26516 


1242 




NSPSDSSLVWAWRRPQSRSWS 
ERGGGANNRGGGRLLGNSVFG 
RK* LPHRRVSRVPNTK 


26370 


56738 


B 


26517 


1 


585 




26371 


56739 


B 


26518 


258 


1081 




26372 


56740 


A 


26519 


42 


275 


TFAWSEEGTSPPSIQSSWDPRCP 
HRNTPAQTGKPPKRAWPRHPV 
HH*EPHGDQQDDGPAVSPP*SY 
SQYPWPEGLDV 


26373 


56741 


A 


26520 


646 


1905 




26374 


56742 


A 


26521 


6510 


7361 




26375 


56743 


A 


26522 




879 


DCQDKVPRRKEPSMCSGLLRV 
KSWVSLQTYWKPRATQGVYV 
LPLTEERMVVLGASRVGKSS1V 
SRFLNGRFEDQYTPTIEDFHRK 
VYNIRGDMYQLDILDTSGNHPF 
PAMRRLSILTGEAHWCLGWGG 
RARAWVRSVLGT*QILEVKSCL 
KNKTKEAAELPMVICGNKNDH 
GELCRQVPTTEAELLVSGDENC 
A Y FEVSAKKNTN VDEMF YVLF 
SMAK.LPHEMSPALHRKISVQY 
GDAFHPRPFCMRRVKEM DA YG 
MVSPFARRPSVNSDLKYIKAKV 
LREGQARERDKCTIQ 


26376 


56744 


A 


26523 


2 


478 




26377 


56745 


A 


26524 


120 


1167 


GHVGHMCTGQHMASAYVGRV 

NVLRKEVDRACFGEKAKQ*VG 

S*EELWAIWGQGREVCLGIEEA 

GA1ISTRHCNSQNGVRVWAPYL 

WALEAAPVVQDRSSPGSQACS 

LPSPCALTMGTGIMPLYQEAK 

WKPRQRPGTSGGTVSSEPHC*D 

AGSGCWLCQPGLREVAHVSAE 

ITYTSKHSVEVQVNVMSEN1LT 

GTSGSDSVDWSSKGRGYTAAS 

LLRAEDAPGPGPKVLE VPPVV V 

RCPFYFSLGGRWQRSGHLT*LE 

TKWRNGDIVQPVLNPGKSRGH 

^y^VrLLluUA DAljAI_,rivjr V 

HGGKKEAPWPLHSCPLAHCCFS 
GRYNRPGAVAHACNPSTLGDG 


26378 


56746 


A 


26525 


225 


438 




26379 


56747 


A 


26526 


216 


364 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26380 


56748 


A 


26527 


2 


397 


SCCSDWSAMA*SQLTA1SASWV 
QAMLLPRRPE*LGGSNPEGTG* 
SERRLCHYA/HSLGDRARIHLH 
KKGRQEGSKEMSRAQTRRVW 
HATMETEQKQNYGRL*CCSPST 
N TRRRTSMRK.N KA I AREIERYS 
KG I 


26381 


56749 


A 


26528 


312 


1061 


QQTLYSFGVSFYFSSYCL1FSHG 
CSSSSICRRARLYHWAAPFRPP 
GRKRRDCTGQRKTSAGEPEIPP 
PLHHHHHHYSHHHHRHRHHH 
H HHHGLQRSSKNFLLWPE*ILF 
CGSRRLGRAALFLLRSFSHPAK 
QG AESLLGKQS* KHLASTQCGP 
RGRG S* EKWPRAQLGRKQPSES 
AAGAAGLAHGPQDSLVLERAG 
EK* SG LRGEGNRPFGGSSSLGG 
HPLLQRSPAESSPAGTGVRTSH 
LEGRPASFR 


26382 


56750 


A 


26529 


161 


453 


SSSLPCSPSSCPHTSFFLDARQEP 
RTCRV VGLKEL* QKQGLPHCR* 
Q EREKSCSPSG SPDLG APQPRA 
VTPSLGLCSSWHLQASRRHCTP 
RCPQWKR 


26383 


56751 


A 


26530 


301 


630 


RWKPK1RGSEGSAS*PQGR*LLP 
SGRRGVATGSAESTLPKAESSAG 
DGPVPYSQGSSSLIMPRPNSVA 
ATSSTKLEDLSYLDGQRNAPLR 
TSIRLPWHNTAGGRAQEVKA 


26384 


56752 


A 


26531 


1 


1394 




26385 


56753 


A 


26532 


240 


1150 


LLLHVPSPSPASTGPPSCGPCWP 
PRSAPAAGRGSSSGCLAGEDPA 
TTHKSAGTGECHRGPVGHCGQ 
AHTGPSYPSGPPASCGPAASAV 
TRGQSCRSLTFRPGRHQIPGAE* 
QLPRGQGETGRTGLGHYLTLLS 
CSSRWPLPKSGDGSPSRWEYRD 
S*ERPGRRTAPRCCSRSTGLGD 
GLKKFPSSY*GP*KCAPSGCGG 
QAPWSAGGSTCPPDART*MPR 
ARARSWAHTGRPCFPRLLSIQA 
TP*RTGGRTCGFCLAS**GSRRG 
RPSS AESLPIPAPPGCGQH* * PER 
SARLSWGGGMRGPR 


26386 


56754 


A 


26533 


1463 


1627 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26387 


56755 


A 


26534 


1 


1758 


MHKYVRYSTVHNSEDMESTQ 

MS1NDRLDKENIIHIHRGILCSH 

KKKQDH VLCKNIGE AGN HYPQ 

QRNTGTEKQIQC VLTYK WK LN 

NKNTWTQSEEQYAVGPVGGRI 

GRLTNNRHTQDSESWVRGVTA 

FWSRGANNALD1PAFIIKFSEGR 

GSLHTHDGPPGPTSSLKLSFSHS 

FDSTGLCRPHDLVLGL1IPTMVN 

ITSQLDWLEDAQMAGEALFLE 

GKLTTRKDIYTENPSLHHHHQR 

PKVDKTTKMGKKQNRKTGNS 

KTQSASPPPK.ERSSSPATEQSW 

MENDFDELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

1TNTEKCLKELMELKTKARELR 

EECRSLRSRCDQLEERVSAMED 

EMNEMKREGKFRDKRIKRNEQ 

SLQEIWDYVK.RPNLRLIGVPES 

DVENGTKLENTLQDIIQENFPN 

LARQANVQIQE1QRTPQRYSSR 

RATPRHIIVRFTKVEMKEKMLR 

AAREKGRVTLKGKPIRLTADLS 

AETLQARR/DVGANIQHS*RKE 

FSTQNFISSQTK.LHK*RRNKILY 

RQANAERFCH HQACPKRAPEG 

SAKHGKEQPVPAAAKSCQNV 


26388 


56756 


A 


26535 


620 


886 


1NGVILSKPPLPP1STTP1AGALLL 
PLTKEQRGDF*KPSRNMRTSCW 
KTPESRANFLKFRPRSHCLTRM 
GSSCLLPSKTCLSSSSTFHH 


26389 


56757 


A 


26536 


237 


415 


RCLQRPSAGTAGHPPSAGRPPL 
AAGLAG*RARHRSDLPGSAASS 
QESWCLRAALPEAPA 


26390 


56758 


A 


26537 


373 


691 




26391 


56759 


A 


26538 


2 


233 




26392 


56760 


A 


26539 


5 


68 


ALQWEEKHEL*EQSLHRKPGG 


26393 


56761 


A 


26540 


184 


434 


GGRRGCTVGEAAVTQSLSLCS 
HEGRAIRHQRDSASIVLLDQ*Y 
TRHPVLDKLLAWPALAEDKAT 
LG S A I A AE WKITPAFS FP 


26394 


56762 


A 


26541 


466 


683 


GRPHSLPHPHADSSELTTDCS* 

WRWIFKHKTDHIRHQRVHTGQ 

KPFKC*Q*GKAFRHSFDVTKHQ 

RTDAVGLHQTCCLGGVLLWGA 

HWRGHPSYSLWSAHCCQHGGE 

GASGGGLSLHLDRLSLDAAGRP 

QPVLPPTGQNILVGPLPQISLCS 

RSLCVLRLDGLSQLSPGEEGSH 

SQKWTSQEVKLFRSRHQSTSDV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26395 


56763 


A 


26542 


194 


558 


GCDRPSRPRPGAPRPPAATASC 
PPRSCWPLVPSPHCP* PCRKRRY 
PGERRTSPAPPVPPGPGRPAG*T 
PPCELRPSSTHVALLGLALPGSE 
GTGLRTSVRARDRLHRRTRERA 
AAGTAPGP 


26396 


56764 


A 


26543 


1 


248 


MVAIHNADDAKCWGDVEQLE 
LSFTAALPVLPHPSLPGERPLQE 
AVAFLCWLLVDVLLKATVSKV 
GGGSALASVARVMKAQAFSPL 
LRILHKASTSSFRARKDSAHTPS 
CLLTPSGPERAGPLTQDSCQPSP 
HDSFRAPALLEPSSALSTAVASL 
RRREERLEPEQRVGELGSLGER 
QHEPSDNHDFQPKSKQEQLQK 
TLQPSGGPHCSSLLLMVFWWK 
QWRKTEPLKAERTGYKEKEIST 
KCSSSPSGQLSQSSAAGPAWPE 
DARPEATWSATLLSFDPRCKND 
SIEEPCSVHISCTAYSDPLKIHNS 
YRECGLCPEVNLEVADPSSSSR 
ELWFRAGAQGAGAMQGVTEL 
RPPEFVK.SRKPQVGSGHMGNC 
LSKGKRFLGHCQYKQGLPQRH 
QLQAEERESGMRHTTGGAYAV 
LTTGVSPWW1WIWERRWPCAF 
PGKNEEPAGK.VPFPSELVLTLQ 
RC**CQMLGGCGAIGALIHCCS 
ACAASPFSPWRICAPPRGCCFSL 
LASGRCAPEGNCLKGGRRQRT 
CQCGSGYESTGF 


26397 


56765 


A 


26544 


423 


621 


LPSRGAGLGTCSPPCLSLPSPPW 
APVRPEPPR*SPPPAPQRPVPSTT 
QGLNCAGAGHGTGRQLHR 


26398 


56766 


A 


26545 


1162 


2027 


MTPEPEWSLS*VGNYKRTVKRJ 
DDGHRLCSDLMNCLHERARGV 
SRADPTMAGAE*PAASLPCTGP 

^lulV E*lVrt W MAr JV1 on, ACt\ V o 

ELHLEV KASLMNDDFEK 1 KN W 
QKEAFHKQMMGGFKETKEAE 
DGFRKAQKPWAKKLKE 


26399 


56767 


A 


26546 


1 


504 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26400 


56768 


A 


26547 


3 


1215 


QTMYFLTPILVAILCILVVW1FK 
NADRSMEKKKGEPRTRAEARP 
WVDEDLKDSSDLHQAGAGGN 
AVEGVDQSKVNGRATGFASKL 
D1GKRRREGELETGSYPPKTHA 
YALKKSGPWNPGTWQHRKIVR 
GLQFYTVFFPHSSVLAFLAPVID 
PSVASSSSLRSSTTDNELAELSE 
FADADEWQESEENVEHIPFSHN 
HYPEKEMVKRSQEFYELLNKR 
RS VRF1 SN EQ V PME VIDN VIRVT 
GTAPSGAHTEPWTFVVVKDPD 
VKHKIRKIIEEEEEINYMKRMG 
HRWVTDLKLHRTNWIK.EYLDT 
AP1LILIFKQVHGFAANGKKKV 
HYYNE1SVSIACG1LLAVF*NAG 
LVTVTTTPLNCGPRLRVLLGRP 
AHEKLLMLLPVGYPSKEATVP 
DLKRKPLDQ1MV 


26401 


56769 


A 


26548 


3 


263 


RPGEMACKYPLRCSGARVERL 
AKKKAHACLLWTATIKVITNSV 
KLRRSS*GNRLKPSILC*DMKA 
LRQYPMPLRAWI.LPMVVWVM 


26402 


56770 


A 


26549 


82 


318 


SGEAGKEEGTRMVR1RPEPKRS 
LLWTATIKVITNSVKLRRSS*GN 
RLKPSILC*DMKALRQYPMPLR 
AWLLPMVVRVMV 


26403 


56771 


A 


26550 


91 


714 


SESLVLVWCGRVSCVLFCVCD 

VCVLVGGSGVAVRCFGGRGCG 

PRRVGRRWSCWCGWCGAVLIR 

RVCLAVMFGLALCVHPLLYPR 

TLLLRGQKVDRFKTNLSSGESL 

VTLVIFPAHGLARSRFLNLDVL 

FGVHFIAVEFWHAVGL1VNKQ 

VKGKILAKRJNALIEHIKHSKSQ 

DSFLHC ANEQRQT* QCAGPC M 

GPEPRQACLNTCIRS 


26404 


56772 


A 


26551 


29 


363 


FAKMTNTKGKRRGTRYMFSRP 
FRKHGVVPLATYMRIY1CKGDI 
VDIKGMGTVQKGMPHKCYHG 
KTGRVYN VTQH A VG I V VNKQ V 
KGKILAKRINVR1EHI\KHSKSR 
DSFLKR 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ IB NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26405 


56773 


A 


26552 


186 


512 


FHLSKHRAPPYPVTAPPRTSWG 

SLVKQVNESNGSRLLRTSLVHE 

DLEGVSVVSGMNCDSALARYI1 

ILETLI1YLISPRCWIIDSSGACSG 

LAMYLPLLGDDGVLLCTPNFM 

AWRSNRTQFMMRSSSHMVDAS 

PRGRHMSPREEAFGYSSRASHM 

LLSLLAPPWPQLMG RGLGCQQ 

QERPQECVPLGMTRSPYSE1HF 

GSSRALGSSPGSCAHEVLGPSIL 

TVNPFI PG SS VH V WPSNGN ETN 

KLPHTRAGSCGSATCSVKRWG 

PQKPRPLPKPPLVPQALLLVRG 

PAAAREEAVQPPKEEVTQRPGG 

HSSPGVFAHLKGPRSVVEIRME 

YGEE*PPGRCVTSSFGGWTASS 

LAAAGPLTSRRAWGTSGGFGR 

GRGFWGPQRLTEQVAEPQDPA 

LVCGSLLVSLPLLGQTCTEDPGI 

KGFTVRMLGPKTSWAQDPGED 

PRAREEPKWISL 


26406 


56774 


A 


26553 


1 


382 


FRTSCRQLSAAPPPARSPLRPPG 
GG/EPAPGRTSRGHRPQM*SGT 
PAPRPPARSTVSPASPLPKPRAG 
RCGSRPRSACSTFRPC* SLAS VS 
SAKTQGWKMWQPATERLQHF 
QTMLKSKLNVLTLKKEPLPAVI 
FHEPEAIELCTTTPLMKTRTIISG 
CKV 


26407 


56775 


A 


26554 


797 


1213 


AWLKFLLGTRRFLRFSKYSFS1D 
SARSLVPGRWPAPGRTSRGHRP 
QM*SGTPAPRPPARSTVSPASPL 
PKPRAGRCGS RPRS ACR* G APG 
SRGPAFPRRTPSVTRWALGLPW 
LQGLRTAFCWQILSRVTAATLP 
DK1H 


26408 


56776 


A 


26555 


1002 


1655 


KEFCIYNRNPNACSYGVAVGV 
LAFLTCLLYLALDVYFPQISSVK 
DRKKAVLSD1GVSGEPHPAGTP 
CTESTEGCPGHRRRK.DNPLNEG 
TDAARAAIAFSFFSIFTWVSTAT 
AHQPTLVPFPH*APGWVVFPAS 
AQP*ASPACRGRQPCITPGSEVA 
GAPSTLGGQGRHYMDPSQDSS 
MPYAPYVEPTGPDPAGMGGTY 
QQPANTFDTEPQGYQSQGY 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26409 


56777 


A 


26556 


262 


628 


QHFQTPWPWPLCAAAGTSAGT 
SHSGSSSGAFSSWPCWTAAEPA 
ARKRGRPAGSWSSPATGAPGR 
CRHRILSRGAGGSAGFVCSGLR 
GIGPLGPLSGTFPGLTAGPETPA 
TERAPGASQHFR 


26410 


56778 


A 


26557 


1098 


1599 


RIRKSHHCINTVTLGRGNSLGK 
DFVRESPGGDRLNVGQTHKHR 
GLGRFAQPHGTSAGTSHCGSSS 
GAFSSWPCWTAAEPAARKRGR 
PAGSWSSPATGAPGRCRHRILS 
RGAGGSAGFVCSGLAESGL*ES 
SSPGRSQG * PQGQRH PQPNGLP 
APPSTSVSVLVRISR 


26411 


56779 


A 


26558 


440 


698 


IKLWAATFIKVCRLSFSCGMSIL 
*RCTGSKSCCCCCRRPLWAGPT 
SCAGGCGCCWGPGPPAELGPD 
TPAAEEAAEACCWDAAIFLA 


26412 


56780 


A 


26559 


448 


576 




26413 


56781 


A 


26560 


513 


782 


El WWWA WTKWCGCWV VSCF 

HLCGRHC*GTCWSSETWR*MC 

GTSGTAPPCECWREGKDDCGR 

DRPMETHGCCSSFS1SSPRAGKD 

ATTGT 


26414 


56782 


A 


26561 


798 


1505 


FLRATSPSGHHFSYHLWIWISLR 
SFLCNECSESCCLLNSSMWQAP 
GLSHYSLLLIWLWLVFQTLNPR 
HLLHLLPSPLNVVDRLCSCQHH 
HHQ*CHHLHHNLH*NHSHHRH 
HHHQ* RLPLH YHLHQHHHHHQ 

IN HH^t^HrlhlK Y Ht^hlhl Y l^hirlL/hl 

HYRHHHPWLAGARALCDSND 
AGCPGSTGDGWRPYSADSDSL 
DALSFPRPLPFPDCQSLRGLASA 
VIQGYNWLVLTENHILFHLF 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26415 


56783 


A 


26562 


1 


1073 


MHATNSSSVPQEIQVEALCPLL 

TQPQKSPS1TSAMLCQLKKPQPS 

RSKEREADPISCGPECQGNWDL 

CVEAATGLYGDGHLRDSSRTR 

VLMTTGTYRDLQGLEGRAGHV 

AELHVLPVWAIQDRGYVLWC 

WTASLHPRDVAREQGFPNDCT 

WALGCTLTAESTHTHSAALAR 

QAYSQLSKKPTLLNEPEHITEK 

KFINLARFEALNSRTWLGVLY 

W1AQ1QDVPVTVESTTGQRAAR 

1SPREADRTLVKGQVQGIRQTVI 

MSVPGRKEGDKLKEVSDGREA 

ANQAGMKWGKECKSSSGTEN 

AMSGKEVGILQEEKGDWSHGV 

VRGWQEKWMTYNFWACGRG 

KNATCRLEMTRTSENDLKHNQ 

EGLWHGRERAMLGDTHTLAW 

REEEMEQKQALRJHSLYGKTSG 

QRALGSWWVERfMGMRSGSSS 

DCNGLVTEG*TLQSACIPEPTCS 

H*GSPAP*LHP*GAEKQSSTTEH 

SPCPGLPRQAERGAQPRVPPCP 

QDPADPCKFQWS 


26416 


56784 


A 


26563 




387 


MESTEIGPHIYEQFTLTKMTRKF 
NKEQLVLISLALLDSGHTSNSL 
AWPSCLIVSGVGSCRWVCGLT 
D/CQE* SLRPSQSAGVCRRSTPD 
PVCLGVTRGGCRTEKIAACSFL 
WKLRPRGAPARCQPELSCM 


26417 


56785 


A 


26564 


47 


472 


LLRLHFWQEERLKPSRKKITKK 
HTKKRTASL1LHAMICCRSLNSS 
KTKNTKCLNSINQRLK1LSLQK 
GDPLESTCRH*CCHVHRRTKAP 
GQRRVGRQHVVSAGNHRHPHK 
GDPLESTCRHATVTGQGLLEFA 
GGPLQTLFA 














Xk , TPTr;TT?QnsJPI P r*fYT F A TTMT 
1 MtlU 1 KaiiNCL-K^V^br A 1 1 IN i 

FFFPSIFGESNTTSTSLTLKNSAI 
WCPTGTKLPEGRTGSNLCCSAA 
S AGDTQ AN RV WSGPS AN/C* QT 
CRRRSC 



3567 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26419 


56787 


A 


26566 


525 


716 


PTCLLTPPSKG RQTPY ATGELR 
LASDGCPSGTKLPEEGAGSNTQ 
ANRV WSGPSANSSRP AEEG PDC 
CRTTCCRTTCWKPTTVTTCSST 
PCCQPACCVSSCCQPCCRPTCC 
VTSCCQPSCCSTPCCQPTCCGSS 
CCGQTSCGSSCGQSSSCAPVYC 
VSSCCQPSCC* SGPSS AGLLEFA 
EGPLQTLFAWVLLPAPSSGSFV 
PDGHPSDASRSSPVA 


26420 


56788 


A 


26567 


3 


390 


EGPCCKGWCC/RSPDTML/CPT 

VFITCRPGDSLRCLHHQGPRFQ 

AQN\CQPFGQTSS*LQEFFPIPQ 

WCLECRRALAGIWQVPLWDEA 

SLPEEGAGSNLCCSAASTGDTQ 

AN RV WNGPPAN SSRPAGEEAD 


26421 


56789 


A 


26568 


658 


1005 


NSKYWTPSGPPPRLASGAIYGN 
SLSV*AAGAPYRNAGPLQPGCF 
PPS*SLPNGGIHPGPGPGSGPHL 
GPDG*MVGSQVQHDNELYFC/ 
APAGSYPLWVKALPQPPSQPFL 
KPVASM 


26422 


56790 


A 


26569 


1149 


1715 


VLQLNLPGPVASWCSRDVGPPL 
ARPIPPPAPHTPLSSAGPSAAAP 
GPARQLPHPRGDSRTARLLPGQ 
GSS*SWR*GAWQSGCQSYRKP 
GLSV*AAGAPYRNAGPLQPGCF 
PPS*SLPNGG1HPGPGPGSGPHL 
GPDG*MVGVGPSGAGAAPEPA 
PGLWDPPG1 ICSQASTPPGACKE 
RETLPTALPRLS 


26423 


56791 


A 


26570 


32 


335 


LWSLFDH HVQRA VCDSRAK YR 
EGRRPRAVKVYTINLESQYLLI 
QGVPAVGVMKELVERFALYGA 
IEQYNALDEYPARRLY*SLSY*I 
YELTKCKDSQEKNG 


26424 


56792 


A 


26571 


407 


842 


TEPLITIN RLQRRRRSAPV A AAG 
PAGTL A RRA P A VTAERAAGPG 
PASVHRRPGWRRAQSGPAAAQ 
ALRPPPPR*PRDSASPLSRKELL 
KLLGTKHYGRLTATEAQAPQG 
QHKLLCRETGELVPHWAGSHY 

Ku 1 o IN r 1 IN IN 1 \l Uri 1 L, 


26425 


56793 


A 


26572 


409 


614 


GLPPPAVGDRQRCLPVRH*RPS 
QTIRAEQEPRSAAPRKRRPKEG 
CRRSRGSSPLADNLGDLGSGGQ 
GG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hoc! 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26426 


56794 


A 


26573 




266 


GNHCRRQYRDAQ*WP*EAGRY 
SSCAGSARLGKAKG\RGPQGV 
MGNE/MRSRRAQEFKKYLHSK 
TSR* KSHTGPE AELTSPG AKKE 
GCSQ 


26427 


56795 


A 


26574 


36 


384 


GWYCSSRSDVCSGGNSSAHSQ 
LPHQPLPRLRPGGSCHPRESSSP 
SKQRGG P VG DRQRCLP VRH * RP 
SQTIRAEQEPRSAAPRKRRAKE 
GTRRSRGSSPHPEKLGDLGSGG 


26428 


56796 


A 


26575 


101 


334 


CSTSKEKWQCGLRAECSPVFPA 
TEVPEYSC*GRKPSHLSCHRAP 
TLEEAANRKWPCTQYDAIQNA 
CYYNDSLVLRLS 


26429 


56797 


A 


26576 


435 


761 


QGTNTWVPHWVLRLGLLHTSP 
PEGIAELPRSLPSLTEHQACQLD 
CVLVAIGTAILVAQTATTSPP1C 
GEADAHPASTPLPPSWPPQGRQ 
LSC*NPPLGPWPSGRVQTP 


26430 


56798 


A 


26577 


38 


236 


RLLPLENCCLSSASG 1CAHQAP 
LLLCSCPNC*SCCCCHHCCCPC 
GCCCWHCHRPSTKGNSATFTA 


26431 


56799 


A 


26578 


1316 


1548 


FFSITGLSSVAGGQFVMLYLKR 
LNSNFIYLSGYVIVYINIYVFIYC 
I * KF VLH VTL RTDCCKTI VKKH 
VFRLFLKAM 


26432 


56800 


A 


26579 


1 


272 


RPVNSRLDDFVAACAAMAKIK 
ARDLRGKKKEELLKQLDDLKV 
ELSQLRVAKVTGGAASKLSKM 
*VRRPDHSPRGWGARVHRDRR 
R1SKLA 1 


26433 


56801 


A 


26580 


1 


363 




26434 


56802 


A 


26581 


286 


867 


IYALSLGAGGAAASAGLCSNEP 
RFKARDLRGK\KKEELL\KQLD\ 
DLKGGSCPQLTRSPKVTERCGP 
PKLSKIRWVRKSIC/RVFSPVIYP 
DFRK ENLQGN S YKG\KKYKPLG 
PCGP*GRTRAMRPPGSNKARRE 
NLEGPKEAGSGKGAAFTRCGK 

KKQQRKERLYPLRKYAVKA 


26435 


56803 


A 


26582 


164 


346 


LHPGRRPG LTHLG VPSPGPGPT 
EKLAPGKPSSAACAPSPPALD* 
HIAFGVDALCPTFGLN 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26436 


56804 


A 


26583 


316 


723 


LVGGWGGLWGGLHGPLYGQA 
QGASPLLPPPPPAHRPPPHRHST 
EHGVEHPLVT*TAPLSPCPLGFR 
LGQLALHRGASTKGLLTGGVW 
GLHSWPI GDGRATIHE AV V RAS 
PWPSRLGT1HGVRGGRDVQEG 
AELPAV 


26437 


56805 


A 


26584 


177 


418 


RNPVVAQGLLCACRMFKVGNR 
TPSSSAEWPSSFAPPKKGPLPKA 
TSEPLFPHPKRR/PLASVPSHREC 
RPPLGASKTAPRD 


26438 


56806 


C 


26585 


149 


277 




26439 


56807 


A 


26586 


1037 


1455 


EESYGLLSVPSVTGSLLLQDLH 
KLGCHQFGHSKKRRVSGIWMA 
VLPFPFRCQPHLLLLLENPRAN 
GPARQPTNHQPP*KAGTQLPNS 
VAPVQSQTGFPPTPA RKARAPT 
WPGAARPPGTASNKSPARSPCS 
SPSFS1LP 


26440 


56808 


A 


26587 


175 


450 




26441 


56809 


A 


26588 


77 


337 


RDHEPTRRKLKVRTHPNVRRNK 
LRTRRL*EL*HSLRGSAASFLKE 
GRPWRSGGGAQRR*KYWRKG 
KYSGKMQSWSRVYCSLAKVRA 


26442 


56810 


A 


26589 


1043 


1555 


ALRQGPEGARAPNMDSSVSRC 
QVPGPQVCRA V PTEfLASPA VE 
RAPAAALSSTTI WMPMSLCPW 
RP V L A ACTSMT VRG RSTM YLP 
TTTGNAGCTWPKASLATRWLS 
SPMGRQARSLMLGAQVTLSWD 
RSMPWRRRGRSSGRNLSTI * WR 
LDWSLRRTWRSGRAWMSGIST 


26443 


56811 


A 


26591 


313 


462 


VCFTPEPARPRIRQTRPDRRNSE 

H1RT/RRRKKLRTHLNIRRNKL 

WTRHL 


26444 


56812 


A 


26592 


630 


111 


KERRGREKKKEEEKRRRGRRG 
GRRRKRRRRRGRGRGRGRGR* 
KERRGREKKKEEEKRRRG RRG 
GRRRKRRRRRGRGRGRGRGRR 
RGSRRFL 


26445 


56813 


A 


26593 


284 


461 


HSPGGSAASFLKSVRRRTHQFR 
TH*FHIHKNRTFTSR*SH*RMRQ 
WDQREVKVLFL 


26446 


56814 


A 


26594 


573 


968 


AQRFCHSQWRCSSSRAVLEENP 

LGL**PPSTRRSSHL*QPSSP*AS 
TFLQ VRMTAPSG L* PQRPA * KL 
RSSPLLLTKNPFPEAAAF*SRGP 
PVSLKDTASLQAAFLGWP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26447 


56815 


A 


26595 


3 


699 


RGRSRANSPQLLLEGGADPTVG 
D1GHLSVGVGPVHNAVGACQP 
DQTTPKHLADNPGPWTLDALT 
YQPHAANSCHKRGIAAS*SLMII 
MVIIFLVLLFWENEVNDEAVMS 
TLEHLHVDYPQNDVPVPARYC 
NHMI1QRVIREPDHTCKKEHVFI 
HERPRKINGICISPKJCVACQNLS 
AIFCFQSETKFKMTVCQLIEGTR 
YPACRYHYSPTEGFVLVTCDDL 
RPDSFLGYVK 


26448 


56816 


A 


26596 


2 


483 




26449 


56817 


A 


26597 


2 


1041 


WPQDGSCTWLAVAMGCWLAT 

QQGSLTRVPVATSGIQGCQAAP 

SPMWAAWTHGWASCYFRAAL 

QLPLPPG STGNG SMSTSTAYSA 

SSPGFM/YTKAQGERSDHKENV 

FYVQHQKYVGGATQAFAKEN 

NQKAYKETYGVSHITRHDMLQ 

IPKQQQNEKYQVPQFDQSTI KNI 

ESAKGLDVWDSWPLQNADGT 

VAEYNGYHVVFALAGSPKDAD 

DTSIYMFYQKVGDNSIDSWKN 

AGRVFKDSDKFDANDPILKDQT 

QEWSGSATFTSDGKIRLFYTDY 

YKRSFSIVVDAIIALPPLKRAAW 
PKSRH PPQVGLMEVQHLFPIPN 
NFEEHV 


26450 


56818 


A 


26598 


116 


338 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26451 


56819 


A 


26599 


971 


2485 


FISSCFVRACGTLNPGVTMFYVI 

LGKFCDFAEPWFPHVMQEQLR 

VVGKGLWGFVRVSLSGFRJHGP 

HQKTASLAQVHKAVLHDGRTV 

AVKVQHPKVRAQSSKDILLME 

VRALPFSFLCPQSTFMWLVDEA 

KKN LPLELDFLNEGRNAEKVSQ 

MLRHFDFLKVGGTMQCRVWW 

SGGLMEFVDGGQVNDRDYME 

RNKIDVNEVRSRAQGCCAGER 

GVNGFVHCDPHPGNVLVRKHP 

GTGKAEIVLLDHGLYQVEEAFV 

TQPWGLWGQSLIWTDMKRVK 

EYSQRLGAGDLYPLFACMLTA 

RSWDSVNRGISQAPVTATEVG 

GPSRPCLFLNAEISHLLNHVPRQ 

MLLILKTNDLLRGIEAALGTRA 

SASSFLNMSRCCIRALAE*VWA 

PPSPPLLAP*ISFSEAFNLWQ1NL 

HELILRVKGLKLADRVLALICW 

LFPAPLCTVHVTILLLLWNPLRT 

LWPLSQGPQAELWHSSLFFSKK 

TQQPTFPFL VC A1G LDVPTTS VK 


26452 


56820 


A 


26600 


831 


1205 


RKEGQGPSVHPLGSGCFPPGHA 
FWEALEANTWVPCVRL*RTPV 
SAELLGLAPGGRWRAVNRDRG 
RVAAASSLGEPCYSSPADASFP 
RSDSGGLDRQGGSCRYPKELFG 
SHPQRARCTEGSLQVL 


26453 


56821 


A 


26601 


377 


962 


LFSIFITQDPKLRELLDVGNIGR 

LEQRMITVVLKACV**LCSI*AN 

ASVIYIFQEWTNDHLLVL*SMC 

HLNLSPLLCSLHSIYRNREGGS 

WGRKJCTIC*LRCFISQNDSIPQE 

DFTPEMQILE*NLV* KILIAWFFI 

VFSGAKSKPYLTVDQMMDFIN 

LKQRDPRLNEILYPPLKQEQVQ 

VLIEKYEPNNSLARK 


26454 


56822 


A 


26602 


1 


810 


MDAKKRKLYKYASTDSPAFAI 

TFIIMPYMENQAARLAFERLSL 

NEL VFSS E ALTHSETFLPQPDN R 

HQNMSST1HTAPIDTALGGNPA 

FLYLFLQDFQPTQDNSLASVTP 

SAGVSARLAPPPTPGPFTDVVV 

i rv\/T riF\/r^r*r;np\/PQ! a apeoa 
LJJ V LLJc V Li^UOr* V EjAArE&A 

GIGEEGGGGDACHGATSRAP*Q 
ASPPPPSSPIPADSGAADSTSPP 
WPTSSSTSRTTTSVNGPGVGGG 
ARRAETPAEGVTDASELSCVG 



3572 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26455 


56823 


A 


26603 


28 


457 


GGIPDSTARLSILTPRHHLQRSC 
SCNGTATRFSGQSYVRYRAPAA 
RNWHIHFYLKTLQPQAILLFTN 
ETASVSLKGFEGCLDAVVVNEE 
ALDLLAPG/NDGGRLAGDTSPH 
PVLPPQ*LLQPEHMPQWWEVL 
MDPRGRLCLQMS 


26456 


56824 


B 


26604 


205 


1722 




26457 


56825 


A 


26605 




374 


VSPSRSGIPGSTHASGQL*TGDR 
S/GPMGPPITAT\Q*DGDSDAYH 
GLATLHALLPALPGAAGF/PSGT 
SEPCPSSPC\GQHHHAGQLGHD 
LPVHCSEDPRPQPPPLGGPLEDL 
PSLLWHSDFF1 


26458 


56826 


A 


26606 


69 


551 


QSGRSPQHVFPSVRGSGARSRG 
WILVHPSQYHHNPQRIYSACGR 
SGEHISPGYPCS\DGHDAYDQQ 
ADGTHHDAC1FH\PRGSPRSP\G 
QCCLLTGGSRSGIASGASATPG 
GRRGG\PAQGGE\PASRNSSVEE 
LTARVLAPAPAPALASAQPTLP 
GFSISPSTK 


26459 


56827 


A 


26607 


476 


1016 


CLWLLSCLYCSLGDCCLWWAV 
SVLCQVSAPRQALCFAPGENGD 
GGQQGLRGAPPGPGPRGPAPQP 
GPGYPGARQRGSPQQP*LSSEP 
GPYLRLSRSGGR*GPGRCCSRSP 
PGR*PVQAGDEDGQDAGSH1*T 
QPRVSEEGGTDEDQWSLPQEVP 
SASVPYQPLSHCQTVPASLQPH 
CLFS 


26460 


56828 


A 


26609 


247 


342 


RS1MPWLPKGSGWEVSSIPP*RC 
LHQLWSTSRNMAL/HVRVLQT 
EQAVKEYNALVAQGVRVGGV 
FH STC * WSLKRRTN H 


26461 


56829 


A 


26610 


129 


272 


NDTV SG LGRLESPTLM RQRNV 
CSHCYPGSAK*GYMIYKDALPR 
RTSL 


26462 


56830 


A 


2661 1 


133 


453 


QVDPNTVLRNAVHTNTYLQGL 
THPSANHKSLYTLLNNFLHICR 
LHTRRMHGKTGRVYGITQRAV 
GIVVNK*VTGQILAKPJVPIEHI 
KHTKSQ*SFL*ELRPSPVAS 


26463 


56831 


A 


26612 


352 


543 


VPS1NCGVPQGNMALMCRVLQ 
TEQAVKEYNALVAQGVRVGG 
VFHST\SDGSLKRRINH*VPKKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26464 


56832 


A 


26613 


576 


927 


FAERTRTHH*PKPRWKGALGC 

RARTAVTSRGCLAPSRRRRRLP 

GRRAASQPGPNADPKACRPWN 

PRGSQVHAKRNALCFSRASDAP 

PRPDASPGQIFPGRRRKECQTC 

KTRVRLGCL 


26465 


56833 


A 


26614 


67 


415 


ALARKLPTNFQWVKKIDASPGS 
P1PLNAP*PSPSVQTTPTTGHPG 
RALSTVSEVPGAGARLTYRVPF 
TRCKRSLILPSPVWVSRJPSTAK 
SPILISSPGGAHAASVSALTLVS 
GYE 


26466 


56834 


A 


26615 


87 


347 


GIRY*LCHGFYHAYLGFRRRTS 
SPLQVSRPPPPRGTQSEP*AQSP 
RSPELELGLHTASHSRAANAAS 
SFHLRFGFPGFHPRPSPLF 


26467 


56835 


A 


26616 




175 


GFVTSSFFLGCLSFPDAYDLVFL 
LARE*HWKH*TQSILTLIAQCVF 
PEQPKRLCWVS 


26468 


56836 


A 


26617 


539 


788 


EKEVPTLLDCCAALGQ* KCKM1 
QLLWKMV*SFSTKLNILLPNNP 
AVVLLGI HLKELKT Y V LTETCT 
LMFIAGSQRNLRDYFRP 


26469 


56837 


A 


26618 


843 


1 136 


VKEQVYRRIAASRSVRRCSYQS 
RPGLLPTAGHHPQFHLYSDCHG 
NDIYSVYYQCEHGHAASSSETG 
VPRFPCPWWSETAQ*TGCASHP 
GPSAQRSAL 


26470 


56838 


A 


26619 


2073 


2329 


LVQTSRPPDPSWA* SATVTRPE 
QASWARNLSRFPLLGMATVSG 
RGLPSGPGPRAMSPAGEPAPGA 
A EP A P PG S A A 1 PHRRPL LG Q 




56839 


A 


26620 


723 


1023 


ITLLGLSLIPL1SRLPWTQSWGPL 
SFLSTPTSLLISSTPLILNTINSLM 
TLRFLPPGGAFP*TPEPCIPPTQH 
PHLDVSLTGISNLPRPQSCFHCL 
HLS 


26472 


56840 


A 


26621 


99 


288 


CLCQNKLGEGRDDNFTSWQSS 
AC*TFCFLLAVDSAETTAAES*C 
CCCCCCCSAAGGWRRLVH 


26473 


56841 


A 


26622 


130 


450 


RQLKLTAGCAKSPWLFWLKSY 
HSLYLAAACLLGLTYTRLGRSQ 
SSPPIHSHEFPPATSL*QQLHGQ 
PA*WLYDGPATP/SIAPPAHLLP 
PPWRGGTPSPWLPPSPLQE 
















26475 


56843 


A 


26624 


408 


581 


LIKDESAPRTPQTVLASAQFCLL 
CR*ARCCRGGSCCCCCCCCCCC 
WWWCCCCYFGND 


26476 


56844 


C 


26625 


66 


264 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LSSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26477 


56845 


A 


26626 


70 


551 


AAEDVWVYPSELYWPGPHGHC 
ETPRAG VF V VTSH EEG PG AGT A 
SSSSKGPSWARWGLEVSPLRWP 
SGQVGGAGSAESGQPLGSGFTF 
KAMGNLGESRARQAQLIHDRN 
TASHTAAAARTQAPPTPDKVQ 
MTWTREKLIAEKYRSRDTSLSG 
FKDLFSMKP* VS PLRWPSGQ VG 
GAGSAESGQPLGSGFTFKAMG 
NLGESRARQAQLIHDRNTASHT 
AAAARTQAPPTPDKVQMTWTR 
EKLIAEKYRSRDTSLSGFKDLFS 
MKP 


26478 


56846 


A 


26627 


479 


961 


PQSSLQGNLQMPWGSCLDSST 
HYRPSLVGVDFQLPSFWLVICG 
TCKHCHRMLHSVALFWVPLHC 
GWS1PRPRCPHPHHPPPLRGPSC 
HPPSPPWACPPRTGVQSATCPF 
A*RPTWSFTCDPTTKRSMRGLT 
HILRSGEKRPLPALC ARSTSG S A 
TTSPGT 


26479 


56847 


A 


26628 


1 


223 


MGAVQKAYNLQKKRRRRRGR 
RGRIRGRRG RGRRRRGRRRRK 
KKKXEEEEEEEEEEEEEEEEEEE 
EEEEEEEEE*EVEEEEEEEEEEE 
EE ERRRRRKKK KKKKKKKKK K 
KKRKKKKKRKKKKKKE 


26480 


56848 


A 


26629 




341 




26481 


56849 


A 


26630 


78 


354 


ENDSFYNDL*ATQRRRRRRRKK 
KKXGEERRRKEKKGEERRRRR 
RRRRRRRRRRRRRRRRRRGRG 
RGRGRGRGRRRRRRRRRRRRR 
RRRRRRRRRRR 


26482 


56850 


A 


26631 


1 


327 




26483 


56851 


A 


26632 


41 






26484 


56852 


A 


26633 




170 


RKRRKRKKRKKKKKKKKKKE 
KEKEKEK\RRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRN TNNETGE 


26485 


56853 


A 


26634 


1 


282 


MdbobKbbbbbbbbbbiibbbbh 
EEEERRRGRGRRRRK.KKRKKK 
KKEEEEEERRRKKKRKKKEEEE 
EEEEERR/MRKKKKKKKRKKK 
KKKKRQSL 


26486 


56854 


A 


26635 


1 


396 
















AAl \\/T PHPAT frTPA APTI AfCD 

RRRRQLYNCCLYLRRRKKEEE 
KEKEEEKG KEKEKE K.KE E\K RR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRN 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Impossible nucleotide insertion) 


26488 


56856 


A 


26637 


1 


290 


MKKKKEGRRRKKEEEGEEEGE 
E/D RRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRR R RRRRRR R R R R RRRRTTT 
TTTTTTT 


26489 


56857 


A 


26638 


2 


423 




26490 


56858 


A 


26639 


3 


167 


QQKEDEEKEKEEEKEEEDEEEE 
/ERRRRRERRRRRRRRRRRRRR 
RRRRRETQEAETI 


26491 


56859 


A 


26640 


1 


325 


MEK.NEKEQEEEEK.KEKNSKKK 
EEEEEEEGGGEE/ERRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRGRRRRKKKKKK 


26492 


56860 


A 


26641 


1 


618 




26493 


56861 


A 


26642 


1 


291 




26494 


56862 


A 


26643 


3 


155 


YRHLPKKKEEKEEEEKEEEEEE 
EEEEEEEE/ERRRRRRRRRRRRR 
KYEKKCL 


26495 


56863 


A 


26644 


1 


1410 




26496 


56864 


A 


26645 


578 


842 


TQEAELAVSRDHATALQPGQQ 
SKTPSEEEERRKKEKEEERRRR 
KKKKEEEEG/MKKEEEGRRRRR 
RRJIRRRRRRRRRRRRRRRRRR 
KKKEEEEE 


26497 


56865 


A 


26646 


215 


471 




26498 


56866 


A 


26647 


432 


761 




26499 


56867 


A 


26648 


1 


357 




26500 


56868 


A 


26649 


2 


281 




26501 


56869 


A 


26650 


533 


758 


EQKKKKKEKKKKEKEKEKEEE 
EEEEE\ERRRRRKRRTRRRRRRR 
RRSRRRRRRRRRRRRRRRRRRR 
RRRRRNTEK 


26502 


56870 


A 


26651 


264 


429 


HRAAPATSDTQE*HRSNAFGEE 
EEEEEEEEEEEEEEETLFSNM 


26503 


56871 


A 


26652 


1 


279 




26504 


56872 


A 


26653 


1 


795 




26505 


56873 


A 


26654 


1 


642 


MKKCKTSVIGIATFYLSIPHIYT 
PPNQTSSFMACAIAIEVQLTSAE 
PA SIGFP VQK.S PCGHLQLNG Y K 
SSSKQGFPTPLLKQESWNSSVKI 
TTCNVGDKKNINDRRSANMMH 

V rN fN r r r KJvn D Wlt^JUUKV^Cvc I L 

PQEKKEEEEERRRRRRKKKEEE 
ERRRRRKKKKKEEEEEEEEEEE/ 
RRGRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRKKERISSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26506 


56874 


A 


26655 


1 


1167 


MAPRPQAARLPSCGTRSQGAA 

RPPPLGTAAAYRPLSSRLLTGPP 

PASSSWLAIHFRIRVGSSGQGN 

QR1KYLGIQLTRDVKDLFKENY 

KRLLNE1KEDTNKWKNIPCSWV 

GR1S1VKMA1LPKVQA1LMLVLF 

LHLFCKYNIVGMENAGNGHD 

WSLDRHLMQASANQQATQLA1 

SRPSNQSKAQDFLRLLRKEKQT 

ALDTFAPLKEQAQKWNEDGIR 

SS VI PGIQHQSLLLA VLTFNSSK 

TSLGDRARPVSKKKKEESRKK 

KKKKKKKKKKKKKKKKK.KKK 

RKRNKN K K.KNKKNKKKN KEN 

KKKNKKKKEKKKKERKKKKR 

KR/MEEEEEEDEEEEAEAEEKE 

RKERKRKKEKGRREGRKEGKR 

EGKG RRGRGRRKN KEERRRSR 


26507 


56875 


A 


26656 


342 


616 


R1LH1CSFRKLLCKGSFCSTRSPT 
REIRSK.KKEEEEEEEEEEEE/ERR 
RRRRRRRRRRRRRRR1CKRKRK 
RKRKKKTKTKTKKKKKK.KKK 
KKKK 


26508 


56876 


A 


26657 


1 


705 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26509 


56877 


A 


26658 


1 


2267 


MKVELMGFAEGLAVRVREQEE 

VRLNWKVELLWTDLRDVPKG 

ANSFRVSGSSGVEVFMVYNRT 

RVKEPIGKA R WPLDTDA DM V V 

SVGTASKELKDFKVRVSYFGEQ 

EDQALG RSVLY LTGVDI SLEVD 

TGRTGK.VKRSQGDKKTWRWG 

PEGYGA1LLVNCDRDNHRSAEP 

DLTHSWLMSLADLQDMSPMLL 

SCNGPDKLFDSHKLVL1MVPFSD 

SKRVRVFCARGPEDVCEAYRH 

VLGQNKVSYEVPRLHGDEERFF 

V EG LSFPDAGFTGL1SFH VTLLD 

DSNEDFSASPIFTDTVVFRVAP 

WIMTPSTLPPLEVYVCRVRNNT 

CFVDAVAELARKAGCKLTICPQ 

AENRNDRWIQDEMELGYVQAP 

HKTLPVVFDSPRNGELQDFPYK 

R1LGPDFGYVTREPRDRSVSGL 

DSFGNLEVSPPVVANGKEYPLG 

R1LIGGNLPGSSGRRVTQVVRD 

FLH AQKVQPPV ELF VD WLAVG 

HVDEFLSFVPAPDGKGFRMLLA 

SPGACFKLFQEKQKCGHGRAL 

LFQGVVDDEQVKT1SINQVLSN 

KDLIMYNKFVQSCIDWNREVLK 

RELGLAECDHDIPQLFKTERKK 

ATAFFPDLVNMLVLGKHLGIPK 

rr Ur lllNljULULfcfcts. V KbLLtrL 

GLIICTFIDDFTPYHMLHGEAYS 
LECRQHWGKNLYFRVGLKKK 
KKKKKKEKEEGQEEEEEEEEEE 


26510 


56878 


A 


26659 


1 


990 




26511 


56879 


A 


26660 


1 


235. 


MTAKCVCGWGVGEREREKER 
EEEEEEEEEEEEE/'ERRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRKI 


26512 


56880 


A 


26661 


1 


1101 




26513 


56881 


A 


26662 


348 


806 




26514 


56882 


A 


26663 


39 


684 


LRCENPISSHVGHVGVSLAHTR 

GLFSRLILADREDISENWCSLVC 

CVCVCVCVCVWWLCISLFPGD 

MMTLLMKXDTLTEEET\QFYIS 

ETVLAIDS1HQLGFIHRDIKPDN 

LLLDSKGHVKLSDFGLCTGLKK 

AHRTEFYRNLNHSLPSDFTFQN 

MNSKRKAETWKRNRRQLAFST 

VGTPDYIAPEVFMQTGYNKLC 

DWWSLGV1MYEMLIGKLHG 



3578 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26515 


56883 


A 


26664 


3 


276 


IK.SIDDTSNFDEFPESDILKPTVL 
SSAP*AVHWRQGSESTLTSISFP 
VATSNHPETDYKNKDWVFINY 
TYK.RFEGLTARGAIPSYMKAA 
K 


26516 


56884 


A 


26665 


95 


405 




26517 


56885 


A 


26666 




349 


GPGGWLS LSPLVL* ALES* KEEE 
EEEEEEEEEEEEEEEEEEEEEEE/ 
ERRRRRRRRRRRRRRRRRRRRFC 
KREKKKS WVDCTEE V AKYVG L 
ASLRISRVPPTDSTKEKTIEKVN 
RRK 


26518 


56886 


A 


26667 


1 


370 


MHVAWSCPTAQSSQATVDSGK 
TLAETESPIGLSSKVGGKNIRAG 
EWDELKYDRFPGQKPKKKKRK 
RKEEEEEEEEEEEEEE\KKKKKK 
KKKKKKKKRRRRRRGRRRMQ 
QSHPNPTSA1LAPWA 


26519 


56887 


A . 


26668 




430 


MTFFPFDKRETD1LL1LNFSMEH 
CTRGQDPLGYQTTK.KGFKDTE 
TPEKESLESKAECLGRRRKKKN 
KEEKEEKEKKEKEKKEKEKEK 
KRKKKRXKKKKKKKKKKKKK 
KKKKKKKKEEEEEEEVGMRKR 
RJIRRRRRRRRRRRRR* RRRRRR 
RRRRRRRRRRRRGRRRGRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRM RKRRRRRRR RRRRRRR 


26520 


56888 


A 


26669 


1 


708 




26521 


56889 


A 


26670 


1 


1233 




26522 


56890 


A 


26671 


1 


366 


MSYVAAVMFFCSVLGKFQMNL 
EEE VEKRRRK K K DKKKEKEE E 
EEK/DERRRRRRRRRRRRRRRR 
RRRRRRRRRRRRREEEEEEGEE 
EEEEEEEKiCKKRRRTLYCM*IA 
CKLKYLWTVSGH1LCPNTN 


26523 


56891 


A 


26672 


• 


667 


MSKEGNNRHWDRLEGGGWRR 
VRVEKRLFRDYPSSHPRGAEAF 
TSPDSIGRCTLRFPGLQMGLHQ 
PALIAILRSGADLSHLEGPMLEA 
GASACAPAVSPGDQALQQHPG 
EGRK.VPGKRRRRKEEEEEEEEE 
KRKK K.KKKEEEEE EEEEEEEE\ 
KKKRRRRRRRRRRRRRRRRRR 
RRRRRRPvRRRRRRRNKQTKGP 
PCKNLMLVFCPQNKAPSPCLQI 
AAEFSWAWAR 


26524 


56892 


A 


26673 


365 


670 




26525 


56893 


A 


26674 


29 


370 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26526 


56894 


A 


26675 


1 


1364 


memiwpsk.gmpftstsysnk.es 

sllsvvqtssyshthtrgssee 

veslnrpitgseivaiinslptkk 

spgpdgftaefyqrykeelrik 

ylg1qltrdvkdlfkenykppl 

neikedtkkwknipcswvgrin 

ivkmailpki1vedalqiyydmv 

lvcvgvgvscrivisslevlesr 

rgqrjfflvqaeqvlwafkevs 

sncndkstlrgsvvklqctsgt 

safdifqvgsrvlgehrlpsvh 

satymsltyfelagllekssql 

vgstgvedivaimipepkgkeiv 

sllernitvtmy1t1gtrnlqky 

erwkkkrtkgleyqefgfddv 

kfrslldi e a em pdlhrlprnm 

HASSPSKRTARGRNKNKSSRLT 
MFGVEIQEEEEEEEEEEEKKKR 
RKEEEEEEEEEE/ERRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRGGRRRRRKH 


26527 


56895 


D 


26676 


1 


499 




26528 


56896 


A 


26677 


1 


1684 




26529 


56897 


A 


26678 


2 


297 




26530 


56898 


A 


26679 


68 


319 


IQH1TSTKKKRKRKKEEEEEEE 
EEEERRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRSHTS1PKESTLLQSQSVGLG 


26531 


56899 


A 


26680 




1617 




26532 


56900 


A 


26681 


92 


338 


LEKEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEN*NVERY 
KKEGQ W*KQRRQEKG LI LPDG 


26533 


56901 


A 


26682 


1 


548 


MVDQRHLVLTSSTKKNQNNNF 
QVFVIENVGREPQTDKIASPGA 
GQSCTASVTADLLSRDLHFTKV 
PSWSSDGPPYYPPACHLMSEPY 
FWGSCCYDTPIKTKTTNEEEEG 
EGEEEEEEEEEEEDEEEEEEKEE 
EEEEEEEGEG EE/ERRRRRRRRR 
RRRRRRRRRRRRRRGRRGRRR 
RKPRGGR 


26534 


56902 


A 


26683 


1 


1215 




26535 


56903 


A 


26684 


1 


571 




26536 


56904 


A 


26685 


1022 


1365 


TSLLPPSSSIPSRLPSVVLSVRILS 

LWILACLAPWRWDLLRKASCL 

PAFSLLLSGANGSFSLGFQALL 

GRKEEEKEEEE*EKEKEKEKKK 

KKXKKKKKKKKKKKKKKKKK 

KKKKKKXNF 


26537 


56905 


A 


26686 


24 


355 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


had 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn. 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26538 


56906 


A 


26687 


120 


594 




26539 


56907 


A 


26688 


117 


487 




26540 


56908 


A 


26689 


2 


2482 




26541 


56909 


A 


26690 


2 


654 


KGDVGEWLSAGKGESSAMFAS 
EQEISKDEQGTPVLGSFYWEVD 
SPRKESSQAWAPGQEW1KLERD 
TTEEKMFEQLKPIEPVQKTLPW 
VG E V AATLQE AMKRDC WRE A 
RVKKKPVTFEDVAVNFTQEEW 
DCLDASQRVLYQDVMSETFKN 
LTSVAWVRKKEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEE\KRKRKRKRERK 
KKKKKKKERTTWLWGNPLT 


26542 


56910 


A 


26691 


789 


1072 




26543 


56911 


A 


26692 


1246 


2367 




26544 


56912 


A 


26693 


579 


1214 




26545 


56913 


A 


26694 


119 


1870 


SCSRN RLLPPVSESLTRPLPSLA 

RWLPPPGLRQPSSRDYWPKGRL 

RLSAVPSPASPWALVSCLLPPSS 

SQEKAGK1LKKRVEKQQPEEKV 

GKGLEESLCPCSSMSNHTKERV 

TMTKVTLENFYSNLIAQHEERE 

MR*R1LFEKIEEEGLKDEEVINIG 

NVFLRKETEFLRLKRTRLGLED 

FESLKVIGRGAFGEVKITATCQ 

VGHVYAMKILRKADMLEKEQ 

VKHSCSSAFILVEADSLWVVK 

MFYSFQDKLNLYLIMEFLPGGN 

YLTM KGHKDTLTEEETQFYI AE 

TVLAIDS1HQLGFIHRD1KPDNL 

LLDSKVLGGHWHELPFQEPRLR 

GFLSQCCDTPFRALRFLASPSFQ 

VPLHSPRPDLCTGLKKAHRTEF 

YRNLNHSLPSDFSKW*QLR*PK 

AETWKRNRRQLVSNICGF*KN 

AENVSLGQ VRWLTP V 1 P YI APE 

VFMQTGYNKLCDWWSLGVIM 

YEMLIGKLHGFRGLPQETYKK 

VMNWKETLTFPPEVPISEKAKD 

LILRY*RTSLHLQIKSIDDTSNFD 

EFPESDILKPTGNTTSIVSCDYK 

NKDWVFINYTYKRFEGLTARG 


26546 


56914 


A 


26695 


271 


446 


YLVHILDALPRDPTALRRRQRC 
TDISVTAVSAPAQK 


26547 


56915 


A 


26696 


1 


171 


WG VI WRENGRCFSGLLRAG LG 
AAWEPRVGEIKILVS*LGTC*IK 
L1CQSWVGANPRA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26548 


56916 


A 


26697 


1 


179 


MWKGPKGLDMYGKSSVSPKTS 
Dl LGRD/NSPAGLEGANSG VAN 
CLWRGPCGRKLWEASRN 


26549 


56917 


A 


26698 


2 


140 


DN* KGVHKRILSKLAPELGSFK. 
GFRSLAVNTHNSYGGKGNRPL 
KIR 


26550 


56918 


A 


26699 


3 


601 




26551 


56919 


A 


26700 


232 


1809 




26552 


56920 


A 


26701 


1 


851 


MQQEDPEESTKSPNPTTNKKQE 
KK.LSLFGGLFTWTRVKFGAVT 
QIGGPPLGDQSPVLLLLQRLFSK 
GYRVSPSKAQISSPSVTYLNSVS 
L1KTLLKTTLLPKEAGVIHCKG 
HQKASDPIALGNTSADKGLFRP 
PPFPSHQARGFAPAQDWQIDFT 
QH/RP/GVRKQKYLLV*VDTFT 
G * VKAFPTRSEKATAVISSLLSD 
IIPRFGLPTSIQSNSRLAFISQISQ 
AFFQALSIQ*NLY1PYSPQSSGK 
VEQTNGLLKTHLTKLSLQLKK 
DWTVLLPLALLRIRACP 


26553 


56921 


A 


26702 


434 


867 


RLILPNRLGSPLLVWVDTFTG* 

VEVFPTGSEKVTAVISSLLSDIIL 

RFGLPTSI*SDSRPATKSSFSLISP 

TLG SHDAPNPTRSSPEKHRPLSL 

HTIPQNFRCPDTLPLFRF1FFAFF 

SNTLHIMGKMAAEGPKSTLYC 

QFTEK 


26554 


56922 


A 


26703 


96 


415 




26555 


56923 


B 


26704 




933 




26556 


56924 


A 


26705 


1422 


1774 


DCPPSPIAFPQCTHQHHHHQYH 
YHHRHHHRHHHYQR*K*NPGL 
PLFVYCYFQNH*ACHCSWGNS 
EHMTIASESQAVPLQPPQDSQG 
FFEDLELHYFFGDPSETRPGKQP 
KVSVQQIL 


26557 


56925 


A 


26706 


355 


1014 


RHLRPQERAPAPSGSVPSRPGCS 
QAPGGLLRVGRGGMLLPGCAA 
VADLQEEVPGFSWDAWAVKG 
EQRQGGGG V VKH* D AI PGQRV 
SDPGPPEPLASAPGQLSPSTPEY 
RRPPGESRRHRRPDLAQDQRGA 
AVLLLAGARGLSPLPRIPALGA 
ASFPPTLQFFLQLPSSGASTTSA 
GFFLLVLHQPLWLLLLDFLFDN 
LLLLRHSLFIPHGFLKCVSIPAF 


26558 


56926 


A 


26708 


95 


298 


G STQVLWAAWGGAG WTPRWP 
VFATWPWVQDMWPQQAWPLP 
QGVDIP*ACPPPPLRT*WL*ENR 
KAGS 


26559 


56927 


A 


26709 


110 


195 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26560 


56928 


A 


26710 


241 


957 


KSPQIGLQGSWGAVGVGMRDP 
KERATEASKPDLLAQRQGEGHI 
FILFFSDYIPIFSSYLSLQRSSRGP 
SFFGPFSSPHNIPCEGRQNSETPP 
WPSLGKRSKKSSLYPLPKAPQP 
KSRAPSPISNNLKNFPQPSEKKD 
G PQPL WPQKWPL APLFSRSPS * 
DDSGPCTEYCRRARRFKSFEDM 
AHIGPPKKVLYKIALGKFWELA 
DAKKKRKKGTSETETCLLSRAT 
ELLPKG KRHCRG 1 L 


26561 


56929 


A 


26711 


496 


708 


GMLFRGSGACRRGGRTGGSGH 
A*PEPPVLPPLLHAPEPLNSMPH 
GLPAPPASPCHFPNLDSCVHSHS 
DTPLSVLPLPHLKSPLSSSDFCS 
YEVKKDAILSPMLSWWAGHRS 
AAGED 


26562 


56930 


A 


26712 


302 


561 


TFLLQLAAVWSADRVREALRP 
AL WD WRS A VPHPSPQGPTG* R 
GVGVHPAAASRGGESSHPTAF 
DRSPPPPKPLRI*PEPSARSGLP 


26563 


56931 


A 


26713 


1 


411 


LLVFQVHQCLHCKLLVPSYVPL 
GYTEAFLATQNIGRVSLWAKH 
GHPDPFPLARADFRAQESPSPN 
DPSWLL*YFER*WSQATTKG*N 
RCC*RCD*LQAPSRRPEAVHTN 
DPR*REVREEHMVLQVLTR 


26564 


56932 


C 


26714 


361 


642 




26565 


56933 


A 


26715 


1805 


2260 




26566 


56934 


A 


26716 


472 


1667 


AIHLLSLQTEFLVAERSSAAGRT 

TPATRAAFLAASCGPLHSCPTL 

LCSQLCCFSRSRSRVSGPKASLG 

1KE1ASVDRVNTRRPACSTSSWL 

HNSGFTLSLANRDGGKRIRSET 

AKKGMSGDRSMKSWEVRRGY 

RWSSRAVRRPRACSSDGGTHF 

ALPMAARGSSGPSPGSPANSVR 

QSLKSESSISAIWVAEQAAGNV 

PRTSAQFGTGSESANTAARLIE 

KLLRAELDKPEIRDER1VGWWT 

TFGRPQLG SRVG FCACSLAA RM 

SSTSQNLEAAFGGKFCFLWALL 

LGLDDTFESRISDTGSAGLMLV 

EFFAPW*VHSESANTAARLIEK 

LLTAELDKPE1RDERIVGWWTT 

FGRPQLGSRVGFCACSLAARMS 

STSQNLEAAFGGKFCFLWALLL 

GL 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


26567 


56935 


A 


26717 


2 


237 


SVRQTTATSPAHKNSKRLIR.se 
QGF/HPEPPPTGACYKCPQPRIP 
HEPCPI/S/SQDPTENWTVQLTW 
QPLPEPLELWPKAV 


26568 


56936 


A 


26718 


1 


313 


MESAQKEAVEIFGQPHAASSSG 
DVKPLLFIDFYKCSGEKVVCME 
HALRACYMCRKSGHWAKECP 
QPG1PPKLCPIC\GDPTGNQTVQ 
LTWQPLPEPLELWPKAL 


26569 


56937 


A 


26719 


377 


583 




26570 


56938 


A 


26720 


1221 


1394 


VASFYSLLQPPYPSTSFSFQSWR 
HTSISPFS*FQFLSFSGIFWQPLP 
EPLELWPKAL 


26571 


56939 


A 


26721 


160 


234 




26572 


56940 


A 


26722 


163 


414 




26573 


56941 


A 


26723 


212 


399 


YSLKDCWPLSLSLNHFLLS1LAS 
PFNLSLLLI SVPFLFW* RTETRFI 
WQPLSEPLELWPKAL 


26574 


56942 


A 


26724 


809 


874 




26575 


56943 


A 


26725 


49 


220 




26576 


56944 


A 


26726 


71 


375 


LRSGDLPWEI/NPLSSCSLLREK 
DPPTTSGPQTVTSPRNISPILNPEL 
ATSARNLATRPRNACSPGFLLS 
RV PSVRDPTGNRTFQLTWVQPL 
PEPLELWPKAL 


26577 


56945 


A 


26727 


1 


101 1 


CSEYEDSSPAPVPATDLSSTLSS 
SVPQPQDTGTSQQLHPLDPWHE 
LLRAQELQGATNHKGYSHAEH 
EHAGLGVQGGNGALAFSNSGH 
RHAVPTISSGTGRRRTPSSSAFG 
LLNLHQWFVSGFQAFSDRLKA 
ALSASLLLRFGDSDWLPSSSAC 
KCLMLGLHFVIVGNICATLKEK 
YSSMLHLDVTMKKNGEKRTRL 
QKRKKGMPPHPAYEDLNIAAIT 
LPANVVLHQPSGFRTSGQLDPV 
WWSLDTDAHEIWCQDPGLGSG 
DFPWEITPLSSYSLLHEKDPPTT 
SGPQTATSPRNISPISNPRQRRQV 
LSMDPKLRHRSRTGKAAFPWC 
L1IAGTPL 


26578 


56946 


A 


26728 


150 


211 




26579 


56947 


A 


26729 


445 


549 




26580 


56948 


A 


26730 


193 


249 




26581 


56949 


A 


26731 


372 


564 


LRSADLPWEINPLSSCSLLHEKD 

rrl oiurl^ 1 \ 1 orKiNIorlijiN/rcrv 

KETRFIRGPKTPAPVMD 


26582 


56950 


C 


26732 


185 


640 




26583 


56951 


A 


26733 


1662 


1774 




26584 


56952 


A 


26734 


233 


527 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26585 


56953 


A 


26735 


380 


731 


LGSGDLPWEINPLSSCSLLCE1CH 
PPTTSGPQTVTSPRNISPILNQEL 
ATSTRNLATRPRNACSPGFLLS 
CVPSVRDPTGNQTVQLTWQPL 
PEPLELWPKALCLTDSFPDLLG 
LTAED 


26586 


56954 


A 


26736 


2 


182 




26587 


56955 


A 


26737 


2 


89 




26588 


56956 


A 


26738 


2 


89 




26589 


56957 


A 


26739 


161 


460 


KMKEFMKKSSRTKDTRQQEQV 
LEPLFTI AKTWNQPKCPSTI D* I 
KKMWYIYTMEYYAAIKRNKIV 
FFAGTWMQLEAIILSKLIQEQKT 
KHHMFSL1RGR 


26590 


56958 


A 


26740 


2 


418 


WYQHLLLMRASGSFQSWWKV 
KGEPA YH M ANRP* * SLISLRTK 
AKTGA* LFDYFVPHF IRKN * SLF 
TIAKAWNHPKCTSVTDWIKKM 
WYIYTMEYYAVTRRNKIVSFA 
ET*MELEVIIVSKLTQEQKTKHC 
MFSLTSGS 


26591 


56959 


A 


26741 


902 


1065 




26592 


56960 


A 


26742 


326 


484 


WYSWDCQLVTPWRPR1IPGPLG 
TWM ELEAIILSKLTQEQKTKHH 
MFSL*SGS 


26593 


56961 


A 


26743 


527 


825 


QPLWGQLH*EVPSCWRFSA*IC 
YSSGLTVMLSSWLDLIRPPWTL 
R*PREWRQCMGENHIGRGLGF* 
RP WT WMELE A 1 1 L S K. PTREQKT 
KHYMFSLISGS 


26594 


56962 


A 


26744 


398 


557 


HYWLGTVVHTCNPSTLGS*GR 
QIT*AQELETSLGNKNVGCSELI 
LLSTLGNRV 


26595 


56963 


A 


26745 


3 


359 


HRPGIPGTT1SSWMDAWGRLEA 
RYMSYLHSRRGDHA*DKLQRD 
NRFASQTHSHWAKSSCHCRFES 
RPFFLPSPSWSYNRSWGGESAE 
RT WMKQRGTC LSHSPLDLLHP 
GLCQHKVGAR 


26596 


56964 


C 


26746 


127 


216 




26597 


56965 


A 


26747 


135 


197 




26598 


56966 


A 


26748 


84 


202 


VLIHIRRD1MIPETVD*WEY**P* 
RLVPGQVQWVKPAIP 


26599 


56967 


A 


26749 


483 


669 




26600 


56968 


A 


26750 


1 


274 


E1RNKEHVSENSQIKTVKEKPSIS 
SSVSRLKGVNKVRASFPEDRKD 
YTGSKAPKGS*GYTIN*LK*NN 
KRKKKQNKKLMPKTEQGQKN 
SIR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26601 


56969 


A 


26751 


63 


398 


TPLRQPCSIRNVQQEPVGRFSGT 
GLPLSVARSSPWEAWPQCKWR 
FQNAGD*DIRQPDRGQGPRPAE 
PEKREPYLRSQQGAFLGSHSSGI 
QSQLLGLGESCSYGATGK.PVHP 


26602 


56970 


A 


26752 


3 


231 


SVHEEEKMALPLGQSHCGLLY 
LYY**RCFKCYSFYCILFIKNAFI 
Y*NI*IYINTHTHTIITHTHIYIYI 
YNCLYI 


26603 


56971 


A 


26753 


4266 


4944 


TDEIGASRLSRVESLAPEVKQN 
TTASGCELMHTEMQALRADW 
KQWEDSVFQTQSCLENLVSQM 
ALSEQEFSGQVAQLEQALEQFS 
ALLKTWAQQLTLLEGKNTDEEI 
VECWHKGQVSWLPV*KAEPRT 
EDLKSQLNELCRFSRDLSTYSG 
KVSGLIKEYNW*A*TLLKGCQN 
KEQILQQRFRKAFRDFQQWLV 
NAK1TTAKCFDIPQNISEVSTSL 
QKIQVRVLSI 


26604 


56972 


A 


26754 


3 


556 




26605 


56973 


A 


26755 


143 


724 


GWIPSDNSICVQEDCRIPQIEDA 
E1HNKTYRHGEKLIITCHEGFKI 
RYPDLHNMVSLCRDDGTWNN 
LPICQGCLRPLASSNGYVNIYEL 
QTSFPVGTV I S YRCFPGFKLDGS 
AYLECLQNL1WXRPAHPGALLW 
KEEDLNIFSLSF1SHTSGWQLLC 
FIFALC*SPLPPQHLPVPQLAPPH 
LCSKCCSPAIKDV 


26606 


56974 


A 


26756 


3 


1393 


CLRPLASSNGYVNISELQTSFPV 

GTVTSYRCFPGFKLDGSAYLEC 

LQNLIWSSSPPRCLALEVKIPVS 

GAVRVT1TLPVTLGHPNVVTQR 

WKAGASDKGELVVLKLLFSPT 

AQVCPLPPMVSHGDFVCHPRPC 

ERYNHGTVVEFYCDPGYSLTSD 

YKYITCQYGEWFPSYQVYCIKS 

EQTWPSTHETLLTTWKIVAFTA 

TSVLLVLLLV I LARMFQTKFKA 

HFPPRGPPRSSSSDPDFVVVDG 

VPVMLPSYDEAVSGGLSALGP 

GYMASVGQGCPLPVDDHSPPA 

YPGSGDTDTGPGES*TCDSVSG 

SSELLQRLYSPPRCQESTHPASD 

NPDIIASTAEEVASTNPGIDIAD 

VDSSNIKLPDWQTKYRVASPAR 

STCEDRSGAPVGTHESLFFS1PS 

SARQDWAPLDSQLESPQCRLPT 

LQRDFLVDPQAERPVPLDPELT 

EIWCPNKNRJERHMEHSGIEA 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of East 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26607 


56975 


A 


26758 


1 


500 




26608 


56976 


B 


26759 


19 


148 




26609 


56977 


A 


26760 


184 


539 


LPAKEEEGHSKKSGPLLGPRRA 
LPGTALGARGAEQGDPEADH* 
GADTTKRCPGLGPAPVPRKGIP 
AEGPRRGSRAGLGMWGPGLGA 
HRTAAPSPAEAPSPCQHPSSHSC 
PVACFEPVF 


26610 


56978 


A 


26761 


] 


441 


DEN RELLG\ELDGIDVLLQQLS V 
FKRHNPSTAEEQEMMENLFDSL 
CSCLMLSSNRERFLKGEGLQLM 
NLMLR£KKISRSSAL\KVL\DHA 
M1GPEGTDNCH*VCLTFLALR\T 
1FPLFMKSPRKIKKVGTTEKEHE 
EQCCSILASLLRN 


26611 


56979 


A 


26762 


1 


2403 




26612 


56980 


A 


26763 


17 


751 


AKMPFDANKLYCSEVLAILFFS 
PLENRELLGELDGIDVLVFA*Q 
VFKRHNPSTAEEQEMMENLFD 
SLCSCLMLSSNRERFLKGEGLQ 
LTLL*LSHSSDSCEMPTWRGGS 
MEQGGRMGLGLVSVGLEHALL 
LTYGLYQRLPPQPQNAQPSFVH 
REKK1SRSSALKVLDHAM1GPE 
GTDNCHKFVDILGLRT1FPLFM 
KSPRKIKKVGTTLPPLPAAATPT 
NRPSAMNGRVRMEAEQSSAHC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26613 


56981 


A 


26764 




1914 


MAEGERGADVPH/GPRGLAGR 

RGVGGAARGRAG/PGGT/EGGG 

GPESLSGGSGVGDSGGGCAPGP 

SAPPARRRVPLAMGPRNLLIDW 

IWIMDTTLGLGTEGGGHSPPVL 

PLCASVSLLGGLTFGYELAVISG 

ALLPLQLDFGLSCLEQEFLVGS 

LLLGALLASLVGGFLIDCYGRK 

QAILGSNLVLLAGSLTLGLAGS 

LAWLVLGRAVVGFAISLSSMA 

CCIYVSELVGPRQRGVLVSLYE 

AGITVGILLSYALNYALAGTPW 

GWRHMFGWATAPAVLQSLSLL 

FLPAGTDETATHKDLIPLQGGE 

APKLGPGRPRYSFLDLFRARDN 

MRGRTTVGLGLVLFQQLTGQP 

NVLCYASTIFSSVGFHGGSSAV 

LASVGLGAVKVAATLTAMGLV 

DRAGRRALLLAGCALMALSVS 

GIGLVSFAVPMDSGPSCLAVPN 

ATGQTGLPGDSGLLQDSSLPPIP 

RTNEDQREPILSTAKKTKPHPRS 

GDPSAPPRLALSSALPGPPLPAR 

GHALLRWTALLCLMVFVSAFS 

FGFGPVTWLVLSEIYPVEIRGRA 

FAFCNSFNWAANLFISLSFLDLI 

GTIG LS WTFLLYGLTAVLGLG FI 

YLFVPETKGQSLAEIDQQFQK.R 

RFTLSFGHRQNSTGIPYSRIEISA 


26614 


56982 


A 


26765 


201 


632 


NLLLCPLSAESRPEEGVRLFCSQ 
FRSRQRPQAHKSAWGTTALSES 
MNCFASFGASISSSADQEQLHL 
PGAVGSGRPGECLGPSGRCSK* 
GATFPGQKGRWKEARPSPVPAP 
AAGLQSRAGHPRGGIRPGRPHG 
ERDSAACWGR 


26615 


56983 


A 


26766 


197 


777 


LPSRGAGLRTCSPPCLSLPPTPW 
TPVRPEPPQRAPPPTPRRPVPST 
TQGLRNASARRGTGR/P APPALS 
PGAGSTRVEASWAPESAARAGL 
WGPSNSVQRAAESASRPHGFG 
QPPKAPARPGWLTGICFPASVPS 
ASRRAPPAAVTSARHYYLRQPP 
PRPSSCPECNKIRLWPAFQLTPL 
CQGPAASERDRRKPQKRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


26616 


56984 


A 


26767 


178 


697 


ATLFIQKHQSGVKSTNP*IGRRS 
LTPEITAELGLERLNPRRCSSCL 
LGLKFEYHNSNLPLQLHGQAC 
GDPTNSVQRAAESASRPHGFGQ 
PPKAPARPGWLTGKFPASVPSA 
SRRAPPAAVTSARHYYLRQPPP 
RPSSCPECNTIRLWPAFQLTPLC 
QGPAASERDRRKPQKRR 


26617 


56985 


A 


26768 




858 




26618 


56986 


A 


26769 


10 


1332 




26619 


56987 


A 


26770 




1086 




26620 


56988 


A 


26771 




1392 




26621 


56989 


A 


26772 




987 




26622 


56990 


A 


26773 




336 




26623 


56991 


A 


26774 


46 


302 


APGAVKKTWFGKKGREREKQE 
RR*RQLGKENENIVALQLIRTD 
QEYWRHHSWHFFLSAAACQPE 
LFLLKHTAKNNRRIRVSQKWK 


26624 


56992 


A 


26775 


1 


1839 




26625 


56993 


A 


26776 


284 


816 


APGAVKKTWFGKKGRERGETR 
EKNNQPTVRTN SQTRDTFFKT* 
DLF*RMPSWELPSPASS*ASKTI 
KYLGIQLTRDVKDLFKEKYKTL 
LNKIKEDTNKWKNIPCSRIGIINI 
MKMA1LPKSGPSAARLLEFAGG 
PLQTLFAWVSPEEAAEQQILPN 
SQSCYLILPLEASSQRGSWLY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26626 


56994 


A 


26777 


1 


2547 


MVKGS1QQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MG DFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSKEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

A1KLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETN ENKDTT YQNL WD AFKA VC 

RGKFIALNAYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

1 TK I REELKEIETQKTLQKINESR 

SWFFERINKIDRPLARLIKKKRE 

KNQIDT1KNDKGDITTDPTEIQT 

T1REYYKHLYANKLENLEEMD 

TFLDTYTLPRLNQEEVESLNRPI 

TGSE1VAIINSLPTKKSPGPDGLT 

AEFYQRYKEELVPFLLKLFQSIE 

KEGILPNSFYEASIILIPKPGRDT 

TKKENFRP1SLMNIDTKILNKIL 

ANR1QQHIKKL1HHDQVGFIPG 

MQG WFNIRKSINVIQH1NRAKD 

KNHMIISIDAEKAFDNIQQPFML 

KTLNKLG1DGTYFKI1RAIYDKP 

TANIILNGQKLEAFPLKTGTRQ 

GCPLSPLLFNIVLEVLARAIRQE 

KEIKG1QLGKEEVKLSLFADDM 

1VYLENP1VSAQNLLKL1SNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMSELP\FTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVGRINIMK 


26627 


56995 


A 


26778 


1 


489 


SISWKLWFTEFTLFRFFQPSVSA 

VPVSTLAVVLGLKTLSLLFSHSF 

PGRHSWALRAISLLPSFLYTSSL 

MNSFSYTVHLYLGGLLRLCGSR 

DPHACGFPEGSPLPSGSAA*PFI 

WGMRKPSCVLAPSCSRRDSFG 

CLSFSGHQCLHKSHVGSPSGPQ 

ERLYNG 


26628 


56996 


A 


26779 


354 


685 


YRG YLRGEC FP* KALCCEPA A Y 
LQTCPNPFSGPACSGHALHSLN 
VGDCVYLICPRYPPLRRAGKPR 
DTGIEGRTLSSGGPSVHSSFHSA 
VLFPYTSKLLW1ERRRPAGQS 


26629 














26630 


56998 


A 


26781 


139 


513 




26631 


56999 


C 


26782 


1 


948 




26632 


57000 


A 


26783 


630 


734 


TAARSGYPGRAGTLTGLHPMQ 
VCRCRR*PYSRGT 
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SfcQ ID iNO: 




SKQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






26633 


57001 


A 


26784 


1 


224 


SRAGYDHVVEPVERGTSGVRW 














YACCGLMVCPANPQHFAHGY/ 














VGKIPGYPARAGTLTGLHPMQ 














VCRCRRCPVYEI 


26634 


57002 


A 


26785 


1 12 


254 




26635 


57003 


C 


26786 


1 


567 




26636 


57004 


C 


26787 


1 


543 




26637 


57005 


A 


26788 


165 


633 


RI PG LLLCPA YPQHF AHG Y VDK 














IPGYPGRVGTLTGLHPMQVCRC 














RRQAPCM KSNNALI VILGTVTL 














DAVGIGLVMPVLPGLLRDIVHS 














DSIASHYGVLLALYALMQFLCA 














PVLGALSDRFGRRPVLLASLLG 














ATIDYAIMATTPVLWIYPLVNS 


26638 


57006 


A 


26789 


264 


800 


ISNFELCSRSIHLLCSSTGYPGR 














AGTLTGLHPMQVCRCRR*PAV 


26639 


57007 


A 


26790 


1 


738 




26640 


57008 


A 


26791 


84 


162 


AVLDLGPPTGRDPPQGSPDPYS 














GAFLLASCGAPLGQRSQRKEQ 














AA1FAVLQLLLV1PPGVGGTQT 














NRVWSGFPANHGNPGYPGRAG 














TLTGLHPMQVCRCRR*PPYRV1 














PQCGTPLGQGQPEVFVKQFWIL 














GLRLGETPHRGHQILIQGHSC 


26641 


57009 


C 


26792 


1 


531 




26642 


57010 


A 


26793 


216 


519 


QREST1PSRPVERSNLGVRLYAC 














CGLLLCPAYRQHFARGYVDK1P 














GYPGRAGTLTGLHPMQVCRCR 














R* PDRRGTE R VS ARKH VCF V V V 














SLFVAACRPPLRA 


26643 


57011 


C 


26794 


1 


606 




26644 


57012 


C 


26795 


1 


1059 




26645 


57013 


A 


26796 


1 


3285 




26646 


57014 


C 


26797 


1 


1390 




26647 


57015 


A 


26798 


211 


679 


RIFKCKADLLLYDMLVYVTLWI 














HRAVTYTHRVPNHSYRRSNIKS 














ETTVPTR1VGPVERSNLGVRLY 














ACCGLLLCPAYPQHFAHGYVD 














KIPGYPGRAGTLTGLHPMQVCR 














CRR*PKPAPLPGSPQHLCSHQPH 














LAQRKTGQCFLQGHCFPEKNW 














GTV 


26648 


57016 


C 


26799 


1 


774 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26649 


57017 


A 


26800 


542 


1269 


FIRDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
SLVKRKTTLAPNTQTASPRALA 
DSLMQLARQVSRLESGQRKYP 
GCRLYASCELLLCPVNPQHFAH 
GYVDKI\PGY\PAGAGTLTGLHP 
MQVCRCRRQAPCMKSNNALIV 
1LGTVTLDAVG1GLVMPVLPGL 
LRDIVHSDS1ASHYGVLLALYA 
LMQFLCAPVLGALSDRFGRRPV 
LLASLLGATIDYAIMATTPVLW 


26650 


57018 


B 


26801 




1531 




26651 


57019 


A 


26802 


1889 


2154 




26652 


57020 


A 


26803 


147 


162 


APSLHLKDTVDRSNLGVRLYA 
CCGLLLCPAYPQHFAHGYVDKI 
PGYPGRAGTLTGLHPMQVCRC 
RR*PGAHTVVDIRPREDHLGSA 
GQPNCPENGCLQGFHTGLAYPE 
HHPCI 


26653 


57021 


A 


26804 


2381 


3641 




26654 


57022 


A 


26805 




2367 




26655 


57023 


A 


26806 


1 


488 


MDLLYMAAAVMMGLAA1GAA 
IGIGILGGKFLEGAARQPDLIPLL 
RTQFF1VMGLVDA1PMIAAIAFV 
LFVLFCMKYVWPPLMAAIEKR 
QKE1ADGLSSAERAHKDLVLAK 
ASATDQLKKAKAEAQVIIEQAN 
KRRSQ1LDEAKA*GRQEPLVQV 
FLESARKR 
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SEQID 
NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26656 


57024 


A 


26807 


2125 


2435 


VSPRQKS ARPDLT* 1RTLLCKVL 
GVLFSVAGGKKGPTCILQILKG 
QRRQEA*CISVMAERVWASGQ 
A*WEVWLHWAKSIDWFLFWK 
QHVHALRVRLDTCLFSLEEGSS 
FWNQGLTWKVVRRTFSESINH 
TPRITLGVPYSVHGIQLPGLLNF 
GEFKVCFVLSPRIFNLTHENFLS 
SEGPERRGLLGATFNCLNKRLA 
KYRMRNVHPKPKLVRYLHSRL 
PPEPAAAP*AWCGPRHLSRRQM 
SSSSQIGNDSFQLQVTPVHLLPL 
SHTTRKNPEMYDLPLLIFNPQES 
A1LQLFHQDGECLHCSPIVGDW 
CHLGHSQACPSFHVPSGLFVPS 
LLCGAAFGRLVANVLKRYSVC 
VRVCAHVHVCARVRVYACVC 
VRMT1SLTVILIESTNE1TYGLPI 
MVTLMVSTLPPGPCQAQGHVR 
PTGPIFRSLLE WETE VEMDK* G 
HDFAHVLVSECISSEA*GMLLL 
GGGPDRSLFSTFRAVWSLSRLL 
DSVIAAGKQ*A*RT*SVGYSLL 
CPDLKGDPSAVFILRTTVHHAF 
PVVTENRGNEKEFMKGNQLISN 
NIKFKVKKTA*EERQVRDKRSR 
LTRLSALPIRNMCDEHIASEEPA 

nvUTYT t <-.ni\ylT rpp* r? Tie ■ ( - a D I a 

PDATnUU/firPI AHMI *i rcur 
rvKA 1 l^KWuLrLAyML L I r tiO 

T Tl DCfll \/XT I A/Drt/PVCCCAC 
DP A F\T TT T MPD1V4I WRP A A PAT 


26657 


57025 


A 


26808 


24 


369 




26658 


57026 


A 


26809 


4 


371 




26659 


57027 


A 


26810 


82 


703 




26660 


57028 


A 


26812 


1 


1692 




26661 


57029 


A 


26813 


293 


563 


NVWPSSSVRGRNE*GREGGRR 
RTQQAAGLGPAPSDLWWLWLS 
WCLQK.NMSQGGENLPAGPGSC 
CGREAQEGAGTSLEDAPFFEAQ 
LLQLH 


26662 


57030 


A 


26814 


1 


488 


VARLYWKRPSLHACHFRDPRA 
GLSENPRLLQCSPSSSSGNVWG 
PHLYAVPCL*NGRIIPSPWNYRS 
LNSTTSSTCSSFAVVSSPSCPWV 
QLPGSCLLSRSLLQRVAWSQAP 
VPMRSEQDQLQKPPPPSAGLPA 
SVHANL*PGDRKGSVWTPAGV 
AQIPSPWP 


26663 


57031 


B 


26815 


51 


90 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26664 


57032 


A 


26816 


299 


707 


RPPCRISCHPHTRCEGGRLRSRS 
PLLS*MPLSHPQGPSQPPAGSMS 
SSPPATTSTCSCSPPAAGCTRGR 
TTGRPFWTASGPAELDWASGSS 
VGL* SQGSQLG ACGASYAGLG 
VPPRLLGPMTSCCMSLPFPSPAR 
P 


26665 


57033 


A 


26817 


146 


330 


TVARRMELTPALLRALLNGILPI 
SEPPSNRIFACWGKPAWTACCN 
SLRARR*RAISCCPSH 


26666 


57034 


A 


26818 


1326 


1694 


IFGWFGACCSLGSCCVVFTAST 
CTTVCGGCAIKVGSCLSLATMG 
CCVCCTSGLGCACSCWRGVSF* 
CLMESWGICGSLCWSWSACRW 
MVCFCLVWKHCRVFTCS*VCS 
SGGWLSFCCLADCD 


26667 


57035 


A 


26819 


1 


1407 




26668 


57036 


A 


26820 


75 


1397 


SRGSGREKFPAQLSYQTLLGKG 

P1EGTSLSNLAQQRCKEHHCHF 

LREQGPNCLIIERFMDRYTGKYI 

HMASHTTRCRPHVSRRPKARLL 

APATRSRSARARLRETRVRRGS 

PSCLWLNRRSRLPAEHSVRSPP 

RDMVFESLGLPSTKSSEFRSAA 

PEAAERAQPGDPCGLQTPAPLR 

PG F RRN Q DP A S A A A A AEE V RS 

GGGRGR1LATTLWGCNTLCITQ 

YTR1RK.LTLVYCGVESKQEWG 

EYHEGVQAGLTRPGRSPKLISK 

FLEKELTDRNWDQEDEAEEVK 

SSFPKND*VLKNRAIKKAKRRN 

VGFEVSAPLQLLLFKGLVVPSG 

GGRFSGFGSGAGGKPLEGLSNG 

NNITSAPPFASAKAAADPKVAF 

GK*LPSPSRLLVDKVSNPKTNG 

DSQQPSSSGLASSKACVGNAYH 

KQLAALNCSVRDWIVKHVNTN 


26669 


57037 


A 


26821 


3 


89 


AASGRSFRGYSRPvHCYHRR*QL 
HACHCP 


26670 


57038 


A 


26822 


150 


383 


LCLGEVWKGSFFLTGTKRPGVF 
LSLHKKACYHHNHHRYHHHH 
HHQTKP*QQELNSLLLHFPPHQI 
QGDQFHHHLYYL 














LLLucv Wivu&rrL lul KKxaj V r 
LSLHKKACYHHNHHRYHHHH 
HHQTKP*QQELNCENMPQYNF 
QNGSQSYQTLLL/SLSTKFM*YS 
KFFVVISVMFIASSPETDF 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26672 


57040 


A 


26824 


89 


554 


AMNSCVTGDRYSPCGGFGFAF 
LYSSVSVSSSSEYQLSPLPPAKR 
PLAAQQSCS1PIASVFQQTIHSLF 
AKDKKEFSSNLLDSKVNMCHE 
AHQLISHS*ANFRSICHIPQRW* 
NLIFEK.FSDVSMGSGTFG**AEN 
WS*TLSIAASLVYSLLHKIQ 


26673 


57041 


A 


26825 


84 


239 


ACTKKACYHHNHHRYHHHHH 
HQTKP*QQELNSFRFSLSQPSLL 
AVFLFLRP 


26674 


57042 


A 


26826 


2 


245 




26675 


57043 


A 


26827 


154 


546 


L1VTVHVNHLGVLINHRFRISGC 
GVCGTDCISHKFPGAADATGPS 
WTTHCAVITFSLTTGSATKKTE 
DNNTFVFNVDVKAN*HQITRA 
VKKLCDIDVPEVNTLPNVSISFR 
FLLCSTVFCTLTVFFLRENG 


26676 


57044 


A 


26828 


331 


612 


NHRGLPFPDY1PGTYFLFFFFLF 
FSFSSFSSSSFSFPASGNHNSTLY 
F YGINFFSFH IG M RMGGIFLCLT 
CF'PHDVLQAHPHREGRQDLLF 
HD 


26677 


57045 


B 


26829 


928 


1617 




26678 


57046 


A 


26830 


95 


929 




26679 


57047 


A 


26831 


3 


1128 


LYNRRRRRRCSHCRHRCRRLSS 
GLRKEEVISLGASLGRVFVPCSP 
PTVSAARGPTGAPGGPNSKPLS 
GCCDDGFNLGRQQWGNPLPFC 
SKTI SSSLHWTWSQVNL VE1LP 
A1FSSFLNLQHVNLWFLAAAM 
KAVTEQGHELSNEERNLLSVA 
YKNVVGARRSSWRVISSIEQKT 
ERNEKKQQMGKEYREKIEAEL 
QD1 CND VL VRGQCFCFEQWFL 
NSINLMYKCRLSNYFRYLSEVA 
SGDNKQSK*YL*KE1RPVMEPV 
FFHRDFLTILI RLGLALNFSVF Y 
YE1LNSPEKACSLAKTVRKTLC 
DI*P*QNSACVINFILFLMLRDN 
LTVSTTSTGFIVSFLFTYLIIHCY 
LQEVCSVSLCTLN I YPLCDKKK 


26680 


57048 


A 


26832 


139 


601 


EGRGHLAQELLSERVFVPCSPP 
TG MTMDKSEL VQKAKL AEQ A E 
RYDDMACSSERHVTEQGHE\LS 
NEEKKSCSLVAYKECW*APRR\ 
SSW\RVISSIEQ\KTERNVEGSSR 
WG KE YREKI\E A ELQDICXND VL 
ELLDKYLIPNATQPESKVFYLK 
MK 


26681 


57049 


A 


26833 


70 


122 
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SEQID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in (JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26682 


57050 


A 


26834 


179 


876 


C1V1LFFFSQFNFVGRILGPRGLT 
ANVNRYLELHTLYGYMNLFIV 
S1MKDVLSL*RE*F*SCTL*IF*E 
EQNRGKPNWEHLNEDLHVLIT 
VEGV*I*LLYLWTVSNAFISCVF 
HV*AEGEDRYCCLYTSF*ISLLT 
VAALAFSLAATAQAAPR1ITGP 
APVLPPAALRTPTPAGPTIMPLI 
RQ1QTAVMPNGTPHPTAAIVPP 
GPEAGLIYTPY1YIISKYLWLLSS 
CSPEP 


26683 


57051 


A 


26835 


3 


915 


AEAHPRLPDAADERQEAHDSLP 
NFCG1FNHLERLLDEEISRVRKD 
MYNDTLNGSTEKRSAELPDAV 
GP1VQLQEKLYVPVKEYPDFNF 
VGR1LGPRGLTAKQLEAETGCK 
IMVRGKGSMRDKKKEEQNRG\ 
KPNW\EHL\1MEDLHVLITV/EKV 
LQEQGQEIKLKRAVEEVKKLLV 
PAAEGEDSLKKMHLMELAILN 
GTYRDANIKSPSLAFFLAGTAQ 
AAPRI1TGPAPGLPPAALGTPTP 
AGPTIMAL1RQIQTGGMPNGTP 
HPTAAIVPAGPEAGLRYTPYEY 
PYTL\APATSIEEYPI\F,PSGCI 


26684 


57052 


A 


26836 


1182 


1360 


K.LSICVYIYICMFIYTHVSV*FYI 
Y1YTHRHTENHYFCNSVQFVLY 
LFTFFCYYF1WPA 


26685 


57053 


A 


26837 


3 


348 


RNSK.HVCRAEP*GHFCYK*HF 

WNHTEHTAVLE1/EQINARDET 

DF\YLGNRCTYVCKEQHSGPGS 

KSNTTIVIWGKVTCAQGKNSV 

VCAKFQSHPPAKAIGHRIHVML 

YHWRIQ1H 


26686 


57054 


A 


26838 


264 


527 


NSKHVCRAVP*GHFC*K*HFW 
NQREHTTVLEIEGVYARDETEF 
YLGNRCTYVCKEQHSGPGSKS 
NKTRVIWGKERGSGWCRLSGR 


26687 


57055 


B 


26839 


26 


515 




26688 


57056 


A 


26840 


92 


341 




26689 


57057 


A 


26841 


224 


1111 




26690 


57058 


A 


26842 


2 


592 


HSLTGRCIFFLITGTSPGSPEMST 
TLK1MSSKEPSISPEIRSTVRNSP 
WKTPETTVPMETTVEPVTFSPQ 
LVFARLMTGVGLGAALPNLIAL 
TSEAAGPRFRGTAVSLMYCGV 
PIGAALAATLGFAGANLAWQT 
VFWVGGVVPLILVPLLMRWLP 
ESAVFAWRSISNKRA*FRDCRC 
CSAAI1W*RRFPFKSKPVM 


26691 


57059 


A 


26843 


2 


141 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26692 


57060 


A 


26844 


1 


978 




26693 


57061 


A 


26845 


144 


647 




26694 


57062 


A 


26846 


1642 


2652 


FGILVLLALIVIWYNNFFGAETE 
AILPYDQYMHRFAAYFQQGNM 
ESNGKYVDRNGNVVDYQTGPIl 
WGEPGTNGQHAFYQLIHQGTK 
MVPCDFIAPAITHNPLSDHHQK 
LLSNFFAQTEALAFGKSREVVE 
QEYRDQGKDPATLDYVVPFKV 
FEGNRPTK*ILLRE1TPFSKLNEV 
KA1SDTICVIRDGQHIGTRDGIE 
HLTAWHPVNRHIKRVNDVSFS 
LKRGEILGIAGLVGAGRTETIQC 
LFGVWPGQWEGKIYIDGKQVD 
IRNCQQAIAQGIAMVPEDRKRD 
G1VPVMAVGKNITLAALNKFTG 
G1SQLDDAAEQKCILSHPRCSW 
QGRHLLH 


26695 


57063 


A 


26847 


52 


137 




26696 


57064 


A 


26848 


1 


1858 


MGLKVDDKVPLFAVVSRLTSQ 
KGLDLVLEALPGLLEQGGQLA 
LLGAGDPVLQEGFLAAAAEYP 
GQVGVQIGYHEAFSHR1MGGA 
DVILVPSRFEPCGLTQLYGLKY 
GTLPLVRRTGGLADTVSDCSLE 
NLADGVASGFVFEDSNAWSLL 
RA1RRAFVLCQGQFHHRTTDVE 
YKGDPKAVKIEESEINYLLNVY 
NTHFKKQLSRDD1VWTYSGVR 
PLCDDESDSPQAITRDYTLD1HD 
ENGKAPLLSVFGGKLTTYRKLA 
EHALEKLTPYYQGIGPAWTKES 
VLPG G Al EG DRDD Y A ARLRRR 
YPFLTESLARHYARTYGSNQRA 
ACSAMREREARTLPQKLAGTL 
GMLSKVMRIPRQQEVTALRTY 
LQIRIGLHAAFNACEEMCQRVA 
LERQLDSEERALL1ERSQTV1RQ 
GRDLLHAWDATWNSAQALDN 
ALQPDRAGQFADALEKYAADE 
SFFAQLDKYDIPVVV1GK.VEGQ 
YAHVYSVDTDNFGDS1ALTDAL 
IESGHQNIACLHAPLDVHVSVD 
RVNGYKQSLAAHNIAVRDEWI 
VDGGYTHETALKAARQLLSQS 
PLPEAVFATDSLKLMSIYRAAA 
EKNI\AIPQQLAVRILFGLHL*IV 
LSTRAGFGNLAHY 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26697 


57065 


A 


26849 


136 


3261 


PMSPTIYDIARVAGVSKSTVSR 

VLNKQTNISPEARJEKVLRAIEEL 

QYQPNKLARALTSSGFDAIMV1 

STRSTK.TTAGNPFLLEVAQAFP 

AKAE*KGFQVLVRTSHNPAEDL 

QKCESKIKQKMIKGIIMLSSPAD 

ESFFAQLDKYDIPVVVIGKVEG 

QYAHVYSVDTDNFGDSIALTD 

ALIESGHQNIACLHAPLDVHVS 

V DRVNG YKQSLG AHNI A VRDE 

W1VDGGYTHETALKAARQLLS 

QSVSLSVAVSWSAC 


26698 


57066 


A 


26850 


73 


174 




26699 


57067 


A 


26851 


252 


575 


PGFPRGPPPPPG F APFH V SI WDT 
DLSDPAARAGLGVRWTPDPPR 
RAARSPVLPRGLSAGQRPAARL 
LGGMEEGRFRQVAVFSES*SAV 
CPPPSPPPLSPLAPWTETA 


26700 


57068 


A 


26852 


1 


462 


AQSVNSQTFSELRATQTFYKTT 
SHNSPGVFHTSTKR\FIDGNPPG1 
FSAITA*RLMMP*RSS1FSASAS1 
LSVSFSGSTCNNDQRPARFGVL 
*DTRGETGCA*TGRPRRAR*LR 
RVEVRAV*LLRVRARNGAQMA 
LVKTPCQTSAHNAPCRGRE 


26701 


57069 


A 


26853 


692 


918 




26702 


57070 


A 


26854 


1 


2427 




26703 


57071 


A 


26855 


1347 


1978 


LPHCVANHGCALR*QKWVHD 
KEQTTQTLKMVAENGRWVIDD 
I VSN HG S VLQ A VN SENEKTL A A 
LASLQK.EQPEAFVAELFEH1AD 
YSWPWTWVVSDSYRQAVNAF 
YKTTFKTANNPDEDMQIERQFI 
YDNP1CFGEESLFSRVDEIRVLE 
KTADSARIHVRFTLTNGNNEEQ 
ELVLQRREGKWEIADFIRPNSG 
SLLKQIEAKTAARLKQ 


26704 


57072 


A 


26856 


1 


733 


LSEVDVDVRQSIHSAHAKTLDT 
QGLRNEFLVEKVFVADEYTMV 
YSHIDR1IVGGIMPITKTVSVGG 
EVGKQLGVSYFLTSNRRTINKY 
LVPDVLETCQSSMGLTELAPGN 
♦WNTMPCHTHERRMEVYFYFN 
MDDDACVFHMMGQPQETRHI 
VMHNEQAVISPSWSIHSGVGTK 
AYTFIWGMVGENQVFDDMDH 
VAVKDLRANHHQRFIISQRSDI 
HLTTQWIKRAAQTIHPPVSIIQQ 
1VAFFE 


26705 


57073 


A 


26857 


2 


255 




26706 


57074 


A 


26858 


1 


597 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26707 


57075 


A 


26859 


2 


640 


EARGRQPQLHHLPHPPRASSPP 

LALQPLGRSRRCPPPPGAAAPD 

PRPDMGDLPGLVRLSIALRIQPN 

DGPVFYKVDGQRFGQNRTIKLL 

TGSSYKVEVKIKPSTLQVENISI 

GGVLGPLELKSKEPDGDRAVY 

TGTYDTEGV\TPTKSGER\QPIQI 

TMPFTDIGTFETVWQVKFYNY 

HKRDHCQWGSPFSVIEYECKPN 

ETRSLMWVNKESFL 


26708 


57076 


A 


26860 


218 


426 


TQPRVWSQAQ/RALQPDTELPQ 
PPQTPKSDTDQMLSVKKKKKR 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKLYFQT 


26709 


57077 


A 


26861 


1 


423 




26710 


57078 


B 


26862 


1 


252 




26711 


57079 


A 


26863 


1 


171 




26712 


57080 


A 


26864 


5 


254 




26713 


57081 


A 


26865 


16 


220 


1LDTSPMRWTQKNFSMILAQPE 
QQCKTL SQNKNKDRRIKKKEE 
KKKKKKKKKKKKKKXKKKKK 
KKKKK*EKEKEKEKEKKKEKE 
EEKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKKKKKKKKKK 
KKK 


26714 


57082 


A 


26866 


32 


286 




26715 


57083 


A 


26867 


1 


847 


EVKDLYDKTFKSLKKEIKEDLR 
RWKDLPCSWIGR1NIVKMAILP 
KAIYRFNA1PIKIPTQFFNELEGA 
1CKFIWNNKKPRIAKTLLKDKR 
TSGGITMPDLKLYYRAIVIKTA 
WYWYRDRQVDQWNR1EDPEM 
NPHTYGHLIFDKGAKTIQWKK 
DSIFNN WC WHN WLLSC RRMRI 
DPYLSPCTKVKSKWIKELHIKP 
ETLKLIEEKVGKSLEDMGTGER 
FLNRTAMACSKKKEKKEEEED 
EEEKEKEKEKEEKEKEEEEUCK 
KKKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKKKKK 


26716 


57084 


A 


26868 


1 


376 


MLMKDPQWNSSIFISTHLALQQ 
KRRQAEYGAQEPSRRIVGGKGS 
GAQVDEEEEEEEEEEEKEE\KK 
KKKEKKRKKKKKKKKKKKK K 

W \S V V V V V V V V V V V V \/ \S V \!\\ I 

LSLPMIRPRLPHPRWASSPSSMV 
AKP 


26717 


57085 


A 


26869 


1 


2031 




26718 


57086 


A 


26870 


1 


957 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26719 


57087 


A 


26871 


171 


495 


SQLLDMRKPFQKPGLRQLKTLP 
QYLNTR/CILDYLDNISPQQIRK 
LFYVLSTLAFSKQNEASSHIQD 
DM HL VIRKQLSST VFK YKLIG 1 1 
GAVTMAGIMAADRSESPSL 


26720 


57088 


A 


26872 


1 


3114 




26721 


57089 


A 


26873 


173 


397 




26722 


57090 


A 


26875 


823 


1194 




26723 


57091 


A 


26876 


1 


1263 


MESNAVQLTRMEYAMKSLSLL 
YPKSLSRHVSVRTSVVTQQLLS 
EPSPKAPRARPCRVSTADRSVR 
KGIMAYSLEDLLLKVRDTLML 
ADKPFFLVLEEDGTTVETEEYF 
QALAGDTVFMVLQKGQKWQP 
PSEQGT* WRRTQRKDSPVSRPC 
STHGLQEIQL 


26724 


57092 


A 


26877 


128 


317 




26725 


57093 


A 


26878 


431 


574 




26726 


57094 


A 


26879 


1 12 


482 


EGPEAKPKRSNC APEKRSSPI PD 
WEPAFSEDGRARTVARLQHPPL 
GGPTHRYHHFLRRHDPPLRVHP 
AAERQEAHPGTSI*QSSPNSKQS 
PQGKWKITFPNSLSLTRKYYFQ 
QPRGWDFFKKT 


26727 


57095 


A 


26880 




179 




26728 


57096 


A 


26881 


977 


1127 




26729 


57097 


A 


26882 


121 


708 




26730 


57098 


A 


26883 


38 


828 


GSRLRRLQAAAARPALPLPLPP 
WEWKHLPHVPEAKWWLTTAR 
HSAAYRADPLRVSSRDKLTEM 
A A SSQGNFEGNF ESLDL AEF AK 
KQPWWRKLFGQESGPSAEKYS 
VATQLF1GGVTGWCTGFIFQKV 
GKLAATACGEVDF/LLLQLANH 
TWVHQSLTGNEWEKDIEESPKS 
SLKIRKSQSDYLLRSGAKAAGR 
WCH F VKKNVLVTWGIFPEAFC 
LAWHPKEDDLHVPLFPGFFPSQ 
QPFTLHHRDIESLLLFFPWPSFP 
GHWEN 


26731 


57099 


A 


26884 


1 


642 




26732 


57100 


A 


26885 


1183 


1349 
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SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleoiide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26733 


57101 


A 


26886 




1371 


MSFLIDSS1MITSQ1LFFGFGWLF 

FMRQLFKDYEIRQYVVQVIFSV 

TFAFSCTMFELIIFEILGVLNSSS 

RYFHWKMNLCVILLIL/VFPMV 

PFLQLAYFIVSN1RLLVHKQRLLF 

SCLLWLTFMYFFWKLGDPFPIL 

SPKHG1LSIEQL1SRVGVIGVTL 

MALLSGFGAVNCPYTYMSYFL 

RNVTDTDILALERRLLQTMDMI 

ISKKKRMAMARRTMFQKGEVH 

NKPSGFWGMIK.SVTTSASGSEN 

LTL1QQEVDALEELSRQLFLETA 

DLYATKERIEYSKTFKGKYFNF 

LGYFFSIYCVWKIFMATINIVFD 

RVGKTDPVTRGIEITVNYLGIQF 

DVKFWSQHISFILVGIIIVTSIRG 

LLITLTKFFYAISSSKSSNVIVLL 

LAQ1MGMYFVSSVLLIRMSMPL 

EYRT1ITEVLG ELQFNFY HRWF 

DVIFLVSALSSILFLYLAHKQAP 


26734 


57102 


A 


26887 


1738 


2140 




26735 


57103 


A 


26888 


81 


733 




26736 


57104 


A 


26889 


1061 


1154 




26737 


57105 


A 


26890 


1 


3207 




26738 


57106 


A 


26891 


113 


367 




26739 


57107 


A 


26892 


2 


1391 




26740 


57108 


A 


26893 


154 


647 




26741 


57109 


A 


26894 


40 


747 




26742 


57110 


A 


26895 


1 


3186 




26743 


57111 


A 


26896 


271 


491 




26744 


57112 


A 


26897 


304 


1836 




26745 


57113 


A 


26898 


1 


2343 




26746 


57114 


A 


26899 


1 


765 




26747 


57115 


A 


26900 


318 


473 




26748 


57116 


A 


26901 


2 


426 




26749 


57117 


A 


26902 


1 


433 




26750 


57118 


A 


26903 


2 


1004 




26751 


57119 


A 


26904 


125 


199 




26752 


57120 


A 


26905 


3 J 


156 




26753 


57121 


A 


26906 


2 


397 


VDGMGWSQDLFRALGRSLSRE 
GKEH VGTDQFGNK YY\* SRSTK 
TGEVRWRRGQRLRGQ*LRGQT 
1REKRIVEAANKKEVDYEAGDI 
PTEWEAWIKRTRKTPPFMEEIL 
KNEKHREE1K1KSQDFYEKEKL 


26754 


57122 


A 


26907 


1 


1350 




26755 


57123 


A 


26908 


1 


582 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26756 


57124 


A 


26909 


2 


687 


GARQVLPGESPCFSSS\AKIVKP 
NGEKP\DEFESG/LSPQALLEL\E 
MNSD\LKA\QLREPELLRPA*GK 
LKVGGCSENLSI/ILLFPVPSN*K 
SFPENPQVRA*YRELEKK\FQW 
GSHVGLYRPQRRILP*AQLRKK 
PVQKNKQKASPRARTLTAVHD 
AULEDLGLPQAKIVGARESRVK 
L\DGSRL\IKVHLDK\AQQNNVE 
HKV\ETFSGVYK\KLTGKDVNF 
EFPRSFNCKQK 


26757 


57125 


C 


26910 


164 


208 




26758 


57126 


A 


26911 


2288 


2625 


GSEGHLPITKRWSSLWEWRKG 
LSEVGSCK.RNLVRCLRTAI/LM 
GGEAGV1HCKGHQKASDPIALG 
NAYADKVARQAASSPTSVPHG 
QFFSFTLVTPTYSPAETSTYQSL 
PTQGK 


26759 


57127 


A 


26912 


1 


400 




26760 


57128 


A 


26913 




277 




26761 


57129 


A 


26914 




630 


CEIKNRKAAEKVNKTKGKFFEI 

NT YPGPI KTGEPSGQTQKWLDI 

VRNTLVEEDTSSWSWRAHQPK 

STLTGTGRPSTNGTMSSLARTV 

REEPGNQPNYRGKPSPFWFPHL 

VRAASTQPVITRLI.QHGRLKPI 

NSPYNFPILPVLKPDKPYKLVQ 

DLHLINQIVLP1HPVVPNPYTLL 

SSIPASTTHYSVLDLKHAFFTIPL 

HP*FQPLFTF 


26762 


571j0 


A 























Tin 


TJ— 


GRDPVSAFY1WLASFPNTIY*IG 
NPFPIACFSQVCQRSDSCRYAA 
LFLRALFCS1DLYLCFGTSTMLF 


26764 


57132 


A 


26917 




2144 




26765 


57133 


A 


26918 


99 


470 




26766 


57134 


A 


26919 


636 


1220 


GPGFQAQNCAAIWADTKLAAG 
IFSHTPVAPGTPVRQNHLLPWD 
APAWSGEECLPLLRLVYVVFPS 
QCKQSCQEV*TGQSPPQLGKAF 
VARLPL*1PSLWAGHLFLEHPV 
YCCGCVTAGRQGSWKGQRRH 
GHPFPLPLLLLQMVCCSISYQY 
DY PESSFLLLFLSSLCSAGKSTG 
SHAILLGSAFVLPHLVALRS 


26767 


57135 


A 


26920 


10 


161 


RLRMVRDIKVLLNTRSLRNCLG 
DLTNKGRS11GPPL*ELSKASVM 
VPVGF 


26768 


57136 


A 


26921 


1 


855 




26769 


57137 


A 


26922 


5 


1442 




26770 


57138 


A 


26923 


1061 


2332 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26771 


57139 


A 


26924 


804 


1 100 


SPKGGPPDPSHGTKFHSRPCEET 
TKQAFCEQHGCLFHLGTLGALL 
G*QRWLHQLSRPSLGCNESKSL 
FQ*PPLP*E*KEIQCKVPPNLGL 
GVRSGKGF 


26772 


57140 


A 


26925 


3 


1 186 




26773 


57141 


A 


26926 


126 


363 


SRSKDQGLDPSGTWCKRAFSPG 
PWPIIPVAAGGGGHSGGGKSET 
PAHLQKGLHKVKNC*PSTYSVC 
QTPDAEHPVSNK 


26774 


57142 


A 


26927 


1 


1125 




26775 


57143 


A 


26928 


401 


446 




26776 


57144 


A 


26929 


332 


499 




26777 


57145 


A 


26930 


74 


200 




26778 


57146 1 


A 


26931 


300 


416 




26779 


57147 


A 


26932 


324 


430 




26780 


57148 


A 


26933 


60 


381 




26781 


57149 


A 


26934 


2344 


2453 




26782 


57150 


A 


26935 


131 


274 




26783 


57151 


A 


26936 


144 


444 


GGGENFSYPWYLLVGCGWFSS 
SPIVPDVPPFSLLLPAQKKKPAP 
PKAPEPKPKKAPAKKG EKVPKG 
KKGKADAGKEGHNPAENGDA 
KTAQAQKAEGAGDAK. 


26784 


57152 


A 


26937 


540 


811 




26785 


57153 


A 


26938 


69 


375 


QHLRPAAVAAATMPKRKAEGD 

AKGDKAKVKDEPQRRSARLS\A 

KPAPPKPEPKPK.KAPAKKGEKV 

PKGKKGKADAGKEGNNPAEN 

GDAKTDQAQKAEGAGDAK 


26786 


57154 


A 


26939 


9294 


9486 


SLL YQPRCM AFRI KASS*RG MP 
GGSASAARKPTG/SPGREGAGR 
RGQWGPRNCCAGRLPGGESTV 


26787 


57155 


A 


26940 


248 


613 




26788 


57156 


C 


26941 


94 


234 




26789 


57157 


A 


26942 


2157 


2408 




26790 


57158 


A 


26943 


547 


815 




26791 


57159 


A 


26944 


254 


467 


VFLISVYNGLAISLYLGIHIRQK 
PVMPRNPLNCFGVLG*G*AGIG 
*IRSSLRTLVPLDNFSPKYLTFC 
EQS 


26792 


57160 


A 


26945 


238 


391 




26793 


57161 


A 


26946 


232 


1659 


















26795 


57163 


A 


26948 


1 


2046 




26796 


57164 


A 


26949 


3 


97 


SVR7SKFYVREPPNAKPDWLKV 
GFTLSVEL*M 


26797 


57165 


A 


26950 


1 


828 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26798 


57166 


A 


26951 


224 


475 


AGPRKMAPSALLRPLSRLLAPA 
R\LPSGPSVR/STKFYVREPPNAK 
P\DWLKVGFT\LGTT\VFLWIY\L 
IKQH\NEDILEYKRRNGLE 


26799 


57167 


A 


26952 


1 


411 




26800 


57168 


A 


26953 


442 


2490 




26801 


57169 


A 


26954 


3 


1592 




26802 


57170 


A 


26955 


9 


308 




26803 


57171 


A 


26956 


153 


227 




26804 


57172 


A 


26957 


1 


41 1 




26805 


57173 


A 


26958 


517 


825 




26806 


57174 


A 


26959 


6 


646 




26807 


57175 


A 


26960 


1 


275 




26808 


57176 


A 


26961 




272 




26809 


57177 


A 


26962 


1 


1002 




26810 


57178 


A 


26963 


1 


1791 




26811 


57179 


A 


26964 


2 


160 


HMTTSLLAQSGFQKTSALNKIT 
TKGSH*VQFTSLLPPPERVLVS 
MAERPWGG 


26812 


57180 


A 


26965 


1 


892 




26813 


57181 


A 


26966 




549 




26814 


57182 


A 


26967 


234 


387 


SCLEVCDEQGPEKVTRQRALRG 
VSSVTEDTLNICRLCWQPLPEPL 
ELWPKAL 


26815 


57183 


A 


26968 


269 


501 


RARSEGAGLWSVVAPSAVSVFF 
VSDPRCAPFHRSPSCCSP/RRPC 
LSLSA*SRPRASGVGACLLWQP 
LPEPLELWPKAV 


26816 


57184 


A 


26969 


210 


296 




26817 


57185 


A 


26970 


71 


283 


LRLGDLPSEINPLSSCSLLREKD 
PPTTSGPQTYTSPRNISPISNPDST 
GNRTVQLTWQPLPEPLELWPK 
AL 


26818 


57186 


A 


26971 


1 1 12 


1 180 




26819 


57187 


A 


26972 


71 


284 


L1LGDLPSEIKPLPSCSLLREKEP 
PTTSGPQ1ATSPRNISPISNPDSTG 
NRTVQLTWQPLPEPLELWPKA 


26820 


57188 


B 


26973 




663 




26821 


57189 


A 


26974 




502 


MLLTQSLFGGLFTRTHMKFGA 
VTQIRGPPLGDKSPVLLLFALER 
QRRHVLSMDPKLRCWSRTGKA 
AFP WCLI 1 AEMPDYSPTFQRCQ 
TTQGRLPWSFTLSSKSRFSGEG 
ARACYKCQKSDHQAKECPQPG 
IPPKPCPIC AGPYTGN RTVQLT W 
QPLPEPLELWPKAL 


26822 


57190 


A 


26975 


233 


496 




26823 


57191 


A 


26976 


226 


543 




26824 


57192 


A 


26977 


1478 


1744 
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SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


26825 


57193 


A 


26978 




450 


VRPRRDACLGPSPLAASPAFLG 
KGQVPQPLISLCPDPLFPHPNLIS 
LRPNPLCPHPDLVSLCPDPFPAF 
LEAHKNFQTTEPQQPGVPPEPP 
PTGACYTCRKSGHWAKECPQP 
GIPPYNHVPSVWDPTENLTVQLT 
WQPLPEPLELWPKAL 


26826 


57194 


A _ 


26979 


615 


724 




26827 


57195 


A 


26980 


1 






26828 


57196 


A 


26981 


227 


556 




26829 


57197 












26830 


57198 


A 


26983 


1 


1968 




26831 


57199 


A 


26984 


65 


741 




26832 


57200 


A 


26985 


1 


658 




26833 


57201 


A 


26986 


1 


666 




26834 


57202 


A 


26987 


67 


608 


NPGKGGCFVL/VLDGLLRDRKA 
V\IREETFDGWHPQDRPLPAHA\ 
LVAG\IDRPTPPQK*TA\AMGKK 
KDRPKRSKIKSFCGKCYNY\NH\ 
LMPHKGTLWD1PLGQNLFVQL 
RDVF\RDPGSLNRJCA\RREGPRF 
K.FE/EREYETGQE TK.WVLPRKL 
AGFKNAFGFDSLKIIKKKKKKK 
KKTTKKGRP 


26835 


57203 


A 


26988 




352 




26836 


57204 


A 


26989 




1419 




26837 


57205 


A 


26990 


2 


878 




26838 


57206 


B 


26991 


75 


2931 




26839 


57207 


A 


26992 


229 


724 


IIFIVYSSQLTYVKISDSFQTFKF 
CLDFCLFFSEMSXFLSLNISSCS* 
YSAKVNSCGKFGLTKGSFSAPL 
TPLFFLCFGSELVEGV*ELLAVG 
GLHLARIFLCLSISSLC*FTHSCC 
FTRVTPrNLASNNSCLLGFRLQS 
SSIAPSLGLLDGGVCFIRDLAAA 


26840 


57208 


A 


26993 


737 


1048 


KKYNIQLEKPYFKHLYKNKLL 
KLSN*NMTSVQQFTIELEGNLS 
LSCIELVC/ILVTHCHLF/CMNK 
AW*QKKNT/WLSILTC*KHWQ 
YYNLVNSTDFNTSSSFLSKV 


26841 


57209 


A 


26994 


1 


1209 




26842 


57210 


A 


26995 


2 


1683 




26843 


57211 


A 


26996 


1 


1386 




26844 


57212 


A 


26997 


1 


471 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26845 


57213 


A 


26998 


2 


514 


VTARRRGTRWLRFRRASRVQK 
WLWLADFYLRYYVGHKGKFG 
HEFLEFEFRPDGKLRYANNHXN 
YKND VM I RICE AY V H K.S VMEEL 
KRJIDDSEITK\EDDALWPPPDR 
VGRQELEIVIGDEHISFTRSKIG 
SL I D VNQSKDPEGLRVFY Y L VQ 
DLKCLVFSLIGLHFKIKPI 


26846 


57214 


A 


26999 


1 


570 




26847 


57215 


A 


27000 


1 


980 




26848 


57216 


A 


27001 


270 


356 




26849 


57217 


A 


27002 


1 


1032 




26850 


57218 


A 


27003 


1 


1017 




26851 


57219 


A 


27004 


1 


450 




26852 


57220 


A 


27005 


1 


637 


APIECGG1PSLPVLCQSRANDQE 

GVRLLEPSEAMPKSKELVSSSSS 

G SDSDS E VDKKLKRKKVQ V\AS 

ENPVKK\QKTGETS\RALSS\SKQ 

SQPAARDDN\MFQIGKM\RYVS 

V\RDFKRQKCLI\DIREYWMDPE 

GEMKPGRKGISLNP\QQWEPSL 

KEQ1SGPLIDASKKTCK1SEPILI 

KPCTVPVVLIWLFSIGFCFLNVL 

RSYCMFGLQKNL 


26853 


57221 


A 


27006 


20 


412 


RFSPLSFLLAGDSCTCAGSCKC 
KECKCTSCKKSKWDPLFPLPLP 
CPPACPLSTILRG1KAVWGCPIA 
RKLLPPQ*SLSGRAG1L1PGVAS 
THLCRLLSAPR\CCSCCPVGCAK 
CAQGC1CKGASDKCSCCA 


26854 


57222 


C 


27007 


32 


505 




26855 


57223 


A 


27008 


854 


1021 


ALGGVAEYDLKEGLLLKH*AL 
VQSLVATEVRLVLCITSHTDML 
QICFFVYATVTQ 


26856 


57224 


A 


27009 


1 


726 




26857 


57225 


A 


27010 


99 


537 




26858 


57226 


A 


27011 


1 


963 




26859 


57227 


A 


27012 


146 


609 


V Y LRCTGGEVG ATS ALAPKIGP 
LGLSPKKVGDDIAKATGDWKG 
LRITVKLTIQNRQAQIEVVPSAS 
ALIIKALK\EPPRDRKKQKNIKH 
SGN 1TFDEI VN1 ARQMRHRSLAR 
ELSGTIKEILGTAQSVGCNVDG 
RHPHDIIDDINSGAVECPAS 


26860 


57228 


A 


27013 


3 


501 




26861 


57229 


A 


27014 


1 


1623 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno»n, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26862 


57230 


A 


27015 


53 


1227 


QPPVHTTPASSPCDD\DIAAL\V 

VDN\GSGMCKAAGFAGDDAPRA 

VFPSIVGRPRHQGVMVGMGQK 

DSYVGDEAQSKRGILTLKYP1E 

HGIVTNWDDMEKIWHHTFYNE 

LRV APEEH PVLLTE A PLDP\RAT 

REKMTQIMFETFNTPAMYVAIQ 

\A V LSLVYA SG/RVTTGI VMDSG 

DGVTHT\VPIYEG\YALPHAILR 

LDLAGRDLTDYLMKILTERGYS 

FTTTAEREIVRD1KEKLCYVAL 

DFEQEMATAASSSSLEKSYQLP 

DGQVITIGNERFRCPEALFQPSF 

LGMESCGIHETTFNSIMKCDVD 

IRKDLYANTVLSGGT\NMYPGI 

ADRMQKEITALAPSTMKIK1IAP 

PERKYSVWIGGSILASLSTFQQ 

M WI SKQE YDESG PSI VHRKCF 


26863 


57231 


A 


27016 


2 


438 


ADLLQVSNCVVSSCQPPAFLVL 
FSS SRLPAG EGRG RPGQTQRPS S 
LEGAWF1SVTLERRCLVSHLINL 
REAGMYPSRPCHHLFPDQLV*T 
EGGF*RPRLGWQRCHGTPQQA 
PSQPAFRSKHPRKGMPALQQQP 
GSGLCRPLPCRCR 


26864 


57232 


A 


27017 


112 


493 


AHSRTPARPENRAAASAPRKPR 

RAMSSPPEGKLETKAGHPPAVK 

AGGMRJVQKHPHTGDTKEEKD 

KDDQEWESPSPPKPTVFISGVU 

ARGDKDFRPADAQVAHQKPHA 

S\MDKHPSPRTQH1QQPRK 


26865 


57233 


A 


27018 




1 176 




26866 


57234 


A 


27019 




307 




26867 


57235 


A 


27020 


86 


179 


SVKRRC* SLLTWIGMRLQRQHR 
ECLAEQVGS 


26868 


57236 


A 


27021 


1 


948 




26869 


57237 


A 


27022 


3 


534 


EGAHFRAAHHPRSTGSRCPGSL 
QPSRPLVANWLQSLPEMPVDFT 
GYWKMLVNENFEEYLRALDV 
N V A LRKI/APTLLKPDKEI VQDG 
DHMII RTLSTFRK LTS WN F\Q VG 
KEFEEDLT\GIDDRKVHDKQ*A 
WDGDKIAQCVQKGEKEGRGW 
TQ\WIEGDELHLEMRVEGL\VC 
KQVFKKVQ 
















26871 


57239 


A 


27027 


294 


425 




26872 


57240 


A 


27028 


1 


797 




26873 


57241 


A 


27029 


1 


173 




26874 


57242 


A 


27030 


1 


1047 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in CSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, j 
*=Stop codon, /=possible nucleotide 1 
deletion, \=possible nucleotide insertion) 


26875 


57243 


A 


27031 


2 


1019 


PTSAPHSLSPRAVIERRSRALDW 
NASPSLSDPQGLDASLPFPSHKR 
SRTA SPE P AEHPV MDKNE\L VH\ 
KAKLAE\QAERYDDMAACMKS 
VT\EQGAELSNEERNL\LSVAYK 
N\VVG\ARRSSW\RVVS\SIEQKT\ 
EGA\EKKQQMAR\EYREEIETEL 
R\DI\CNDVLSLVGKSSLIPNAFT 
SRRSKVF/YILENGKGDYLPFTL 
GWRVAAGWMDQERGLFDPVH 
NKAYPRICAFWKSAKKGNGNPT 
HPMRLGLAALNFSVFYYEILNSP 
EKACSLAKTAFDEAIAELDTLS 
EESYKDSTLIMQLLRDNFDIVG 
HRDTQGRRKLEGREEGRGENL 
TGPFPTFCSWPHS 


26876 


57244 


A 


27032 


177 


477 




26877 














26878 


57246 


B 


27034 


49 


1112 




26879 


57247 


A 


27035 


98 


245 




26880 


57248 


A 


27036 


1 


351 




26881 


57249 


A 


27037 


3 


471 




26882 


57250 


A 


27038 


1 


440 


MKMRVGCMLTAESLSDGGNS 

HQRTLSLFEESKESQCEARGEV 

SKAGVWLVPLEPSSDALPKITS 

LVRPAVPWRPSSEAGLCEVRGG 

VLGKASKAPIKEPQLDRGMGL 

G AQRRG SSGTEVQSGETLG ASG 

SPRGLLEPRPDWVSNNGAGSLG 

FQQLP1VDK1RT1AQAVCGAKDI 

ELCPEAQVKIDRYTQQYYSC*N 

PK LPAPLFETQSGLG SKSPLG LP 

LAPRVSPDCTSVP/GAP/SAAGP 

RAPCPDPAVAPLWGLCWPFPEL 


26883 


57251 


A 


27039 


1 


1113 


MHQEDLRAWYLDLGLPSHQN 

AQPT A WKCQRAPSP YTHQDMA 

LIPSPTARWLSPEKEPKQGEVG 

EKSLLPDPTLPLTDPRLTGSTEQ 

AHAEGLAALMSALRVSHLQGR 

GGVVTLVDSQLGVIAVSSTQFN 

KGPSYRLLADVQNRLLPKYDS 

QKEAELRSWIKGFTGLSIRPDFQ 

KGLKDGIILCTLVNKLQPGSVP 

KIN\ASV*NWH*LENLSNFLKA 

MVSYGM/NPVDLFEANNLFESG 

NNMQVRVSLLALAGKAKTKGL 

RSGVDIRX)KYSEKQNFDDTTM 

KASQCVIRLQITNKCASQSGMT 

AYGTRRHLYDPKNRILPPMDNS 

TISLQMGTNKCASQVGMTAPG 

TQRHIYDTKLGIDKCENSSMSL 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26884 


57252 


A 


27040 


347 


1061 




26885 


57253 


A 


27041 


212 


386 


LQGSWVTSGLER1CGSILGTIPL 
AHEVTDTQHGRMVYQVATAG 
F*SSLGAASIGTQGL 


26886 


57254 


A 


27042 


1 


1017 


MHSRRERARGLRGAHHPLVDN 

GPPQSLRAPPLLSPLKTAGAKSI 

WEPLASARRPETPERTPLQKTP 

EQVPTNFMGALHMKTSAPLSS 

RNGEGRRGGTSVASCPWVVGA 

VC S AE RQ PCTQR V REALMGGW 

RAGAQNNRAEDQVDEFTEVGF 

RRWVIKNYDELKEHVLTQCKE 

VKNLDKS1HPEISRLHEFITTTHT 

LPV1GGKVSLLSKCQDNAEQKQ 

SQGCSQEGHEVYDPRLNSSSSS 

SSSGGGQSPGLRRCSTSAAAAA 

ALEGAALKPMPVHAGLVGSGE 

GGGAGAVAGPCSRWGATTAA 

ASSAQPAQPVRGGSSGAQGHR 

GGRRRQAGK.GGPAGTAAAAA 

APVGRGAEPGAAALLNLGGGSG 

GAGVSAALKPMPVHAGLVGSG 

EGGGAGAVAGPCSRWGATTA 

AASSAQPAQPVRGGSSGAQGH 

RGGRRRQAGKGGPAGSS 


26887 


57255 


A 


27043 


644 


949 




26888 


57256 


A 


27044 


811 


1886 




26889 


57257 


A 


27045 


1 


410 


HAHSLNS11LPTPLE1HKV*IQ1Y 
A * GCKRJ SNNC WH CHQHLLS1 S 
PDLRrNEGKECGPSPWlGVEAR/ 
MGGELSSAVGLTSLLLYQQVPF 
HPHFQSPTFIPRESILLQHASCW 
RQHHLHTG1YSSYLPGWKQEFS 


26890 


57258 


A 


27047 


1 


2445 




26891 


57259 


A 


27048 


1 


457 




26892 


57260 


A 


27049 


1 


873 




26893 


57261 


A 


27050 


2549 


2728 


ATSRSSALITSSKYPGKF*LILI* 
RSTLETANSISARLNNPFLRKYP 
SYFSLFMGTTRI 


26894 


57262 


A 


27051 


277 


394 




26895 


57263 


A 


27052 


2 


1394 




26896 


57264 


A 


27053 


1 


1091 


















26898 


57266 


A 


27055 


2457 


2674 


ANHCYLLSELQHWSDCPVVLQ 
SAG*RH*DRN*DGNQY*SR/SLS 
*SR*STTK*RNTPCSQVSSLSRLS 
TRSAP 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26899 


57267 


A 


27056 


716 


1455 


LFPRLLSCLTTPPHCSFSICFVIC 

SRTLILKGNYTSGDNHTLR/DPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LGIIELNNDYTLKK.VMKPL1TSN 

TVTDEIERANVFKMNGKWYLF 

TDSRGSKMT1DGINSND1YMLG 

YVSNSLTGPYKPLNKTGLVLQ 

MVLIPNDVTFTYSVHFAVPQAK 

GNNVGIHQATLTN\RGFFEIKKA 

TFAPSFL 


26900 


57268 


A 


27057 


66 


197 




26901 


57269 


A 


27058 


379 


905 


AGNFVHITVRKMLW1RRDQQQ 
S/DKQDIQTAHRSYSVLKGYND 
MYYGWPCCKVNEISGQLASEP 
A*SLVLPAAG*QAPASGSPWLS 
GGPQQVEDAGAGYGFAPGQPP 
PPPRTQPRSACSRRAAGSQFHG 
RPLLPRQAAKARAPRSLGCGSL 
GRFSTGVRPDKCIFPPETENAA 


26902 


57270 


A 


27059 


1 


1608 




26903 


57271 


D 


27060 


1 


1974 




26904 


57272 


A 


27061 


2712 


3216 


KTGRGPTDKFGVAN DPI LKDQT\ 
QEWS\GSAPFTS\DGKFRLFYTD 
YSGKHYGKQSLTTAQNVQQFI 
DEGNYTSGDNHTLRDPHYVED 
KGHKYLVFEANTGTENGYQGE 
ESLFNKAYYGGGTPFFRKESQK 
LQQSAKKRDAELANGALGI1EL 
NNDYTLKKVMKPLITSNT 


26905 


57273 


A 


27062 




3066 




26906 


57274 


A 


27063 


! 


972 




26907 


57275 


A 


27064 


14 


273 




26908 


57276 


A 


27065 


42 


302 




26909 


57277 


A 


27066 


1 


487 


mglslkgpesapipktpqfnk.il 

FKPIAVYNRFTQFRLSETKEITN 
PYAMRLYESLCQYQRYQLPQS 
YQR\SLTSAAASCRSVLMRSTA 
ELQCASHTLRKRKAARRLISLS 
EMPRKQGDYRTRIWKFEDGLS 
NVLVIQLNKLIICVMCLVRDCD 
VLKTYFHR 


26910 


57278 


B 


27067 


1 


1035 




26911 


57279 


A 


27068 


132 


230 


CHYFACMWSGCEVYS*SAPG** 
C*EDLSGMVR 
















26913 


57281 


A 


27070 


855 


980 


LSCSGWRAG**ADGCIIQIG*RL 
SPNKCL*TWSALCKPIAE 


26914 


57282 


B 


27071 


85 


863 




26915 


57283 


A 


27072 


345 


500 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26916 


57284 


B 


27073 


1 


1116 




26917 


57285 


A 


27074 


1 


1173 




26918 


57286 


A 


27075 


1 


999 




26919 


57287 


A 


27076 


771 


908 




26920 


57288 


A 


27077 


104 


547 


LFPRLLSCLTTPPHCSFSICFVIC 
SRTLILKGSSLMYVFCLPNTAIV 
MALSPRGWRSKFGMPVDSKGP 
PWLFKFLKNGLNFLLHSVGTRD 
LSRLSTILSPLYNTVAPGAN*CR 
ELKLVLDADDVLSTEVKRVITS 
SASNITPAFFCS 


26921 


57289 


A 


27078 


34 


1353 




26922 


57290 


A 


27079 


213 


338 


LSCSGWRAG**ADGCIIQIG*RL 
SPNKCL*TWSALCKPIAE 


26923 


57291 


A 


27080 


1 


1246 


MVKVGTSYVPINVSFSPKVGPG 

LPG INRDTRI YLFCEVI FRHRKD 

RESADLGSDGQNGPRPWIGEA 

VAAAAADGVTFSVPVTPHTFR 

HSYAMHMLYAGIPLKVLQSLM 

GHKSISSTEVYTKVFALDVAAR 

HRNRFTQFRLSETKEITNPYAM 

RLYESLCQYRKPDGSCIVSLK1D 

W1IERYQLPQSYQLYYFELAIPV 

GYFYPGSFSTASRILLLHPRGLR 

AITIAVFGKQNTYIRLEPFKIMV 

LEQITKHIEKLQCGGVVKQLSR 

RGNNQHISSTYDINRADYPG*A 

RDPHLMLRLAIETVAHDYDVIV 

IDSAPNLGIGTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDLKGFEPDVRILLTKYSN 

SNGSQSPWMEEQNSGCRGK.TS 

RVEVPHRDSQFKVIKLVTLRQL 

VTI VPlP\/I^lI7f Pi Pi A 
V ILi JUr V Urv^lUJUA 


26924 


57292 


B 


27081 


1 


1041 




26925 


57293 


A 


27082 




1011 




26926 


57294 


A 


27083 


2 


1007 




26927 


57295 


A 


27084 




738 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26928 


57296 


A 


27085 


1 


1439 


MAETAVINHKKRKNSPRJVQSN 

DLTEAAYSLSRDQK.RMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYL1PFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

GIVSLK1DWIIERYQLPQSYQRV 

WTPGINCPEPCPGV WTPGINCP 

GAWGIHGPHGSAENTGPLHPG 

QTSAQLETSLLPSLRSARELELA 

QLSPRRKQNRSLQNIGVTPSLR 

VPWPKASNVQQFIDEGNYTSG 

DNHTLRDPHYVEDKGHKYLVF 

EANTGTENGYQGEESLFNKAY 

YGGGTNFFRKESQKLQQSAKK 

RDAELANGALGIIELNNDYTLK 

K. VMKPL ITSNTVTDEIERANVF 

KMNGKWYLFTDSRGSKMTIDV 

PQAKSNNVG1TSYMTNRSFFED/ 

KKATFAPGFLWN1KAIKTS 


26929 


57297 


A 


27086 


345 


563 




26930 


57298 


A 


27087 




1 188 




26931 


57299 


B 


27088 




1186 




26932 


57300 


B 


27089 




1090 




26933 


57301 


A 


27090 


183 


410 




26934 


57302 


A 


27091 




1557 




26935 


57303 


A 


27092 


888 


1 165 


CTRERRI KARGPPAGKRWLLLS 
GSSGRKHHL*QDPRPGSQTAGD 
LPEPAR\PI1VIGEGSQMGLDECQ 
FQFRNGRWNCSALGERTVFGK 
ELKV 


26936 


57304 


B 


27093 




1027 




26937 


57305 


B 


27094 




1117 




26938 


57306 


B 


27095 




1377 




26939 


57307 


B 


27096 




1014 




26940 


57308 


A 


27097 


1040 


1285 




26941 


57309 












26942 


57310 


A 


27099 




1122 




26943 


57311 


A 


27100 




1137 




26944 


57312 


A 


27101 




1881 




26945 


57313 


B 


27102 




121 1 




26946 


57314 


A 


27103 


294 


506 


NRRPGSAATVWAAAAEPSERG 
NNPALENR*SSGFSWGFFSGYQ 
RCRESRATTAPGYGNSRTG*AT 
CWLYN 


26947 


57315 


B 


27104 


1 


1073 




26948 


57316 


A 


27105 


1 


1809 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26949 


57317 


A 


27106 


1688 


2187 


SYFIMVKVGTSYVPINVSFSPKV 

GPGLPGINRDTRJYLFCEV1FRH 

RYLFAISSWSGVTVA\RKDRES 

ADLGSDGQNGQDLDWGGG\AA 

AAADGVTFSVPVTPHTFRHSYA 

MHMLYAGIPLKVLQSLMGHKS 

INSTEVYTKVFALDVAARHRV 

QFAMPESDA VAMLSF 


26950 


57318 


A 


27107 


782 


1402 


LFPRLLSCLTTPPHCSFSICFVIC 
SRTLI LKGSSLI K.LLF YKIPSMLV 
SSVLLLE VKSHI VGPGLPGIN RD 
TRIYLFCEVIFRHRYLFAISSWS 
GVTVA\RKDRESADLGSDGQN 
GQDLDWGGGVAAAAADGVTFS 
VPVTPHTFRHSYAMHMLYAGI 
PLKVLQSLMGHKSISSTEVYTK 
VFALDVAARHRVQFAMPESDA 
VAMLK.QLS [ 


26951 


57319 


A 


27108 


197 


421 


LAMPGAGFSSSLRMASIFSIHSV 
GTRDLSRVSTILSPLYNTVAPG 
AN*CRELKLVLDADDVLSTEVI 
RVITSSA 


26952 


57320 


B 


27109 


1 


934 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26953 


57321 


A 


27110 




2047 


MKLMETLNQCINAGHEMTKA1 

A1AQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SM YHG WVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLD1 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDV1 

V1DSAPNLGIGTINVVCAADVLI 

V PTPAELFD YTS ALQFFDML RD 

LLKT VDLKG FEPD VRI LLTK YS 

NSNGSQSPWMEEQ1RDAWGSM 

VLKNVVRETDEVGKGQIRMRT 

VFEQAIDQRSSTDTSLSTPAAP 

MVDSL1ARVGVMARGNA1TLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLI 

PSFLLTGQQTPAFGRRVSGVIE1 

ADGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERGQRYASRLQNEFAGN1S 

ALADAENISRKIITRC1NTAK.LP 

KSVVALFSHPGELSARSGDALQ 

KAFTDKEELLKQQASNLHEQK 

KAGVIFEAEEVITLLTSVLKTSS 

ASRTSLSSRHQFAPGATVLYKG 

DKMALNLDRSRVPAYIIRSYIR 

rnpvr.FAcanvnr.rDnwi wv 

LUiUVurAonVj VvjVjUrvO W LIN I 

AASEQIVLRVHHMRCEIPHRCV 


26954 


57322 


A 


27111 


1175 


1298 


LSCSGWRAG**ADGCIIQIG*RL 
SPNKCL*TWSALCKPIAE 


26955 


57323 


B 


27112 


1 


1056 




26956 


57324 


A 


271 13 


1979 


2217 


WLSVRVDGGANSGCLGK.HGSK 
KCCT*NG*SW*RSDPDENCF*T 
EQ*STLFN\GAWRNALSIWEPV 
CN/GNFRSSD*TTLGD 


26957 


57325 


B 


27114 


320 


1633 




26958 


57326 


A 


271 15 


606 


705 




26959 


57327 


B 


271 16 


1 


4118 




26960 


57328 


A 


27117 
















T79T 


TIsl 


ADGCIIQIG*RLSPNKCL*TWSA 
LCKPIAE 


26962 


57330 


B 


27119 


l 


2436 




26963 


57331 


A 


27120 


l 


2449 




26964 


57332 


B 


27121 


173 


4112 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26965 


57333 


A 


27122 


916 


1568 


HHSHEQQFQWPVGASGVDRW 
AGYLHQFRSLTQFQYGAEPDR 
KE*CQ1FIFMQKTLSCLSILGKR 
TMSLMQ 


26966 


57334 


A 


27123 


1268 


1773 


SYFIMVK.VGTSYVPINVSFSPK.V 

GPGLPGINRDTRIYLFCEVIFRH 

RYLFAISSWSGVTVA\RKDRES 

A DLG SDGQNGQDLDWGGGVA A 

AAADGVTFSVPVTPHTFRHSYA 

MHMLYAGIPLKVLQSLMGHKS 

ISSTEVYTKVFALDVAARHRVQ 

FAMPESDAVAMLK.QLS 


26967 


57335 


A 


27124 


606 


852 


HQ1LFDRTPVSVDQSVEKKG*D 
HSVRPQ*AAPGHVHYLTIPEKS 
SQHYHPRTTSE*TSGRYESSGG 
LSFSQCMRGALEFCC 


26968 


57336 


A 


27125 


1 


2680 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDV1 

V1DSAPNLGIGT1NVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDAETSQGAL 

GTLANVVTSLANLSESLMNGDT 

SEIQPEDQSASEITRAFDTLAKA 

LNTTDSSSSPSLADGIDTSGGGS 

IHVISRDQSTP1IEVEGPLLSDTH 

VTFKSIREDRNGRSQKTVHTEG 

DMNMNIKKIVKQATVLTFTTA 

LLAGGATQAFAKENNQKAYKE 

TYGVSHITRHDMLQIPKQQQNE 

KYQVPQFDQSTIKNIESAKGLD 

VWDSWPLQNADGTVAEYNGY 

HVVFALAGSPKDADDTSIYMF 

YQKVGDNSIDSWKNAGRVFKD 

SDKFD AN DPILKDQTQE WSG S A 

TFTSDGKIRLFYTDYSGKHYGK 

QSLTTAQVNVSKSDDTLKINGV 

EDHKTIFDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYLVFEANTGTENGYQGEE 


26969 


57337 


A 


27126 


2014 


2138 


LSCSGWRAG**ADGCIIQIG*RL 
SPNKCL*TWSALCNPTAE 


26970 


57338 


B 


27127 


1 


7616 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oriirsl 
codon for peptide 
sequence 


Nucleotide location ol'last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26971 


57339 


A 


27128 


240 


719 


HSKKLVTLSHGSVMAETAVIN 

HKKRKNSPRIVQSNDLTEAAYS 

LSRDQKRMLYLFVDQIRKSDGT 

LPEHDGFCYIHVAQSAEITGLTS 

\GNPVRIYGRH*RVSRGRKVVL 

YRPEEDAGDEKGYESFPWVIKR 

AHRPSRGLFSGHIPPISHSLLYR 


26972 


57340 


A 


27129 


1505 


3812 




26973 


57341 


A 


27130 


471 


566 




26974 


57342 


A 


27131 


1 


229 




26975 


57343 


A 


27132 


121 


303 




26976 


57344 


A 


27133 


183 


524 


MSTPRPPFVPAFVGRRPSLLFVP 
AARLTDVRGRKVRACGLLSPR 
LRSPSSSSATRVARHSIGRPRVA 
RLSTVFVAVCVESPSRQRRWCL 
FALAATPRAPGTLA*SCLTDSFS 
A 


26977 


57345 


A 


27134 




1025 


MIFVLQIRVRGHDDSFLKNHLV 

FLVIYGTNGTFNQTLVTDNNGL 

APFTLETSGWNGTDVSLEGKFQ 

MEDLVYNPEQVPRYYQNAYLH 

LRPFYSTTRSFLGIHRLNGPLKC 

GQPQEVLVDYYIDPADASPDQE 

ISFSYYLIGKGSLVMEGQKHLN 

SKKKGLKASFSLSLTFTSRLAPD 

PSLV1YAIFPSGGVVADKIQFSV 

EMCFDNQGTDLTSTVRVTRSSA 

SVMVYGASEAIGQRQSSAAKP 

RRSQSDSLGPEFQGLWERLPGL 

R1NGEL1TAYPQVVVVRVPTPW 

VQSDSDITVLRHLEKMGCRLM 

MRPQAILNCVNKFWTFQELAG 

HGVPLPDTFSYGGHENFAKMID 

EAEVLEFPMVVKNTRGHRGMY 

ELLVSTMGCSNSGMVTTP1KWL 

SMISVQCLANGTFLSPSLTKCPK 

GIRASVPLSGGPRSLKARTFSAF 

SGPVRSDEQAEALPEAYEP1EV 

NEFGEIDLLAMVEDEI ILALPVV 

PVHDSEHCEVSEADMVFGELPE 

EAQKPNPFAVLASLKRVRSMA 

VQQNKPTRSKRGMRRSHDALT 

A VTSLS VDKTSGEKHLRHH* SA 

DLAAAPRAPGTLAQGCLTDSFS 


26978 


57346 


A 


27135 


79 


306 


SGDLPWE1NPLSSCSLLREKDPP 
MTSGPQTNQPKKHLINFKSGPH 
WKSDCSTHLAATPKAP\GTLAQ 
GSLTDSFSA 


26979 


57347 


A 


27136 


159 


254 




26980 


57348 


C 


27137 


63 


370 




26981 


57349 


C 


27138 


107 


408 
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SEQ 11) 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26982 


57350 


A 


27139 


210 






26983 


57351 


A 


27140 


395 


680 




26984 


57352 


A 


27141 


157 


485 




26985 


57353 


A 


27142 




507 




26986 


57354 


A 


27143 


1 


1041 




26987 


57355 


A 


27144 




671 


G A SG A A A YG ADMAKSKNHTT 
HNQSRKWHRNG1KKPRSQRYE 
SLKGVDPKFLRNMRFAKKHNK 
KGLKKMQANNAKAMSARAEA 
I KAL VKPKE VKPK IPKG VSRKL\ 
DRLAYIAHPKLGKRARARIAKG 
LRLCRPKAKAKDQTKAQAAAP 
PSVPAQAPKDKDTSNIF1SNRKR 
GCDFTKKETN1PKVLTISMAPSL 
MSLYSVTRNQTTKPPSRHKNLT 
KGQLEPLY 


26988 


57356 


A 


27145 


6 


448 




26989 


57357 


A 


27146 


9j0 


1307 




26990 


57358 


A 


27147 


1 


675 




26991 


57359 


A 


27148 


142 


456 




26992 


57360 


A 


27149 


3 


175 




26993 


57361 


C 


27150 


378 


434 




26994 


57362 


A 


27151 


1 


792 




26995 


57363 


A 


27152 


1 


578 


MVRCVRLVEAGSVVRYLSTSIC 
RPV V DAG SRA LCLQEW ADSQQ 
VKEKQYSSRDVQRAAALNIYRJ 
PPSSRKPALCPTPRDRJLEYDEDR 
LEHI A Y VRARELHTLE VTG LET 
VAQSKAHVASLEGLIPEDKVVL 
LAGSPLQNEATLGQCGVEALTT 
LEVVGRRLGASL/HTSASKHTM 
VRALTYCSSREETFTAI 


26996 


57364 


A 


27153 


1239 


1905 


SAAAAPATGVPACRAGAWVSA 
APPAEGRPARARRHPGRCLEAA 
GPRGQRGAAHGH*ARAGSPQP 
GAPPCHPLGIPARQPLGLPRRTR 
CFGGIAQRGRAARHCLLSRPSA 
KAKRNSSYREPGMGGWRSPQA 
LGEYGKGSQAGSARLSGAASQ 
GRRARHLRGKAPAWNPAPPPSP 
PPPALGLPLRTQREATRKPRRE 
EARRPRPRPLRPGGANGSPGPP 
RAARA 


26997 


57365 


A 


27154 


1 


1275 




26998 


57366 


A 


27155 


3 


92 


EAVDPHSECYSS*RWCVRSFFIL 
VGLWSH 
















27000 


57368 


A 


27157 


98 


293 


GQTFATAS1SLLRYATGCGVFP 
RV*IRSPRAIPALSGDWPAPFSV 
LSEPPRFVCLRAMTKAAAFL 


27001 


57369 


A 


27158 


3 


211 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 




NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27002 


57370 


A 


27159 


1 


519 


GQLI/LKDTF1TQSAADIRRKFQ 














KQALGPEHNLEALLNLAILVFY 














NRDQEEQAQKEKRDQRKAAPL 














IMALRQTLVVQRGQKMEQANH 














LIPGYSEIARPLYTL1KEIQRANT 














HQVEWEPEAETAFKPLKQALV 














QAPALSLPTGQNFSLYITERAG1 














ALGVLTQTHGTTPQLVAYL 


27003 


57371 


A 


27160 


72 


381 


DSHTRSGTTRWG1RCRSGSSPSR 














RARWGRWGGLAAVALRRPAP 














AAGGTAPRGCLPAA*GSPPAPP 














SGS* SGSSDRPARMPLVVGLSH 














EFE*GLAGVDGEVLPPSRCVAL 














LLLRVERLHVAVYLPREALHQL 














H PLALDLDLL1 ARL VCH WLWG 














CPTSLSKDSKSYSCSLCDV 


27004 


57372 


A 


27161 


515 


747 


SHGNSGNFQGTRDT1SLS*AQLT 














TSTKDPWTDPPALWPRVFPSGG 














HYNCRAPSSP/T1QQEVARAVIT 














QFPTAAGVSCL 


27005 


57373 


A 


27162 




663 




27006 


57374 


A 


27163 




1980 




27007 


57375 


A 


27164 




672 




27008 


57376 


A 


27165 




691 




27009 


57377 


C 


27166 




1491 




27010 


57378 


A 


27167 


830 


2592 




27011 


57379 


A 


27168 


1 


3744 




27012 


57380 


A 


27175 


2 


365 


QWDWAPWSRGWCSSGRLGPH 














RSPRSGGGSG\RRAAGPKPCPSP 














RSDAPAQPRGRSRRVLPLPQVQ 














AEPPEPWPVLPAAPKPLARPEA 














UMAuruuKKI ISiLrKKKuLUL 














CCPASSCFSSLSC 


27013 


57381 


B 


27176 




1392 




27014 


57382 


A 


27177 


79 


1241 




27015 


57383 


A 


27178 


3 


299 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27016 


57384 


A 


27179 


1 


812 


MPTVLACPAFDSRG SPICRFDPP 
ELTSGVRALEESPNAITLPVCGR 
DVKFTLEVLRGDSVEKTSRVW 
SGNERDQELLTEDALDDLIPSFL 
LTGQQTPAFGRRV SG V 1 EI A DG 
SRRRKAAALTESDYRVLVGEL 
DDEQMAALSRLGNDYRPTSAY 
ERGQRYASRLQNEFAGNISALA 
DAENISRKIITRCINTAKLPKSV 
VALFSHPGELSARSGDALQKAF 
TDKEELLKQQASNLH EQKKAG 
KRSRRLHHTLLRVVAEIDKPDP 
RDEL AGLLQFAGGPLQTLFA W 
VSPVEAAEQQRLLLAPSSGSFIP 
EG*DHPVRPQ*AAPGHVHYLTI 
PERSSQHYHPGALQE 


27017 


57385 


A 


27180 


306 


701 




27018 


57386 


A 


27181 




396 




27019 


57387 


A 


27182 




1263 




27020 


57388 


A 


27183 




873 




27021 


57389 


A 


27184 


149 


421 




27022 


57390 


B 


27185 


23 


268 




27023 


57391 


A 


27186 


1 


363 




27024 


57392 


A 


27187 


2 


398 


TKFAARRPALAACAA1SK1KAR 
DLRGKKKEEL\LKQ\LDDLKVE 
LSQLRVAKV/TQGGAASKLSK.I 
RVVRKSIARVLTVINQTSGKKT 
FREILTRGKKYKPLGPCGP*GRT 
RA M RRRFKPSTEG EP* RTQG S R 


27025 


57393 


A 


27188 


224 


547 




27026 


57394 


A 


27189 


1 


888 




27027 


57395 


A 


27190 


280 


1 170 




27028 


57396 




27191 




191 




27029 


57397 


A 


27192 


438 


1240 




27030 


57398 


A 


27193 


168 


378 




27031 


57399 


A 


27194 


1 


1362 




27032 


57400 


A 


27195 


2 


918 




27033 


57401 


A 


27196 


38 


397 


RRCRPTMPRPWVCTCRGYQGPR 
KAQGG*AQDPKGCQPQARSTC 
LHCPPQAWE/RVLVPVLPRGSG 
CAGQ/MAKAKAKAKDQTKAQ 
AAAPASVPAQAPKRTQAPTKA 
SE*ISLPT*GQKDWCDP 


27034 


57402 


A 


27197 


1 


1206 




27035 


57403 


A 


27198 


734 


913 




27036 


57404 


A 


27199 


3 


778 


















27038 


57406 


A 


27201 


1 


2700 




27039 


57407 


A 


27202 


1 


747 




27040 


57408 


A 


27203 


164 


409 




27041 


57409 


A 


27204 


152 


380 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mec 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


27042 


57410 


A 


27205 


230 


2579 




27043 


57411 


A 


27206 


1 


2433 




27044 


57412 


A 


27207 


1 


528 


NHQIRNDFTISPGVKADSRTSPI 
PQQPASSFDITEAAVSFAKDSLA 
GGVAAA1SKMAVAPIERVK/RV 
PKEHGVLSWCGNLASVIRYFP\ 
TQALNFTFKDKYKQIFLDGVDK 
RSQFWRYFAGNLASGGATGAT 
SLC F V YPLDF AHTRV A A D VGK 
AGAERELRGFGDCLVKIYKSDG 
IK 


27045 


57413 


A 


27208 


1 


292 


MTSKDKTSRGTI RQQHSRFKK1 
RCSAATTAGTQANRVWSGPLA 
NSNRPAAEAGVSTAAAPDGPPP 
PSVPTVDSDSLESAQFK.CDNLK 
TCHTSHGSVMAETAVINHKKR 
KNSPRJVQSNDLTEAAYSLSRD 
QKRMLYLFVDQIRKSDGTLQE 
HDGICEIHVAKYAEIFGLTSAEA 
SKDIRQALKSFAGKEVVFYRPE 
EDAGDEKGYESFPWFIKRAHSP 
SRGLYSVHrNPYLIPFFlGL*PDK 
EGNEIWVDMYTVKPSGWTVRT 
FDKPRKRFIAFFIAGILFRAIKNH 
FLPRETLQC LP YILTG FRRG QSE 
YFSIFSNMDLADTVMFL 


27046 


57414 


A 


27209 


1 


1452 




27047 


57415 


B 


27210 


53 


844 




27048 


57416 


A 


2721 I 


281 


624 


ACSDVWSKFRLRWSPNPRCQE 

RPSAEKMSPHPPSAARHQASWS 

ARRLTQ WPRPC H TQ * G Q S EE H 

GHRSGLMPAGYTHQLPDEHAIT 

PHLQSTAPIIPEPKTLSHKDSSLQ 

GTGK 


27049 


57417 


A 


27212 




411 




27050 


57418 


A 


27213 


265 


480 


t tvtti ta crv;ij ptvtdd*ci tic/ 
LU 1 1L 1 AolJOKr ill r r r LLLo/ 

CFC YG FFC YIFGC SCRAL A RAR 
ArrrrwDA a lid a a rorco a dc 

RIPPH 


2705] 


57419 


— 


272T4 


294 


— 




27052 


57420 


A 


27215 


1 


420 




27053 


57421 


A 


27216 


1 


342 




27054 


57422 


A 


27217 


175 


244 


DLLIEMGSFFVQCRTA1L*RKQN 


27055 


57423 


A 


27218 


11 


951 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27056 


57424 


A 


27219 


20 


1654 


ELRFPAACSQLQFSDGLHRVDQ 

PPSSMCVSAADLWLCVEAGKLL 

VVPMDGSHWFTMRSVVEKLIL 

RGHEVVVVMPEVSWQLGRSLN 

CTVKTYSTSYTLEDLDREFKAF 

AHAQWKAQVRSLFSLFLSSSNG 

FFNLFFSHCRSLFNDRKLVEYL 

KESSFDAVFLDPFDACALIVAK 

YFSLPSVVFARGIGCHYLEEGA 

QC P APLS YVPRILLGFSDAMTF 

KERVRNHIMHLEEHLFCQYFSK 

NALE1ASEILQTPVTAYDLYSHT 

SIWLLRTDFVLDYPKPVMPNMI 

FIGGINCHQGKPLPMEFEAYINA 

SGEHGIVVFSLGSMVSEIPEKKA 

MA1ADALGKIPQTVLWRYTGT 

RPSNLANNTILVKWLPQNDLLG 

HPMTRAFITHAGSHGVYESICN 

GVPMVMMPLFGDQMDNAKR 

METKGAGVTLNVLEMTSEDLE 

NALKAVINDKSYKENIMRLSSL 

HKDRPVEPLDLAVFWVEFVMR 

HKGAPHLRPAAHDLTWYQYHS 

LDVIGFLLAVVLTVAFITFKCCA 

YGYRKCLGKKGRVKKAHKSK 


27057 


57425 


A 


27220 


1 


2022 




27058 


57426 


A 


27221 


124 


205 




27059 


57427 


A 


27222 


248 


443 




27060 


57428 


A 


27223 


263 


415 




27061 


57429 


C 


27224 


1 


717 




27062 


57430 


A 


27225 


349 


1 125 




27063 


57431 


A 


27226 


629 


796 




27064 


57432 


B 


27227 




388 




27065 


57433 


A 


27228 


2 


346 




27066 


57434 


A 


27229 


448 


555 




27067 


57435 


A 


27230 


2 


423 


CEPIKVYVVGMGAVGKTCLLU 
SYTTNAFPGEYIPTVFDNYSAN 
VMVDGKPVNLGLWDTAGQED 
YDRLRPLSYPQTDVFLICFSLVS 

rAornlN V / IV Lr A V IV Y Lrit^oAl^ 

TQRGLKTVFDEAIRAVLCPPPV 
KKRKRKCLLL 


27068 


57436 


A 


27231 


1 


1503 




27069 


57437 


A 


27232 


1 


635 
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SEQ ID NO: 




SEQ ID NO: 


Nucleotide 






NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 








09/540,217 


codon Tor peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27070 


57438 


A 


27233 


3 


1107 


AVFLSFGWWPLPGIGFQSAEGE 














AAWTAAPAPSAPPPSKPRARPP 














RPEPAASYLSALPPPPRPSERPS 














MQAIKCVVVGDGAVG\KT\CLL 














I\SYTTQCHFLGEYIPTVFDN\YS 














AYNVMVDGKTGEIWGLWDTAG 














QEDYD\RLRPL\SYPANRMCS*I 














CFS\LVSPA\SFENV/LVQKWYPE 














VR\HH\CPNTPI\1PVGT\KLDLRD 














DK.RHDSRNLKEKKLT\PITYPA 














GS*AMAK/ERLGAVKYLG/CAP 














A A HTSEGLKTVFDEA1RAWLCP 














PPVKERGRENCLPVVNVSAPSF 














LGSCPLGTFCRLCSKKNKKKKQ 














KKKNNGGAFALNANFLLQ1NFS 














IKPFFEPISNFKVLFVLNVRVQT 














H I LLKFSPKMTSL L KALFFK 


27071 


57439 


A 


27234 


3 


203 




27072 


57440 


A 


27235 


1 


112 


LGNTWG*QPCKRLKIWLSLEFT 














KINV1RHM WKKFKR L 


27073 


57441 


A 


27236 


1 


513 


QHWGRYLKRAFEQWQVPRFG 














HMPDPGPVKPLQPVEVETRGN 














D YK FLLFHFWDE WLYKFSADE 














FFIPGKLCAIVF*KRL*RPGAVA 














YACNPSTLGSRGRW1T*GQEFE 














TSLTNKEVKVLSIDQRNFK.LRSI 














G WGEEFSLSKHPQGTEVKAITY 














SAMQVYNEENPEVFVIIDI 


27074 


57442 


B 


27237 


125 


302 




27075 


57443 


A 


27238 


93 


432 




27076 


57444 


A 


27239 


3 


279 




27077 


57445 


A 


27240 


263 


446 




27078 


57446 


A 


27241 


237 


369 




27079 


57447 


A 


27242 


389 


836 




27080 


57448 


A 


27243 


1422 


1580 




27081 


57449 


A 


27244 


103 


444 


RSLTCPGDMFPVVLVINIQLLLT 














YANFCSWLESLPRKWDFLFYCI 














V RLQ1FQTFM LCFLLNTLPLRNF 














FYQIP*IISLKFKVPQISKAEAKC 














HQSLC1GRVTFIPVPNKFFISI 


27082 


57450 


A 


27245 


3 


242 


MHRNAQHHVKTAKPWGLHPL 














KPQPK* YSG PF* PPLEQLRCKAT 














GP*GCTQQGGPGPGPQNNFSLL 














GLQACDGRDCHEGL 


27083 


57451 


A 


27246 


506 


664 




27084 


57452 


A 


27247 


1 


1515 




27085 


57453 


A 


27248 


269 


541 


RFPNLNS*LLYTRGLTPHESCQ 














GLGLAPSEAMAQTIPWPLLATA 














RLAVTGNQILMQISAAGLNFSS 














ENGAFISIALSGCKFFKLLCSAS 


27086 


57454 


A 


27249 


1 


564 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of iRst 




NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27087 


57455 


A 


27250 


2 


235 




27088 


57456 


A 


27251 


3 


1393 




27089 


57457 


A 


27252 


28 


271 




27090 


57458 


A 


27253 


12 


485 


RMAFCRASQADQDRF1CIYPAY 














LNNK.KTIAEGRR1PISKAVENPT 














ATEIQDVCSAVGLYNVILRKIKM 














YF*EWNRDVQYR\GRVRVQLK 














QEDGSLCLVQFPS/RLYTKPNF 














WFLGKSVMLYAAEMIPKLKTR 














TQKTGGADQVFQQGEGS*KGK 














GKQKEVT 


27091 


57459 


A 


27254 


1689 


2176 


APPGMGAASLCAFGLLVTFAT 














ASPRYAMVQPSFRLGTKLGQA 














EADEPFVSSGSVPPSFLSPLLPA 














A PG ARRG * LQRGDLGRQAPPPA 














PGCAPGLA*GRPPAPHL*RLCSR 














PTFFPPPANSSRLALADSPPPRQ 














LQGARP*PVPGRLLTSTGTPRPL 














PRPLGP 


27092 


57460 


A 


27255 


263 


439 




27093 


57461 


A 


27256 


1 


499 


MSELPFTIATKR1KHLGIQLTRD 














VKDLFKKNYKPLFNEIKDDTNK 














WKNIPCLWIGR1NILKMAILPKV 














IYRFNAIPIKLLMTFFTEMENTT 














FKFMWNQKR/CPHCQDNPKPK 














EQSWRHHAT*LQTILQGYSNQN 














SMG/TWMKLETIILSKLSQGQK. 














TKHRMFSL1GGN 


27094 


57462 


A 


27257 


1940 


2062 




27095 


57463 


A 


27258 


1232 


1432 




27096 


57464 


A 


27259 


168 


1189 




27097 


57465 


A 


27260 


1 


1760 




27098 


57466 


A 


27261 


453 


543 




27099 


57467 


A 


27262 


873 


962 




27100 


57468 


A 


27263 


8 


41 1 


FSRCRCSGR/YLCMASCLXCFHH 














CWWMASHHWPI*RTQV*CAC 














WEGRHLG\CAPKCLSLLGFTRL 




























RVLFAAAHDEAFIASEATFQESG 














GPYPLLSTPLILLKAVVVLMLD 














AHAS 


27101 


57469 


A 


27264 


1 ,. 


552 




27102 


57470 


A 


27265 


828 


1211 




27103 


57471 


A 


27266 


428 


655 


DQKVPPLEMYFGIEVKSLKQLR 














SISA*SLFSSRALKEDSGLLKLK 














QPRSSGVIPRRF1VSWPWKMVR 














QPVLFSVG 


27104 


57472 


A 


27267 


1 


855 




27105 


57473 


A 


27268 


1 


1261 




27106 


57474 


A 


27269 


164 


260 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


27107 


57475 


A 


27270 


147 


224 


RLTLPDHLGSLLDHHR\ALGNS 


27108 


57476 


A 


27271 




837 




27109 


57477 


B 


27272 


184 


288 




27110 


57478 


A 


27273 




286 




27111 


57479 


A 


27274 




699 




27112 


57480 


A 


27275 




3660 


MTGICYTEDERSYKKNAQPTA 
ASKKQKETQKFCLRVDGQQKV 
KLSVLQEKSAQLTVQLKSQKFL 
GHPTAGRGRSELCLDLPDPPED 
PVALETRSVGTWVRERDLGMP 
DGEAALAAKVAVLETQLKKAL 
QELQAAQARQADPQPQAWPPP 
DSPVRVDTVRVVEGPREVEVV 
ASTAAGAPAQRAQSLEPYGTG 
LRALAMPGRPESPPVFRSQEVV 
ETMCPVPAAATSNVHMVKKISI 
TERSCDGAAEMKWEDQNIGD 


27113 


57481 


A 


27276 


1059 


1229 




27114 


57482 


A 


27277 


2 


4735 




27115 


57483 


A 


27278 


415 


825 


SCADFQDYWDQREYTYNRPHT 
ASRRIVLDFLLFPEW/PTFVAFW 
APLFNPSKRASLYRFSLCISSLSF 
GSHWGSVPGNWVLTYSWG/SL 
VISRCMFL*PLSCCLEHSPPFICV 
KEEHEQLVAISPSGVMGLDNSL 
EQIN 


27116 


57484 


A 


27279 


1 


1326 




27117 


57485 


A 


27280 


2976 


3068 


VWTALTNRLGQQVSICG*PGTE 
DSKGDWLL 


27118 


57486 


A 


27281 


78 


220 


APTSLHS*SYFKNCGHGRLRWV 
ITHIRLV1SWATYLVQNNIIQTR 
LF 


27119 


57487 


A 


27282 


1 


1077 




27120 


57488 


A 


27283 


307 


922 


QVVPSSLSAISQSPAPCG/CSP*G 
PSPGAT 


27121 


57489 


A 


27284 


1 


4560 




27122 


57490 


A 


27285 


87 


237 


LLFFQLGGDAFSFKFSSGVNFVR 
NSLICQAWGKRVFSALLCIILSE 
YTSPL 


27123 


57491 


A 


27286 


1 


246 




27124 


57492 


A 


27287 


46 


396 




27125 


57493 


A 


27288 


1 


552 




27126 


57494 


A 


27289 




418 


AEKCPCLGAFGFGWDHPRRPG 

SWGAWSEGSGSPPARIVKMSLR 

KQTPVSDFLKQIIGRPVVVKLNS 

GVDY\RGVLACL\DGYMNIALE 

QTEEYVNGQL\KNKYGDAFI\R 

GNNVLYI\STQKRPDVRTPKRA 

TLFIVGYIFL 


27127 


57495 


A 


27290 


202 


450 
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NO: 


SEQ ID NO: 
or peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27128 


57496 


A 


27291 


304 


642 




27129 


57497 


A 


27292 


75 


393 




27130 


57498 


A 


27293 


1 


678 


VFGLGSVAHMLLNKTFGSYLG 

VNLG FG FG VTMG VHM AGRTS 

GAHMNAAVSLTNCALGRVPW 

RKFPVYVLGQFLGSFLAAATIY 

SLFYTAILHFSGGQLMVTGPVA 

TAGIFATYLPDHMTLWRGFLNE 

AWLTGMLQLCLFAITDQENNP 

ALPGTEAL VIG IL VVIIG VSLGM 

NTGYAINPSRDLPPVRIFTFIAGW 

GK.QVFRWHHLPGLHWLHHPT 

GAPEIGGFCGV 


27131 


57499 


A 


27294 


2 


1694 




27132 


57500 


A 


27295 


1 


356 


GIFVTYLPDHMTLWRGFLNEA 
WLTGMLQLCLFAITDQENNPA 
LPGTEALVIG1LVVIIGVSLGMN 
TG YA INPSRDL PP\RIFTF I AG WG 
KQVFRYFPCPGP1PLSFSVGPLC 
VEGWGVM 


27133 


57501 


A 


27296 


1 


544 




27134 


57502 


A 


27297 


320 


610 


L RE YTIN 1 HTAI1 PM E WA SKKRA 
PRALKE1RKFAMKEMGTPDVRI 
DTRLNKAVWAKGIRNVPYRIR 
V RLSRKARN EDEDSPN KL YTL V 
TYVPVYHFQK 


27135 


57503 


A 


27298 


] 


303 




27136 


57504 


A 


27299 


1 


1311 




27137 


57505 


A 


27300 


1 


3126 




27138 


57506 


A 


27301 


2 


779 


NRVLLAMVNPTVFFDIAVDGEP 
LGRVSFEVRGLDTKK*LLI* SIK 
LC*QIG\LFADKGPRGTA*FSLL* 
ATGEKGFGL*GVPCFHRIIPGFM 
\CQG\GDFTRH\NGT\GGKSHLW 
GRNLKDEMF1\LKHTGPG1LSHG 
KMLDPNTNGSQFFICTA\KT\EW 
LDGK\HVVFGKVKERHEILWEA 
MGALLGPRNGKTQQEESPIVPG 
GQLR1KFDLVFYSLTTK.IIPFCSF 
KESTPPPHLLASILESLCSRLQFP 
FGFHVFLVPCHA 


27139 


57507 


A 


27302 


143 


390 




27140 


57508 


A 


27303 


249 


1516 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27141 


57509 


A 


27304 


2 


645 


NRVLLAMVNPTVFFDIAVDGEP 

LGRVSFEVRGLDTKK*LLI*SIK 

LC*QIG\LFADKGPRGTA*FSCL* 

SIEEKGFGL*GVPCFHRIIPGFM\ 

CQG\GDFTRH\NGT\GGKSHPM 

GK.KFE\DENFI\LKHTG\PG\ILSH 

G K.CLDPNTNG SQFFICTA\KTE V 

VGMAKHVVFWQK*KKGMKYC 

GRPWERFG\SR\NGKTQQRKITI 

C*LVGQLRNKVLTWWF 


27142 


57510 


A 


27305 


72 


387 


VCLQHGPWSSLKHVQGWRDD 
CHGLSLGPRTHVQAGTLPKPTL 
W AEPG S V ITQG S AWTL WCQG1 
LQTQEYRLYREKKTAPWITRIP 
QE1VKXGHDP1PSITWEHTG 


27143 


5751 1 


A 


27306 


1 


322 




27144 


57512 


A 


27307 


1 


1 125 




27 145 


57513 


A 


27308 


1 


1419 




27146 


57514 


A 


27309 


198 


1634 




27147 


57515 


A 


27310 


78 


216 




27148 


57516 


A 


27311 


1 


489 




27149 


57517 


A 


27312 


18 


463 


AEGVEPGSPRVVLLESEQFLTE 
LTRLFQKCRTSGSVYITLKKYD 
GRTKPIPKKGTVEGFEPA\DNKC 
LLRATDGKKK.ISTVVSSK.EVN* 
VFRWLISNLPLGANMDGLKKR 
DKKNKTKKTKAAAAAAAAGP 
AAAATAATTAATTAATAAQ 


27150 


57518 


A 


27313 


1 


1242 




27151 


57519 


A 


27314 


147 


965 


DPPSPVPAPPSSPRDGHFLVPDA 

TMAEEQPQVELFVKAGSDGAK 

IGNCPFSQRLFMVLWLKGVTFN 

VTTVDTKRRTETVQKLCPGGEL 

PFLLYGTEVHTDTNKIEEFLEA 

VLCPPRYPKLAALNPESNTAGL 

DIFAKFSAYIKNSNP\ALN\DNLE 

EGTPGKP*RFLDNYLTSPLPEEV 

DEIASAEDERCLSDGTFLDGNEL 

TLADCNLLPKALH1VQVVCKKY 

RGFHHPPRPFRGVAFGYL\SNA\ 

YARENFRFPPVPDDEEIELAYE 

QVAKALK 


27152 


57520 


A 


27315 


1 


933 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27153 


57521 


A 


27316 


63 


641 


FAKMTDHKGERGEATRYMFSR 
PFKKTMG V VPCG HNN * RF YK\K 
GDIVD\IKGMGYCVQNGMP\HK 
CY\HG\KTGRSLTIVTPACLLPLL 
*TNQF*GKVFS\KRJNVRTEH1KH 
\SKSRDSFLKRVKENDQKKKEA 
QEEGTVW VQLKRQPAPPREA HF 
V\RTNGKEPEL\LEPIPYEFHGIN 
RCPKKKIKDLWATKKKKK 


27154 


57522 


A 


27317 




390 




27155 


57523 


A 


27318 


75 


394 


IWGDVEKGKKMF1MECSQCHT 
VEKGGKHKTGPNLHGLFGRKT 
GQAPWDTPYTAANKNKG11WG 
EDTLMEYLENPKK\YIP\GTKMI 
FVAGIKKKEERADLIAYLKKSY 


27156 


57524 


A 


27319 


2 


529 


F.RQTRHAGGVRRGPRPKLQRD 

KAAAAAVLGAVRKRPSVVPM 

AGQDPALSTSHPFYDVARHGIL 

QVAGDDRFGRRVVTFSCCRMP 

PSHELDHQR\LLEYLKYTLDQY 

VENDYTIVYFHYGLYNSRNKPS 

LGWLQSAYKE FDRKYKKNLKA 

LYVVHPTSFIKVLWNILKPL1SH 

KFGKK 


27157 


57525 


A 


27320 


287 


445 




27158 


57526 


A 


27321 


2 


362 




27159 


57527 


A 


27322 


30 


365 


EEAETVLVGQLKQLSSCLAVH 
KYRPETKQEKKQRLLARAEKK 
AAGKGDVPTKRPPVLRAGVNT 
VTTLVENKKAQLV\CRKMGVP 
YCIIKGKARLGRLVHRKTCTTV 
AFTQVN 


27160 


57528 


A 


27323 


3 


432 


N SRVDDFV AA QDAKGKK V AP 
APAVVKKQEAKKVVNPLFEKR 
PKNFGIGQ\QRLLARAEKKAAG 
KGDVPTKRPPVLRAGVNTVTT 

t A/nxii/'i/" a rw \/"\/TAXjr\\/rM>TnT \r 
LVblNKlvA^LV VfArllJ VUrlbL V 

VFLPALCRKMGVPYCTIKGKAR 
LGRLVHRKTCTTVAFT 


27161 


57529 


C 


27324 


62 


217 




27162 


57530 


A 


27325 


1 


1545 





3627 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oi last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27163 


57531 


A 


27326 


2 


801 


PKGKKAKG KK VA P A P A V VKK 
QEAKKVVNPLFEKRPKNFGIGQ 
D1QPKRDLTRFVKWPRYIRLQR 
QRAILYKRLKVPPAINQFTQAL 
DRQTATQLLKLAHKYRPETKQ 
EKKQRLLARAEKKAAGKGDVP 
TKRPPVLRAGVNTVTTLVENK 
KAQLVVIAHDVDPIELVVFLPA 
L\CRKMGVPYCIIKGKARLGRL 
VHRKTCTTVAFTQVNSEDKGA 
LAKLVEAIRTNYNDRYDEIRRH 
WGGNVLGPKSVARJAKLEKAK 
AKELATKLG 


27164 


57532 


A 


27327 


550 


827 


DVSWAGRSEDHRWIFLKEQRT 
GGPPK/ERSRSESRHQISCMCAA 
STWMERTAYGGSHRELLLQQL 
PQEHTRKTLPLQQTSAWTYRLF 
HTSCEI 


27165 


57533 


A 


27328 


908 


1331 


GDM RGRREGGFGLGRRTAMRC 
GCSPG1VREADNLVKLSRPSTV 
RVTRSSASVMVLTMPLAPATFL 
RVNCWAG/RGR/C*SQNETVSR 
TRCEEGR**KDYRVEEQRLRKN 
WDLARPGEEQLAPSPEKRDLPL 
RVKDQGRHPCVV 


27166 


57534 


A 


27329 


1 


1 134 




27167 


57535 


A 


27330 


62 


310 




27168 


57536 


A 


27331 


243 


578 




27169 


57537 


A 


27332 


324 


995 


NLVPRPGTWIRGLPLGDHSPVL 
LLFAP*ERSTYDLRSSDRPAQET 
SHQFQ I RERQRRH VLS V DPKLR 
RRSRTGKAAFPWCLIIAGTPL*L 
YTHVSRVSDHAGMPALVLHP* 
R/LSPTFLGKGQHALKGLKPVIT 
RLLQHGLLKPINSPFPSPILPVLK. 
PDKAYKLVQNLRLINQIVLPIHP 
VVPNPYTLLSSIPPSTTHYSVLD 
LKHAFFTIPLHPSSQPLFAFT 


27170 


57538 


A 


27333 


1 


1860 




27171 


57539 


A 


27334 




957 




27172 


57540 


A 


27335 


97 


826 




27173 


57541 


A 


27336 


245 


392 




27174 


57542 


A 


27337 


736 


1300 




27175 


57543 


A 


27338 


590 


891 




27176 


57544 


A 


27339 


1256 


1654 


VQPVRLVSGMQHPGSGWRRL 

WGQHSTSLTSKEHLHISKRGNI 

DNLVQRNMP\SNEKPKCPELPP 

FPSCLSTVHF11FVVVQTVLFIGY 

IMYRSQQEAAAKKJLLTTIFLCT 

SSICVQNDVVLREFKYLNCFIV 


27177 


57545 


A 


27340 


295 


852 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


27178 


57546 


A 


27341 


3 


446 


ILAWFGSIAEAPSAAWLCGSSQ 
GRYC SSFNRV V RQN SSDAKV V 
NVPKTR1TFCKK\CGKHQPHKV 
TQYKKGKDSLYAQGRRRYDRK 
QSGYGGQTKP1FRKKAKTTKKI 
VLRLECVEPNCRSKRMLAIKRC 
KHFELGGDKKRKGQVIQF 


27179 


57547 


A 


27342 


1 


565 




27180 


57548 


A 


27343 


1 


1050 




27181 


57549 


B 


27344 


1 


2109 




27182 


57550 


A 


27345 


2916 


3229 




27183 


57551 


A 


27346 


3 


671 


AG 1 LA AIRE ANMG A YK Y1QEL 

W/RKKPSDVHAFFLRV\RCGQT 

RSFFVFTGVPRP TRPDKARRLG 

YKAKQGYVIYR1RVRRGGRKRP 

VPKGATYGKPVHHG VYNPA* KF 

ASKALQVPLPEGTEAGR\HCGG 

S* ESLNS Y WVG EDS\T YKFFE V 1 

L 1 DP /Y SH KA 1 RRN PDTQ\ WITAK 

PVHKHREMRGLTSAGRKSRGL 

GKGHKFHHTIGGSRRAAWRRR 

NTLQLHRYR 


27184 


57552 


A 


27347 


1 


1646 




27185 


57553 


A 


27348 


2 


2600 




27186 


57554 


A 


27349 




2403 




27187 


57555 












27188 


57556 


A 


27351 




570 




27189 


57557 


B 


27352 




837 




27190 


57558 


B 


27353 




1434 




27191 


57559 


A 


27354 




2379 




27192 


57560 


A 


27355 


3 


952 


IDWAPKSDR1VTCGADRNAYV 
WSQKDGVWKPTLVILRINRAA 
TFVK WSPLEN KFA VGSG ARLIS 
VCYFESENDWWVSKHIKKPIRS 
TVLSLDWHPNNVLLAAGSCDF 
KCRVFSAYIKEVDEKPASTPWG 
SKMPFGQLMSEFGGSGTGGWV 
HGVSFSASGSRLAWVSHDSTVS 
VA\DASKS\VQVSTLKTEFLPLL 
SVSFVSENSVVAAGHDCCPMLF 
NYDDRGCLTFVSKLDIPKQSIQ 
RNMSA/LWERFR\NMDKRATTE 
DRNTALETLHQNSITQVSIYEV 
D\KQDCRKFCTTGI\DGAMTIW 
DFKTF\ESS1QGLRIM 


27193 


57561 


A 


27356 


J 


134 


















27195 


57563 


A 


27358 


1 


623 




27196 


57564 


A 


27359 


425 


667 




27197 


57565 


A 


27360 


121 


401 




27198 


57566 


A 


27361 


1 


1818 
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NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


27199 


57567 


A 


27362 


552 


2325 




27200 


57568 


A 


27363 


693 


1270 




27201 


57569 


A 


27364 


18 


146 




27202 


57570 


A 


27365 


270 


683 




27203 


57571 


A 


27366 


1 


1398 




27204 


57572 


B 


27367 


1 


1152 




27205 


57573 


A 


27368 


40 


538 


SPSPKDSPGVRVGISCYIGGPCQ 
QRLLSPVRASKMTKKRRNNGR 
AUCKGPRHVRGPSPLKFLPPSSC 
HLTVPRCRAQGTRPIKKFW1SK 
P*VEAAAV\RDISEASVFDAYL\ 
LPKLYVKLHYCVSCAIHKQK*S 
GN RS\REA\RKTRTPPPRFR\PGG 
*LPHGPPTKSP 


27206 


57574 


A 


27369 


204 


401 




27207 


57575 


A 


27370 




980 




27208 


57576 


A 


27371 


2124 


2836 




27209 


57577 


A 


27372 


139 


8892 




27210 


57578 


A 


27373 




2592 


MAGLGASLHVWGWLMLGSCL 

LARAQVRASAPRH LFSRSLRRG 

LSFSDTEARCAREL1HVHTSTN 

APARTEAYPAGSAEPPRRPRAG 

REHSFFSQRYVPLPPLGGALGS 

GPAKLPPPRAPCPVRFCADLET 

LCGALDCYKVRGGAAPARPAP 

RPAGGIQVSSLSGFGTESLPGGN 

PFPHRDHRESGTMDSPSLTVAT 

PLSLTPP1PRELACGDWRRVGG 

GAGGGGLRRRGLGGDKAGKR 

KSSDLPCGPGFLQSLLQKRRHW 

ESGLGLPGCGCESELVSGCGAP 

TLRQHIIPAEGRNGVKEKSADL 

GCGGSQGLRAKKGTNPGIENG 

KRKGKEGMLDAWICRRSAFGP 

GREKLGGEEVGCNDKGK1RFIE 

VKMSKKISGGSVVEMQGDEMT 

RJIWELIKEKLIFPYVELDLHSY 

DLGIENRD/ATNDQVTKDAA E A 

DKKHNV\GVKCATITPDEKRVE 

EFKLKQMWKSPNGTIRN1LGGT 

VFREAI1CKNIPRLVSGWVKPIII 

GRHAYGDQGFGSNMQNAIMK 

KLKWLHLARVGKFSDANAKFY 

CRLYYAGEFHKMREVILDSSEE 

DFIRSLSHSSPWQARGGKSGAA 

PVATPnnPPTl IfTW/fDPT T7VOQP 

LDFAPHYFNYITNAVQQKRPTA 
LAKILGVYR1GYKNSQNNTEKK 
LDLLVMENLFYGRKMAQVFDL 
KGSLRNRNVKTDTGKESCDVV 


27211 


57579 


A 


27374 


2 


2138 
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SEQ ID NO: 


Met 


SEQ ID NO: 




Nucleotide location of last 




NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


27212 


57580 


A 


27375 


1 


2355 




27213 


57581 


A 


27376 


249 


1544 


E1YSLSRFIEVKMSKKISGGSVV 














EMQGDEMTR1IWELIKEKLIFPY 














VELDLHSYDLGIENRDATNDQ 














VTKDAAEAIKKHNVGVKCATI 














TPDEKRVEEFKLKQMWKSPNG 














TIRNILGGTVFREA1ICKN1PRLV 














SGWVKPIIIGRHAYGDQYRATD 














FVVPGPGKVEITYTPSDGTQKV 














TYLWHNFEEGGGVAMGMYNQ 














DKSIEDFAHSSFQMALSKGWPL 














YLSTKNTI LKKYDGRFKDIFQE 














MVYDKQYKSQFEAQKIWYEHR 














LUDYDMVAQAMKSEGGFIWAC 














KNYDGDVQSDSVAQGYGSLG 














MMTSVLV\CPDGKTVEA\EAAH 














GTVTRHYRMYQ\KGQGDVHPIP 














LASIFAWGPEGIAAHRAKLDNN 














KELAFFANALEESFYETHE\AGF 














MTKDLAACIKGLPNVQRSDYL 














NTFEF\MDKLGENLKIKLAQAK 


27214 


57582 


A 


27377 


1 


692 




272 1 5 


57583 


A 


27378 


251 


2150 




27216 


57584 


C 


27379 


93 


293 




27217 


57585 


A 


27380 


308 


534 




27218 


57586 


A 


27381 


2 


856 




27219 


57587 


A 


27382 


3 


327 


AQELHTFEVTGQETVAQJKAHV 














ASLEGIAPEDQVVLLAGAPLED 














EATLGQCG VEALTTLEV AG RM 














LGG\A K.QEKKKKKTGRA KRRM 














QYNRRFVNVVPTFGKKKGPNA 


27220 


57588 


A 


27383 


150 


456 




27221 


57589 


A 


27384 


651 


835 




27222 


57590 


B 


27385 


] 


2193 




27223 


57591 


B 


27386 


109 


714 




27224 


57592 


A 


27387 


150 


458 




27225 


57593 


A 


27388 


1 


2055 




27226 


57594 


A 


27389 


1 


804 




27227 


57595 


A 


27390 


645 


1828 




27228 


57596 


A 


27391 


899 


1216 




27229 


57597 


A 


27392 


79 


156 




27230 


57598 


A 


27393 


1796 


2215 




27231 


57599 


A 


27394 


107 


724 




27232 


57600 


A 


27395 


854 


926 


PLEIPHEPPPGRG*HAPQLPRGQ 


27233 


57601 


A 


27396 


2 


413 




27234 


57602 


A 


27397 


54 


442 


F AKMTNTN LNRRGTR YM F S R P 














FRKHGVVPLATYMRIYKKGD1 














VHIKGMGTVQKG MPHKC YHG 














KTGRVYNVTQHAVGIVVNKQG 














KGKILAKR1NVRIEHITHSKSRH 














SFLKRAKENDPEYEVEALENGT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ JD NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27235 


57603 


A 


27398 


1 


490 




27236 


57604 


A 


27399 


150 


536 


NCKISFLHFCYIFVKALKRISAL 
SRGKILAK.RINVRIEHIKHSKSR 
DSFLKRVKENDQKKKEAKEKG 
TWVQLKR/QGKNLVYISLVLRA 
L * G * DLTHHI 1 1 LFPFFFL* * PA PP 
REAHFVRTNGKEPELL 


27237 


57605 


A 


27400 


336 


928 




27238 


57606 


A 


27401 


13 


724 


INPPPPPFRPEPPSSSKFAKNDGP 

QRGKRRGTPIIMFS/RGPFKKTM 

GVVPLAHIFMRMYKQRCDFVDl 

QG E WGTLFQKGNCPH K. V VTHG 

QNLEGVLPMVTPAMLVGHLL* 

NKQV* GQRFLPK.RNLMWRI* A 

HLRHF*GARD/RASLKTCGREN 

G SRKKERKPKGGKVTWGFQLK 

RRHLGFPPQEEATFLLKEPIGGR 

EP*ACLEPYFPYWISWG1NRVF 

KKK1KGPSGLQKKKKKKVD 


27239 


57607 


A 


27402 


1 


759 




27240 


57608 


B 


27403 


1 


372 




27241 


57609 


A 


27404 


1746 


2966 


DMKNGAKEGESYLLLQCLPPSP 

LPSPPPSPSPPPPPPPPPSPSSPSPP 

PSPPPPPSPSPPPSPSPSPPPPTSPP 

SPSSPSPSPPPSPPSPSPLSPTPPPP 

PSPSLPPLPSPSLPPPPSPSPSPPPP 

PSPPPSPPPSPSPPPSPSPSPPPPPS 

PPPSPPPSPSPSLPPSPSPPPSPSPP 

PSPSPLPSPSPSLSPSLPPSPSPSPP 

HHHHHHHHHHHHHHHHHHHH 

HHHHHHHHHHHHHHHHHHHH 

HHHHHHHHHHHHHHHYHHHC 

HHHHHHHHH CHHHHHH CHHH 

HHRHCHHHRHHHHRQHHHHH 

HHHHHHQHHHPQTLH*PSESQ 

HIVGAQ*MLHCHSLCVYIQGSH 

SVRKFLVLK.QKLSMGMVLPPG 

GDLEHCGACLDCDQDWRCAM 

PSHKYPPKHAHCCEGCLC 














irnriRTriuRPPrwrcsT vursn 

IL-COrvl v^lrc.t,rL*lNt^3j>L i VrviiN 

GGNHSHSTTTFK YNG SN WIPR 
WQGPSGSTQPSKARRPVAFSQG 
NCAMEKGN*SDILGTTEHWL*A 
D1DSRGPKMSLQSSS 
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SEQ ID 

NO: 


SEQ ID NO. 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27243 


57611 


A 


27406 


142 


1285 


SRMSKAFGLLRQICQSILAESSQ 

SPADLEEKKEEDSN\MKR£QPR 

E RPRA WD\ YPHGL VG\LHNI WT 

DLACLNSLIQVFVMNVDFTRIL 

KRITVPRGADEQRRSVPF\QML 

LLLEKMQDSRQKAVRPLELAY 

CLQKCNVPLFVQHDAAQLYLK 

LWNLIKDQITDVHLVERLQALY 

TIRVKDSLICVDCAMESSRNSS 

MLTLPLSLFDVDSKPLKTLAEDG 

LHCFFQPRELSSKSKCFCENCG 

KKTRGKQVLKLTHLPQTLTIHL 

MRFSIRNSQTEKDLATPLYFPQS 

LDFKPRSFQLKRESC\DA\EEQS 

GGQYELFAVIAHVGMADSGHY 

\CVY1RNAVDGKW\FCFNDSNIC 

LVSWEDIQCTYGNP1MYHWQET 

AYLLVYMKAMEC 


27244 


57612 


A 


27407 


1 


1077 




27245 


57613 


A 


27408 




242 




27246 


57614 


A 


27409 


213 


928 


EGPARQRLLSPVRASKMTKKR 

RNNGRAQKRAAAHVRGPSPLK/ 

CFPSGPLPPNCAR\CVPQGTRPI 

KKF\VIR\N1VGGRSRQGHISEAS 

RLRMPISLPKL\YVrCLH\YC\VSC 

A1HKQK*FR\NRS\RESPAKTRTP 

PPRF*DLAGGCPTVPPPKAHDL 

GPEYCRHQTCVNWVCCRQAT1 

LGKELCGQ1RKLPSQQMSPGWL 

PSGYSCWLYK.YKTEATTALQS 

RGEVYHPLQA LWSRPPG RDPL 


27247 


57615 


A 


27410 


1 


267 




27248 


57616 


A 


27411 


257 


322 




27249 


57617 


A 


27412 


2 


176 




27250 


57618 


A 


27413 


218 


923 




27251 


57619 


A 


27414 


2 


429 


TKFAARRPALAACAAISKIKAR 
DLRGKKKEELLKQ\LDDLK\VE 
LSQLRVA*VTGGAASKLSKIRV 
VRKSIARVLTDINQTSGKKTFR 
EILTRGKKYKPLGPCGP*GRTR 
AM RRRLNKHEENLKTKKQQRK 
ERLYPLRKYAVKA 


27252 


57620 


A 


27415 


1 


1146 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


27253 


57621 


A 


27416 


2 


670 


IAGEITRRGSRARPRPGPQCPPG 

PPGTAMIKAILIFNNHGKPRLSK 

FYQPYSEDTQQQIIRETFHLVSK 

RDENVCNFLEGGLLIGGSDNKA 

L1YRHYATLYFVFCVDSSESEL 

GILDL1QVFVETLDKCFENVCEL 

DLIFHVDKVHNILAEMVMGGM 

VLETNMNEIVTQIDAQNKLEKS 

EAGLAGAPA\RAVSAVKNMNL 

P\EIPRNINIG\DISIK\VPNLPSFK 


27254 


57622 


A 


27417 


5 


379 




27255 


57623 


A 


27418 


536 


675 


LEWSSAKFPTAVGVSLLLSSVC 
RSQ*FLMDAMSRMDLVRYTSA 
RVS 


27256 


57624 


A 


27419 


2 


1220 




27257 


57625 


A 


27420 


435 


552 




27258 


57626 


A 


27421 


5 


379 




27259 


57627 


A 


27422 


1 


1062 




27260 


57628 


A 


27423 


17 


467 




27261 


57629 


A 


27424 


105 


355 




27262 


57630 


A 


27425 


283 


466 


APRSARP1VHGVKATRPKPRNL 
LDKDMFSKSDPLCVMYTQGME 
NKQWR\EFGRTEVIDNTLN 


27263 


57631 


C 


27426 


167 


379 




27264 


57632 


A 


27427 


164 


1185 




27265 


57633 


A 


27428 


1 


873 




27266 


57634 


B 


27429 


20 


523 




27267 


57635 


A 


27430 


3 


1225 




27268 


57636 


A 


27431 


1 


884 


GTRDATAEENRVLLAMVNPTV 
FFD1AVDGEPLGRVSFEVRGLD 
TKK*LLI*SIKLC*QIGGSSIFITS 
D*KNSCLPL1VQQCLLFLRILP\L 
FADKVPKTAENFRALSTGEKGF 
GL*GVPCFHRIIPGFM\CQG\GDF 
T\RH\NGTGGKSIYGEK\FEDENF 
I\LKHTGPGILS\MANAGP\NTNG 
SQFFICT A KT\E WLDG KPWVFG 
K V KE\GMNI VE AMERPAG S\RNG 
KTXSKXITIADCGQLRIKFDLVF 
YSLTTKIIPSGSPRESTPPTHLLA 
SILESLCSRLQFPFGFHVFLVPS 


27269 


57637 


A 


27432 


27 


410 


LQDEATGCQKLIEVDDERKLRT 

r YLIv KiVI A 1 tv AAUALucd WIS. 

GYVVRJSGGNDKQGFPMK.QGV 
LTHGRVRLLLSKGHSCYRPRRT 
GERKRKSV\RGCIVDANL\SVLN 
LVIVKKGEKDIPGLTDTTVPR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27270 


57638 


A 


27433 


93 


866 


TVSFPATGC\QKLIEV\DDERKL 

RTF YEKRM ATE V A\A D A\LGE E 

WKGYVVRISGGNDKQGFPMK 

QGVLTHG\RVRLLL\SKGHSCY 

RPRRT\GERK\RKSSSVGC1\VDS 

KS WSVLQLGLLLKKKKK* RRIF 

PG\LTDTTVPRRLGPQK/RASRIR 

KLFNLSKYEDDVRQYVVRKPLN 

K.EGKKPRTKAPKIQRLVTPRVL 

QHKRRRIALKKQRTKKNKEEA 

AEYAKLIAAKRMKEAKEKRQE 

QIAKRRRLSSURASTSKSESSQ 


27271 


57639 


A 


27434 


2 


401 




27272 


57640 


A 


27435 


1373 


1838 




27273 


57641 


A 


27436 


1 


257 


MNRQLSDSYTEDTKEPSDVTTS 
ERTRSPPG S AKTTM I DTLKKLQ 
DV\QKLRTPK1PQSQQQICWNN 
MSRLRDQS*RSSKKRQRLWK 


27274 


57642 


A 


27437 


247 


831 




27275 


57643 


A 


27438 


1 


993 




27276 


57644 


A 


27439 


267 


281 


CNCPNIFEARWVNLKSLSK1HE* 
RPFQP 


27277 


57645 


A 


27440 


274 


482 




27278 


57646 


A 


27441 


1 


219 




27279 


57647 


A 


27442 


1 


681 




27280 


57648 


A 


27443 


1 1 


1094 




27281 


57649 


A 


27444 


51 


65 


NNTFLKYC*IDFND*DCGGEDIS 
PN*LGLP1PLSMVLCEIIHF 


27282 


57650 


A 


27445 


1 


1563 




27283 


57651 


A 


27446 




318 




27284 


57652 


A 


27447 


1 


294 




27285 


57653 


A 


27448 


7 


259 




27286 


57654 


A 


27449 


29 


191 




27287 


57655 


A 


27450 


2 


519 


KSQDYK.SLNATCAGGTSFSGC 
ARRLLLSTCSSGWRSGGLSLRG 
GKMELEAVMSRYTQPSEPQLSS 
PHLT V VLL A IGMFFT\A WFFV Y 
EVTSTKY\TRDIYKEAPHPP*VA 
LTPSMG FG VLF\LLL\WVG I YRV 
SHPRVTTQNGFHWKPAFCKJNF 
FFYLFAWEVFPPAAHNKVQML 


27288 


57656 


A 


27451 


144 


386 


VCECKMPKVQPNFTHWSRS*N 
DDLNRSSLWQA*PQAASVEIIIL 
RS 


27289 


57657 


A 


27452 


462 


672 




27290 


57658 


A 


27453 


1 


475 


















27292 


57660 


A 


27455 


62 


390 




27293 


57661 


A 


27456 


549 


641 




27294 


57662 


A 


27457 


456 


774 




27295 


57663 


A 


27458 


2852 


2935 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27296 


57664 


A 


27459 


699 


761 




27297 


57665 


A 


27460 


399 • 


434 




27298 


57666 


A 


27461 


683 


1661 




27299 


57667 


A 


27462 




95 




27300 


57668 


A 


27463 




517 




27301 


57669 


A 


27464 


6 


401 


RGLTEVPETSGGRVSVGAMAK 
H HPDLIFCRKQAG V A I G RJLCEK 
CEGKCVICDSYERPCTLVRICDE 
RNYGSYQGRCVICGGPGVSDA 
YYCKEVHHPGERTRDGC\SKIV 
NLGSSKTDLFL*TAKNTGFQER 


27302 


57670 


A 


27465 


1 


321 




27303 


57671 


A 


27466 


67 


348 




27304 


57672 


A 


27467 


1 


642 




27305 


57673 


B 


27468 


193 


445 




27306 


57674 


A 


27469 


32 


216 


AGPSQPTNQTTGKSPQLQQDYF 
PRRSYRCSHRLIICLNV1GDAV* 
STVQLKALMLRGRNYK 


27307 


57675 


A 


27470 


214 


440 


QDRWGL APH PPA PG LPLPGPTN 
QTTGKSPQLQQDYFPRRSYRCS 
HRLIICLNV1GNAL*STVQLKAL 
MLRGRNYK 


27308 


57676 


A 


27471 


35 


3801 




27309 


57677 


A 


27472 


1 


2901 




27310 


57678 


A 


27473 


1 


1317 




27311 


57679 


A 


27474 


1698 


3255 


RVACPCVVWLCWAHWELWRT 
EEVEGGIAGTDVAR/EASDF1LT 
DAIFSS1VKAVMASLQRRGSRE 
L*LPAAGVWKLQTDF*AQSI/AE 
EGIECKSIKPVLAKYLVWTRLF 
VGLLAELRDESAPETTPAGRRR 
QPQVWSGARQTCGQRTERLAG 
GLGEMQACSGNLGAEKEKQSK 
KLAGGWPMSPTSLHALGPKLV 
PAKSQRHRAEHMSTWQVGVVS 
SSYFTGNLVGTLLTGYVIKRIGF 
NRSYYLASFIFAAGCAGLGLMI 
GFWSWLAWRFVAGVGCAM1W 
VVVESALMCSGTSRNRGRLLA 
AYMMVYYVGTFLGQLLVSKVS 
TELMSVLPWVTGLTLAG1LPLL 
FTRVLNQQAENHDSTSITSMLK 
LRQARLGVNGCIISGIVLGSLYG 
LMPLYLNYKGGKSSPTPAVRPA 
RHNSLPGPEAKKYRPGFIIGLTS 
C1AFSVQAANVDEYITQLPAGA 
NLALMVQKVGASAPAIDYHSQ 
QMALPASTQKVITALAALIQLG 
PDFRFTTTLETKGNVENGVLKG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon tor peptide 
sequence 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27312 


57680 


A 


27475 


152 


468 


GLGIQ*LLCCSSFCFQLLPEKKE 
GRLAGDAG AA RPAKSG RFLG L 
TSGLPSEWSARTGPEPPKSLSG 
GGELNGSSLGFGTQDGRGTRE 
GRDRGLHPARPPQYQHSP 


27313 


57681 


A 


27476 


541 


4172 




27314 


57682 


A 


27477 


3 


1110 




27315 


57683 


A 


27478 


340 


1032 




27316 


57684 


A 


27479 


2 


779 




27317 


57685 


A 


27480 


3 


281 




27318 


57686 


A 


27481 


519 


737 


V PDLLLQLPN AGLCG H FCDPG D 
SLQCLCHQGPGFQAQNWAAV 
WADTKPAAGAEAREPGDLA*L 
VPPTWSPTR 


27319 


57687 


B 


27482 


1 


915 




27320 


57688 


A 


27483 


68 


145 




27321 


57689 


A 


27484 


1281 


1433 




27322 


57690 


A 


27485 


171 


708 




27323 


57691 


A 


27486 


1 


270 




27324 


57692 


A 


27487 


278 


588 


VYIKRMPKKKV/SEGT1KEEPKR 

RLAQLSAKPAPAKVEAKLKKA 

AAKDKSSGKNVQTKGKRRAK 

GKQAKVANQETKEDLPAENGE 

MKTEESPASDEAGEKETKSD 


27325 


57693 


A 


27488 


304 


513 


PVRHGAFFQDKSSDKKWQTKG 
KRGAKGKQA\EVAN\QETKEDL 
PVD\SGETKT\EESPSLLIEAGEK 
EAKS 


27326 


57694 


A 


27489 


1 


435 




27327 


57695 


A 


27490 




273 




27328 


57696 


A 


27491 


9 


293 




27329 


57697 


A 


27492 




504 




27330 


57698 


A 


27493 


1 


529 


IPPPRLFLPVATEVARVRLLPPP 
PPQNAARDALTSPSYLAWASPR 
K.QTPSPPA AKDI K\KI LEQRG YP 
KADDDR\LNKVI\SEAEWKYTL 
KDVIAPGVLASLPSVPVAGGAV 
AVSACPQALAAPCCLGSAPA\A 
AEGEEKMKKKEEVLKES\DDD\ 
MGFGPFELKSLPPLQ1KGLFYTS 
R 


27331 


57699 


A 


27494 


1 


396 




27332 


57700 


A 


27495 


2 


398 




27333 


57701 


A 


27496 


1 


702 




27334 


57702 


A 


27497 


1060 


1446 




27335 


57703 


A 


27498 


46 


216 


HPLQLSVIPFLPVK*HVDQMGF 
AD/C VLSN * VNCL ASRFL A V S V 
ALRSSRFIFTMVP 


27336 


57704 


A 


27499 


1 


1152 




27337 


57705 


A 


27500 


126 


184 




27338 


57706 


A 


27501 


238 


498 
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SEQ ID 


SEQ ]D NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in DSSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27339 


57707 


A 


27502 


1 


852 




27340 


57708 


A 


27503 


3 


171 




27341 


57709 


A 


27504 


1064 


1302 




27342 


57710 


A 


27505 


449 


668 


SPGDYFISLMAAMGRPQVGYW 














APELLQKMMRKRMNR/VKKLI 














QNYKQLK/CSLTLNNHVK.LVRT 














NLRFHLAGLLG 


27343 


57711 


A 


27506 


1 


2454 




27344 


57712 


A 


27507 


2 


408 




27345 


57713 


A 


27508 


205 


715 




27346 


57714 


A 


27509 


1 


813 




27347 


57715 


A 


27510 


1 


864 




27348 


57716 


A 


2751 1 


17 


396 




27349 


57717 


A 


27512 


3 


428 


LTNYAAAYCTGLLLARRLLNR 














LGMDKIYEGQVEVPGNEYNVE 














SIDGQPGAFTCYLVADLARTTT 














GNKVFGAPEGAVDGGLSNPHS 














SKRFLGLS1PHSTK*ILGYDSEN 














KEFNAEVRRKHIMGQKFADDL 














HCLI EEDENASKK 


27350 


57718 


A 


27513 


164 


431 


EFFFSTSNIGVYLQI1HIVGKPI*H 














/YLV*ILSY*HLAARTISSKIKSN 














SLVPCASNRGDVGSTRRPRVTR 














RS VRYS APAAPLRSPLFA R 


27351 


57719 


A 


27514 


1307 


1947 


TNEGSGNSAPLFSGARNQTRM1 














VRGTNR/DIICQIAYARTEGDM1 














VCTAYVHELPKYGVKVDLTNY 














AAAYCTGLLLDRRLLNRFDMD 














KI Y EG Q VE ATGDDYN V VSIDG 














QPEVHRKHIMGHNVADYMCY 














LMEEDEDGYKKQFSQYMKNSV 














TPDMMEEMCKKAHAAIRESPV 














CEKKPrCKEVKKKKWNRPKMS 














LAQK.KDWVAQKKASFLRAQE 














RAAES 


27352 


57720 


A 


27515 


1 


987 




27353 


57721 


A 


27516 


1521 


1641 




27354 


57722 


A 


27517 


2 


614 


ILSRVVEFPLTAEVPPELLAAAG 














FFHTG HQDKVRCFFC YGG LQS 














WK.RGDDPWTEHAKWFPSCQFL 














LRSK.GRDFVHSVQETHSQLLGS 














WDPWEEPED\EPLWPPPSLPLG 














TLSCPHPGERSSLKVPRSQEGSV 














yrRrKOKuUrLory/lJAKJJV bA 














QLRRLQEERTCKVCLDRAVSIV 














FVPCGHLVC\AECAPGLQLCPI 














WQKPPSRSR 


27355 


57723 


A 


27518 


3 


89 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27356 


57724 


A 


27519 


1 


1618 


ASSHVETRAHAEERLLKKLFSG 
YNKWSRPVANISDVVLVRFGLS 
IAQLIDVDEKNQMMTTNVWVK 
QEWHDYKLRWDPADYENVTSI 
RIPSELIWRPDIVLYNNADGDFA 
VTHLTKAHLFHDGRVQWTPPA 
IYKSSCSIDVTFFPFDQQNCTMK 
FGSWTYDKAKIDLVNMHSRVD 
QLDFWESGEWVIVDAVGTYNT 
RKYECCAEIYPDITYAFV1RRLP 
LFYTINLIIPCLLISCLTVLVFYLP 
SECGEKITLCISVLLSLTVFLLLI 
TEIIPSTSLVIPLIGEYLLFTM1FV 
TLSIVITVFVLNVHHRSPRTHTM 
PTWVRRVFLDIVPRLLLMKRPS 
VVKDNCRRLIESMHKMASAPR 
FWPEPEGEPPATSGTQSLHPPSP 
SFCVPLDVPAEPGPSCKSPSDQL 
PPQQPLEAEKASPHPSPGPCRPP 
HGTQAPGLAKARSLSVQHMSS 
PGEAVEGGVRCRSRSIQYCVPR 
DDAAPE\QMARLPAPWPLATPT 
RLSSH PQTSPLRANAHARRSPL 
RCPRVPRSRPAAPKHRPRTCPC 


27357 


57725 


A 


27520 


1 


3158 




27358 


57726 


A 


27521 


2 


237 




27359 


57727 


A 


27522 


76 


254 


PLHITFFSRACFPSLHNCCEY*Q 
PGF*TS\KTPQLWCQLRQYSFK 
HSFLVVPTCPVPLLG 


27360 


57728 


A 


27523 


86 


376 


SLEGRLSDYTPTFQGCQTTQGR 
LPWSFTLSGKSRFSGEGARACY 
KCQKSDHQAA RNACSPG FLLSRI 
PSVRDPTGNRTVQLTWQPLPEP 
LELWPKAL 


27361 


57729 


A 


27524 


I 


167 


MPEPQRPGVPPEPPPPGACYAC 
RKSGHWA\RNARSPGFLLSRVP 
SPPGPSRTPSFG 


27362 


57730 


C 


27525 


1 


381 




27363 


57731 


A 


27526 


243 


437 


VTSTVRQTPATSPAHKNFQMPE 
PQRPGVTPEPSPPGACYKCQKS 
DYQA\RNACSPGFLLSRVPSV 


27364 


57732 


B 


27527 


88 


1485 




27365 


57733 


A 


27528 


1 


3759 




27366 


57734 


A 


27529 


36 


438 


RNDRVRPHRDVYSLQGRLSDH 
SPTFQGCQTTQGRLPWSFTLSG 
KFRFSGEGATTSPAHKNFQTPE 
PQWPGIPPEPPPTGACYTCRKSG 
HWA\RNARRPGFLLSRIPSVWD 
PTENRTVQLTWQPLPEPLELWP 
KAL 
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SEQ 10 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27367 


57735 


A 


27530 


314 


691 


SLQGHLSDYTLTFQGCQTTQGH 
LPWSFTLSGKSRFSEEGTKGDV 
SGSQDNCGERVSRQTREQRSLH 
HRQGACYTCRKSGHWA\RNAR 
CPGFLLSCVPSVWDPTENRTVR 
LTWQPLPEPLELWPKAL 


27368 


57736 


A 


27531 


383 


2907 


RSPTSKTKDICHRSWRRGL/WV 
NKASEDGEDLDRDVSVASN1EP 
WTGWCRAAPLQADLGPNSSSA 
SAPPPYNPFITSPPHTWSGLQFR 
SVTSPPPPAQQFTLKKVAGAKG 
1V1CHALKRLKPVITRLLQHGLL 
KP1NSPYNSP1LPVLKPDKPYKL 
VQDLRLINQIVLPIHPVLGIIGLT 
SSVRRDAGQDLKRDRAEFLLG 
DEVHHPHRRR1AEARRLLLGQH 
FDPLHRLIGQVLELGEARYAPP 
VEQHHRLAPARRTGQRLHPLE 
QFGQAGRAQRRNRLG1EHRDR 
LDRPDDGAGNALAGDGDFRRG 
CLFAGIGIRPRYCRYRQSQDDR 
RPSHAAPRPRALPIPHRPATPIA 
DVMVMFSVAI MSQLRLVLRHI 
DG1SRWPPAVVF1TDVKIWLVY 
PSDDCR1RSNDRDDMQGEAPA 
MSJVTNAAARVGDP1GHSFSQGL 
FGEALDGLFFARRSEVDMRAG 
NLGRL1ARGLSGGRWTPADGQ 
LTLG SR D VF1NG PP ATMTIRSTG 
QCRQHSGLRTVTRTETDSIGPIE 
VPADAYWGAQTERSLENFPFG 
AREQMPIGIVHALAIVKKAAAR 
INRGHGLAGEKADAIESAAHDV 
IEGRHDDQFPLVIWQTGSGTQS 
NMNANESSNDTFPTALHVAAA 
L A VTKQL FSALDRLH A ALDAK 
AKE WDS IV KIGRTHLQD ATPLT 
LGQEFSGYVQQLANARDRIEGT 


27369 


57737 


A 


27532 


929 


1227 


PENGTFEFSILQ VLDNSCH K.MG 
KWS/RGA*RPGILLHIGPSLVSA 
PNVTHPKSFFFLSFLFLRSPPQV 
PSPLNPSFLWTHLTSPLLPRLLL 
ARLSQVPILT 


27370 


57738 


A 


27533 


98 


412 


LGSGDLPWEINPLSSCSLLCEKH 
PPTTSGPQTDQPKKH LTNFKSG 
ACYMCRK\SGHWA/RANARSPG 
FLLSRIPSVWDPT*KFGLVQLTL 
GKPLPEPLELRP\RLSD 


27371 


57739 


A 


27534 


14 


249 




27372 


57740 


A 


27535 


49 


341 




27373 


57741 


A 


27536 


392 


571 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


27374 


57742 


A 


27537 


1 


1590 


MPNGTNESHRYNASERSQTQK 

DEQTGKTVGPPEWTPLVRRNG 

GDSGLDFHFFAEKLKI1VDSAG 

RAGTGHMRPPAVHFGHRGQA 

MITLSPLRAKQKAVLQKPPPLT 

STYSLMLPLFLPDKRPPTTEWF 

LPVMEDAHELTLAWLMLALYR 

KPNASVQGSAQEETLCVFRVKE 

PLEWQALFADVHSGVNDKGPN 

INCSL YEH IKN VS EIVLN LAQTQ 

KNPAHSDPSSTPAGCM\PGTTA 

GGSAVMSACCPSPAAPGPLPGP 

ATGSC/SPSAAPRPPDPPPGHPE 

GIMAIRAAPSCLGACITLQDEET 

CEQTHTHSRIYM1YLFARCLLH 

AIARGRSRKCAASAGGTCPHVR 

VPGGGSYFRVSLQGQQTHWMR 

PENGFSTCVRTKSRRCPIIREQH 

PTKIPKA LTAN ANQ A FFLL VNG 

HSMVASPHQSQRRADLGGFWR 

DASSSLLANSQVQVCGSLRKRP 

HGWVVPFSLRCVAPLTADDSR 

LRTASLEMSTPPMI 1VQDDWQL 

RRGL P AGNT A V TV S EL I YLN AN 

GRLQVEKFLF 


27375 


57743 


A 


27538 


279 


759 




27376 


57744 


A 


27539 


443 


696 




27377 


57745 


A 


27540 


1 


179 




27378 


57746 


A 


27541 


3 


1237 




27379 


57747 


A 


27542 


4 


152 




27380 


57748 


A 


27543 


760 


908 




27381 


57749 


A 


27544 


203 


570 




27382 


57750 


A 


27545 


312 


500 




27383 


57751 


A 


27546 


1 


441 




27384 


57752 


A 


27547 


1 


630 




27385 


57753 


A 


27548 


1 


1254 




27386 


57754 


C 


27549 


236 






27387 


57755 


C 


27550 


220 


398 




27388 


57756 


c 


27551 


254 


445 




27389 


57757 


A 


27552 




2742 




27390 


57758 


A 


27553 




744 




27391 


57759 


A 


27554 


1135 


1751 


RPGSTLQVRQNYHQGLRRPP1N 
R\QINLE\LYAS\YVYLSMSY\YF 
DRD\DVALKNFAKYFLH\QSHE 
E\REHAEKT* *KL\QNQRRLAEF 
FLQDYQRNQD\CDDWGRAGLN 

\A\iVlfc,UALAr WlsJvN VcMbn I W 

NLHKL\AT\DKN*PPIWCDFHW 
RH1YLE*AG*KAIKRIWGDHVN 
QTFA/RKMGSAPNLGFGEYLF* 
QSTPWGDSDNESSPWG 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


tocatiun of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27392 


57760 


A 


27555 


224 


547 




27393 


57761 


B 


27556 


22 


130 




27394 


57762 


A 


27557 


1 


408 




27395 


57763 


A 


27558 


1 


101 1 




27396 


57764 


A 


27559 


56 


822 




27397 


57765 


A 


27560 


146 


411 




27398 


57766 


A 


27561 


1 


885 




27399 


57767 


A 


27562 


115 


1200 




27400 


57768 


A 


27563 


791 


1114 




27401 


57769 


A 


27564 


67 


401 


RLGSSGREV1HPGERGLENNVC/ 
H * SSGNQEN ELEMNKTANGDC 
RRDPRERSRSPIERAVAPTMSLH 
GSHLYTSLPSLGLEQPLALTKN 
SLDASRPAGLSPTIATPGERQQN 


27402 


57770 


A 


27565 


109 


345 


HPLF1FPDPLPPPTFHPLIGPRMC 
FSPGLALCPHPNLILNCSSHNSY 
VLWEGPGGK*FESWGRFPHDT 
VLVIVNKSHKI 


27403 


57771 


C 


27566 


63 


167 




27404 


57772 


A 


27567 


231 


314 




27405 


57773 


C 


27568 


99 


323 




27406 


57774 


A 


27569 


1 


1347 




27407 


57775 


A 


27570 


192 


269 


WFYKGEFLCTHS/HCLLPRKTC 
LLPAAM*YCDSQFSMAGETSQS 
WQKAKEEQRHILHGGRQKARL 
TWQQAGECVHRNSPL 


27408 


57776 


A 


27571 


107 


797 


AQWRRAAPPAAGVTCPFRLQP 
GMETPLDVLSRAASLVHADDE 
KREAALRGEPRMQTLPVAS\AL 
SSHRTGPPP1SPSKRKF\SMEP\G 
DEDLDCDNDHVSKMSVRIFQPPI 
LNKTANGRLARRDPRERSRSPI 
ERAVAPTMSLHGSHLYYTSLPSL 
GIAEQPLALTKNSLDASRPAGLS 
PTLTPGERQQN RPS V ITCASAG 
ARNCNLSHCPIAHSGCAAPGPA 
SYRRPPSATCV 


27409 


57777 


A 


27572 


1 


1686 




27410 


57778 


A 


27573 


1 


1614 




27411 


57779 


B 


27574 


208 


366 




27412 


57780 


A 


27575 


15 


1729 




27413 


57781 


A 


27578 


1 


1614 




27414 


57782 


A 


27579 


308 


464 


KAHHHWSLEKCKSEPQ* DTISW 
TWMKLETIILSKLPQEQKTRNC 
MFSLISGS 


27415 


57783 


A 


27580 


291 


378 




27416 


57784 


A 


27581 


2 


91 




27417 


57785 


A 


27582 


439 


519 




27418 


57786 


A 


27583 


2 


91 




27419 


57787 


A 


27584 


2 


91 




27420 


57788 


A 


27585 


2 


91 
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SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27421 


57789 


A 


27586 


50 


394 




27422 


57790 


A 


27587 


1 


666 




27423 


57791 


A 


27588 


2 


91 




27424 


57792 


A 


27589 


5 


91 




27425 


57793 


A 


27590 


884 


991 




27426 


57794 


A 


27591 


290 


460 




27427 


57795 


A 


27592 


86 


349 




27428 


57796 


A 


27593 


2 


89 




27429 


57797 


A 


27594 


723 


882 




27430 


57798 


A 


27595 


255 


352 


TGTWMKLETIILSKLTQE\QKTK 














HCMFSLISGS 


27431 


57799 


A 


27596 


1 


1685 




27432 


57800 


B 


27597 


82 


263 




27433 


57801 


A 


27598 


491 


816 


RHRGAQRKAFLQRVNCGLCCT 














WNLCPQKLRGRKWPVQVS\PA 














AGRDPGGPLL*PEGTLWGAPFC 














LGAPPPLLTAACAPAAGRAGGT 














RGAAPACPEDRTNAHSQHHHP 














HV 


27434 


57802 


A 


27599 


645 


1142 




27435 


57803 


A 


27600 


218 


326 




27436 


57804 


A 


27601 


181 


2316 




27437 


57805 


A 


27602 


2 


238 




27438 


57806 


A 


27603 


709 


1416 




27439 


57807 


A 


27604 


3 


501 


SSRALRLLG VVV RJRQAGTM A 














VTKELLQMDLYALLGIEEKAA 














DKEVKKAYRQKALSCHPDKNP 














DNPRAAELFHQLSQALEVLTDA 














AARAAYDKVRKAKKQAAERT 














QK.LDEKRKKVKLDLEARERQA 














QGQGE*GGRRESRSTRTLEQEIE 














RLREKGSRQLEEQQRLI 


27440 


57808 


A 


27605 


1 


963 




27441 


57809 


A 


27606 


135 


384 




27442 


57810 


A 


27607 


349 


679 


SETYWFFPRESQHLDLDVWPPR 














SEHHSQSTGTHSGVSESLSPRYF 














QRCNAHSPSQGHEEQYLAPWK 














HRL YQRMSDLPLNDIR* FQ YSK 














GHHRCQSNEAVQNPKQLQSLL 


27443 


57811 


A 


27608 


1590 


2758 


















27445 


57813 


A 


27610 


1 


1809 




27446 


57814 


C 


27611 


79 


309 




27447 


57815 


C 


27612 


77 


325 




27448 


57816 


A 


27613 


1 


606 
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SEQID 

NO: 


SEQID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27449 


57817 


A 


27614 


2 


686 


SQCAELSASPLSPAPGLPRHSRL 
HALLGLAMPVDLSKWSGPLSL 
QEVDEQPQHPLHVTYAGAAVD 
ELG K V LTPTQ VKNRPTSIS WDG 
LDSGKLYTLVLTDPDAPSRKDP 
KYREW\HHFL\VVNMKG\NDISS 
GTVLSG1 VG\SGP\PKGTGLHRY 
V WL V YEQG\RPLKCDEPI L\SN\ 
RSG DHRGKIQRWASLPVKK\YE 
APGPPVAGHRVTPSPKWDEPM 
CPQTVTKQLSWGK 


27450 


57818 


A 


27615 


446 


1300 




27451 


57819 


A 


27616 


2 


346 




27452 


57820 


A 


27617 


1 


305 


MA1STSGSSVPWPSA/PSGPHGR 
GSVPWGFCLATCWQSIRGQGGD 
PWSAGSGHPGTK.GASAPGPGE 
GQSGGDSGSA/GR*GSHHLPGP 
ASFRAGSGQAWDGKGK 


27453 


57821 


A 


27618 


287 


475 




27454 


57822 


A 


27619 


37 






27455 


57823 


A 


27620 


1 


367 




27456 


57824 


C 


27621 


360 


610 




27457 


57825 


A 


27622 


604 


980 




27458 


57826 


R 


27623 


8 


442 




27459 


57827 


A 


27624 


1 


2268 




27460 


57828 


A 


27625 


296 


398 


APPGPTLPWASTPSRGCT*APPG 
PTLPWASTPSRGCTSSWFMLPA 
MRRCGAPC 


27461 


57829 


A 


27626 


1 


3633 




27462 


57830 


A 


27627 


1853 


3809 




27463 


57831 


A 


27628 


1 


656 


MTI-FNQEKNKSTNTEMTMMMK 
LADKDDKTAMINMLQVVKKV 
EEAMSMMRRNKDVKNIHGRA 
RWVKPMIPALWEAKEVEGKYS 
AHNFWGSWKFKSSSRSSSSGPE 
SPARTHASFCQPDGGPTNKLGT 
KAFRVSPASSLLVDLNTQEVEII 
NVRKATPTCSLELGRKRRDGA 
AERAALDVVVV1YQLAPAAAP 
NCLNPVTSRR/PPQTPAPEGQGR 
RQSFEE 


27464 


57832 


A 


27629 


127 


273 




27465 


57833 


A 


27630 


3 


405 


AAFHARGHRAGLSASSCSWRC 
CPSSSAPCAPYAAPAARMLQTC 
LKQSPAGMPPASPSSPAAHSWG 
STSFSKYSPRSTSTSCCPCISSCW 

t!>WrLr I roorL INM'rrAjr rlN 

RQYQLLFTQGSGENKEKDHQL 


27466 


57834 


A 


27631 


689 


987 




27467 


57835 


A 


27632 


228 


527 
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SEQ ID 

NO; 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27468 


57836 


A 


27633 


108 


441 




27469 


57837 


C 


27634 


156 


287 




27470 


57838 


A 


27635 


2 


363 


RFTKVEMKEKAMLSAAREKGR 
VTHKGKPISLKADLSAETLQAR 
REWGPIFNILKEKNFQPR1SYPA 
KLSF1 SEQE 1 K. Y FTDKQMLRDF V 
ITRPALKELLKEALNMERNNW 
YQPLQKHAKL 


27471 


57839 


A 


27636 


2 


367 




27472 


57840 


A 


27637 




936 




27473 


57841 


A 


27638 


1 


865 




27474 


57842 


A 


27639 




1287 




27475 


57843 


A 


27640 


1 


2565 


MGPGARLAALLAVLALGTGDP 

ERAAARGDTFSALTSVARALAP 

ERRLLGLLRRYLRGEEARLRDL 

TRCNDETITYLLDKRLTVLTAA 

N1PYSSPENGAKRRRQDAFPPIH 

YNTQDALLQYLSGVGWGAPPA 

AQAHRDAPFVDSIAQVLLRTSG 

GSAEASGWSLRSRWAVGGATG 

SWVLSKGDRASLGERVVTGWA 

TLNVGRSFAYCLTTCVQPPLDV 

G PRKEH APRPPSLSPTSTRQRGQ 

SERSQDANGRRKQKTKSEPERF 

EDAVLLAGFKVEEEPVQRPRRK 

EWFQGPSPGHCCPAQPQDSAPC 

1LATHAPARAQNAPGTAWAAA 

LEGTSTVSLDHFHVVGVVVVS 

GGEI1LLLSFRFYDKVLSLHEDS 

TTPVAN PLLAFTL I KRLQSDWR 

NWHSLEASENIRALKDGYEKV 

EQDLPAFEDLEGAARALMRLQ 

DVYMLNVKGLARGVFQRVTGS 

A1TDLYSPKRLFSLTGDDCFQV 

GKVAYDMGDYYHAIPWLEEA 

VSLFRGSYGEWKTEDEASLED 

ALDHLAFAYFREQSSSPATEQS 

WMENDFDELREEGFRRSNYSE 

LQEEIRTNGKEVKSFEKKLDEW 

1TR1TNAEKSLKDLMELKTKAR 

ELRDECRSLSSRCNQLEERVSV 

M EDEMNETKRGEKFREKRIKR 

NEQSIQEIWDYVKRPNLRLIGV 

LtoLIKblNu 1 js.Le.IN 1 H^UliytiiNr 














APAAEGAGRIS/PCSRHSPAGLE/ 
WLCPHLCALF*QCPP/PTCHQSA 
SPR\WP*G/RPAAGPHPPAATVA 
PKRKGKTKSSTRE 


27477 


57845 


A 


27642 


237 


561 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


27478 


57846 


A 


27643 


3 


461 


TRTRRGSRTAEAR*CTPGWRPA 

GRRSALCSRGHLGP*RPPRTRS 

GAAPGPHSPCGRPDGAPCSRLP 

PHRSRSPPHGSHVPAAGWLSAG 

PHQRWPAAAAGPGTDQCRVVG 

PERASPH1 WK.G STVPFLPS WTFL 

RVLSVPGCSLPRCCWLGHCQ 


27479 


57847 


A 


27644 


2 


159 




27480 


57848 


A 


27645 


1 


243 




27481 


57849 


A 


27646 


219 


462 




27482 


57850 


A 


27647 


256 


427 




27483 


57851 


A 


27648 


1 


954 




27484 


57852 


A 


27649 


2 


4690 




27485 


57853 


A 


27650 


1 


1275 




27486 


57854 


A 


27651 


1 


867 




27487 


57855 


A 


27652 


1 


472 




27488 


57856 


A 


27653 


2 


1215 




27489 


57857 


A 


27654 


3 


401 




27490 


57858 


A 


27655 


712 


1245 




27491 


57859 


A 


27656 


2 


1 178 




27492 


57860 


A 


27657 


278 


339 




27493 


57861 


A 


27658 


1 


1407 




27494 


57862 


A 


27659 


1 


687 




27495 


57863 


A 


27660 


484 


776 




27496 


57864 


A 


27661 


299 


1318 




27497 


57865 


A 


27662 


1 


960 




27498 


57866 


A 


27663 


122 


282 




27499 


57867 


A 


27664 




600 




27500 


57868 


B 


27665 




375 




27501 


57869 


A 


27667 


356 


439 




27502 


57870 


A 


27668 


49 


360 




27503 


57871 


A 


27669 


2 


580 


GRVGCGGPWAARVGERIPNMA 

GRKLAS*KPTD*VAFARD/IIPQ 

NPKAPLPSFLKS\WNGDPSPSRL\ 

AALP*ESHPAI\DWA*LPRPNVA 

QGLAWVDDFE\KKFNAAERFPC 

PEDK\YTAQVDA\EEK\EDVKSL 

C/AEWVSLSKA\RIVEYEKEME 

k'N/Ifc'MT TP\EnnH/tT\IRrH MPAPP 
K.lVlK.INl_*tr\rlJl^lvi t XIniJLlNrj-Arr 

ETKLDKKKYPYWAHQP\IENL 


27504 


57872 


A 


27670 


1 


675 




27505 


57873 


C 


27671 


137 


1357 




27506 


57874 


A 


27672 


1 


1032 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27507 


57875 


A 


27673 


3 


938 


MANNPGANGQ\PGGPGGPGMG 

K PRCF/RG E V FG I V IRG RG SRP/R 

GRGRGR\GRGARGSKGRG*RD 

WWPVHQVGA ALVKDH* RSKF 

PWKEIYLFSLPH/IKESEIIDF\FL 

GGLLSKDEGFE*LCPVQEQ\TRA 

G PA ATR\FKAFCC YPGTTNGUI V 

G\LGVKCSQE\VAHRPFRGAI\IL 

AKL\SIVPVR\RGYWGNKIRKP\ 

HTVP\CKVT\GRCGSVLVRLIP/S 

QPRGTGI VS APVPN KL\L M MAG 

IDDCYT\SARG\CTATLG\NFAK 

AT\FD\AISKTYSYLTPDLWKET 

VFTKSPYQEFTDQLVKDHTRVS 

VQRTQAPAVATT 


27508 


57876 


A 


27674 


1 


864 




27509 


57877 


A 


27675 


2 


752 


RRAHAC A RRRRKKEMLG VN VL 
TSHSSQERMKLTFKKICAVNFA 
DAAAAQGPLLPAMVNPTMFFH 
IAVDGEPLGCVSFEVRGLESKK. 
*LLI*SIKLC*QIG\LFADKVPKT 
AENFIIALSTGEKGFGYKGSCFH 
R11PGFMCQGGDCE/RHHNGTG 
GKS1YTEKFEDENFILKHTGPGI 
LSMANAGPNTNGSQFFICTAKT 
EWLDGKHVLFGKVKEGTN1VE 
AMERFGSRNGKTSKKITIADCG 
QLL1SLTCVLS 


27510 


57878 


A 


27676 


3 


327 


AQELHTFEVTGQETVAQIKAHV 
ASLEGIAPEDQVVLLAGAPLED 
EATLGQCGVEALTTLEVAGRM 
LGGVAKQEKKKKKTGRAKRRM 
QYNRRFVNVVPTFGKKKGPNA 


27511 


57879 


A 


27677 


567 


838 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27512 


57880 


A 


27678 


3 


1923 


ATMAQGLEVALTDLQSSRNNV 

RHHTEEITVDHLLVRRGQAFNL 

TLYFRNRSFQPGLDNIIFVVETE 

DAVYLDSEPQRQEYVMNDYGF 

IYQGSKNWIRPCPWNYGQFED 

KIIDIC LKLLDKS LHFQTDP ATD 

CALRGSPVYVSRVVCAMINSN 

DDNGVLNGNWSENYTDGANP 

A EWTG SV AILKQ WN ATGCQP V 

RYGQCWVFAAVMCTVMRCLG 

IPTRVITNFDSGHDTDGNLIIDE 

YYDNTGRILGNKKKDT1 WNFH 

VWNECWMARKDLPPAYGGWQ 

VLDATPQEMSNGVYCCGPASV 

RA1KEGEVDLNYDTPFVFSMVN 

ADCMSWLVQGGKEQKLHQDT 

SSVGNFISTKSIQSDERDDITEN 

YKYEEGSLQERQVFLKALQKL 

KARSFHGSQRGAELQPSRPTSL 

SQDSPRSLHTPSLRPSDVVQVSL 

KFKLLDPPNMGQDICFVLLALN 

MSSQFKDLKVNLSAQSLLHDG 

SPLSPF WQDTAFITLSPKEA KTY 

PCK1SYSQYSQYLSTDKLIR1SA 

LGEEKSSPEKILVNKIITLSYPSI 

TiNVLGAAVVNQPLSIQVIFSNP\ 

LSEQVEDCVLTVEGSGLFKKQQ 

KVFLGVLKPQHQAS1ILETVPFK 

SGQRQIQANMRSNKFKDIKGY 


27513 


57881 


A 


27679 


1 


756 




27514 


57882 


A 


27680 


1 


2601 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


rsucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27515 


57883 


A 


27681 


1 


1677 


MARKDLPPAYGGWQVLDATP 

QEMSNGVYCCGPASVRAIKEG 

EVDLNYDTPFVFSMVNADCMS 

WLVQGGKEQKLHQDTSSVGNF 

ISTKS1QSDERDDITENYKYEEE 

HFEAFQSVAQALPITRPFSWILRP 

F* RP* RKISTSFIRPLFTFL/LRLM 

NAHPEFRMAMKDAKTYPGKIS 

YSQDSQDLSTDKLIRISALGEEK 

SSPEKJLVNKIITLSYPSITINLLA 

RVLSPSLPGPAGLASRSEYGPA 

KPTPTGNS S WPAS AARSPG SRP 

CLSLHTSPQAEGAGSGLDQPRE 

RLPQCSGELKGSSSAARMGAE 

NEEAPRASEGCQGCQQAVTSQ 

QDGGPLLQNRFFWDCGDENGA 

DAVYLDSEPQRQEYVMNDYGF 

IYQGSKNWIRPCPWNYGQAASP 

WRYGQWWVFAAVMCTALGIK 

SCDFQAA RN N EEHHTKA LSSRR 

LFVRRGQPFTIILYFRAPVRAFL 

PALKKANKGKLESFSYICFFSIV 

FGSKNSYAKVAYLEVAYPATL 

QNGALRKYLVLGAAVVNQPLS 

IQV1FSNPLSEQVEDCVLTVEGS 

GLFKKQQKVLIP 


27516 


57884 


A 


27682 


1 


1653 




27517 


57885 


A 


27683 


3 


2170 




27518 


57886 


A 


27684 


2 


244 


ACPSTSTSHCRGATCSCSRTS\C 
SGVLQHSLRHCASGRGFSSRCP 
ACCGSPGLGLPAALPPAAWGL 
QIAPSPQGTPGNSQS 


27519 


57887 


A 


27685 


618 


851 




27520 


57888 


A 


27686 


78 


240 




27521 


57889 


A 


27687 


860 


1246 




27522 


57890 


B 


27688 


1 


2301 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= P ossible nucleotide insertion) 


27523 


57891 


A 


27689 


1 


1719 


MHNTDGMRFLSHWGYRQALSI 

SKPASASLHPSSKTKPLGTQSKT 

VVAKRNREHGKKERSSSPAME 

QSWMENDFDELREEGFRRSNY 

SELREDIQTKGKEVENFEKNLE 

ECITR1TNTEKCLK.ELMELKTK 

ARELREECRSLRSRCDQLEERR 

KQERSK 1 DTLTSQLKELEKQEQ 

THSKAGRRQEITKIRAELKEIET 

QKTLQKINESRSWFFER1NKIDR 

PLARLIKKKREKNQIDTIK.NDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDTFLDTYTLPRLN 

QEEVESLNRP1TGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

HINRAKDKNHMIIS1DAEKAFD 

KIQQPFMLKTLNKLVLEVLARA 

IRQEKEIKGIQLGKEEVKLSLFA 

DDM1VYLENPIVSAQNLLKLLS 

NFSKV SGYK IN VQKSQAFL YTN 

NRQTESQIMSELPFTIASKRJKY 

LGIQLTRDVKHLFKENYKPLLK 

EIKEDTNKWKN1PCSWV\GRIN1 

VKMAILPKVjYRFNAVPIKLPM 

TFFTEL EKTTLKF I WNQKRA CIA 

KSILSQKNKAGGITLP 



3650 



wo 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


ocation of first 
codon for peptide 


Nucleotide location oDast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27524 


57892 


A 


27690 


1 


1902 


MNAKALPTLSPLPQATTESVSL 

TQERSSSPATEQSWTENDFDEL 

REEGFRRSNYSELREDIRTKGK 

E VENFEKN LEECITR1 INTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSAMEDEMNEMK. 

REGKFREKRJKRNEQSLQEIWD 

YVKRPNVRLIGVPESHGENGTK 

LENTLQDIIQENFPNLARQANIQ 

IQEIQRTPQRYSSRRATPRHIIVR 

FTKVEMKERMLRAAREKEIQT 

T1REYYKHLYANKLENLEEMD 

KFLDTYTLRRLNQEEVESLNRPI 

TGAGIEAIINSLPTKKIPGPDGFT 

AEFYQRYKEELRIKYLG1QFTR 

DVKDLFKENYKPLLKETKEDTN 

K.WKNIPCSWVGR1NIVKMAILP 

KVIYRFNAIP1KLPMTFFTELEK 

TTLKFIWNQKRARIAKSILSQK 

N KAGG1TLPDFKL Y Y KATVTKT 

AWYWYQNRD1DQWNRTEPSEI 

MPHIYNYLIFDKPEKMKQRGKD 

SLFNKWCWENWLAICRKLKLD 

PFLTPYTKINSRW1KDLNVRPKT 

IKTLEENLGITIQD1DMGKDFMS 

KTPKAMATKAK1DKWDLIKLK 

ELLTAKETTIRVNRQPTKWEKI 

FTTYSSDKGL1SR1YNEL/KQIYK 

KKTNNPIKKWAKDM 


27525 


57893 


A 


27691 


1 


2781 


MGKKQNRKTGNSKKQSASPPP 
KERSSSPATEQSWMENDFDEM 
REEGFRRSNYSELREDIQTKGK 
EVENFEKNLEEC1TR1TNTEKCL 
KELMELKTKARELREECRSLRS 
RCDQLEERVSVMEDEMNEMN 
DGENGTKLENTLQDIIQENFPN 
LARQANVQIQEIQRTPQRYSSR 
RATPRH1T V RFTKVEMKEKM L R 
AAREKDFKPTK.1KREKEGHYIM 
VKGS1QQEELT1LKIYAPNTGAP 
RFTKQ V LSDLQRDLD 


27526 


57894 


B 


27692 


1 


756 




27527 


57895 


B 


27693 


1 


1743 




27528 


57896 


A 


27694 


1 


1407 




27529 


57897 


A 


27695 


3 


391 




27530 


57898 


A 


27696 






SS VFLGDPPIL1GN 1CEIVICLSS VL 
LrNGSINFLHPFREDKGAVDVP 
GVATQQL1LLNDPVLTASEILG\ 
LVSSLSK*TSPPIPGPGGNA*AR 
QPSCP*KGELSWRSAPSLVQFSS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27531 


57899 


A 


27697 


1 


1783 


MGARAGGSCSCLMWLLLASG 

HFMGCVAAGDTVGPEKERSCY 

TITLLQSKLSYSFGKNNKNFQL 

RKCLQTVDNLFVPNQNGYYCH 

SQTSLDRAQIDLNGRIRNGSVY 

SAHSTNSLNNPQPYLQPSPMSS 

NPS1TGSDVMRPDYLPSHRHSA 

VIPPSYRPTPDYETVMKQLNRG 

LVHAERQSHSLRNLNIGSSYAY 

SRPAALVYSQPEIREHAQLPSPA 

AAHCPFSLSYSFHSPSPYPYPAE 

RRPVVGAVSVPELTNAQLQAQ 

DYPSPNIMRTQVYRPPPPYPPPR 

PANSTPDLSRHLYISSSNPDLITR 

RVHHSVQTFQEDSLPVAHSLQE 

ERSSSPATEQSWTENDFDELRE 

EGFRRSNYSELREDIQTKGKEV 

ENFEKSLEECITRITNTEKYLKE 

LMELKTKARELCEECRSLRSQC 

DQLEERVSAMEDEMNEM KRE 

GKFREKRIKRNEQSLQEIWDYV 

KRPNLRLIGVPESDGENGTKLE 

NTLQDIIQENFPNLAKQANVQ1 

QEIQRTPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKGRVT 

LKG/1THQT/RQR1SRQKLYKPEE 

SGGQYSTFLKKRIFNPEFH1QPN 


27532 


57900 


A 


27698 




1046 




27533 


57901 


A 


27699 




3585 




27534 


57902 


A 


27700 


937 


1119 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27535 


57903 


A 


27701 


1 


2231 


MGKKQSRKTGNSKKQSASPPP 

K ERSSTP ATEQS WSENDFDEL R 

EEGFRRSNYSKLQEEIQTKGKE 

VKHFEKNLDECITRITNREKCL 

KELMELKAKARELREECRSLRS 

QCDQVEERT\LARLIKKKREKN 

QIDAIKIDKGDITTNPTETQTTIR 

EYYKHLYTNKLENLEEMDKFL 

DTYTLPRLNQDDVESLNRPITG 

SE1EAINHSLPTKKSPGPDRFTA 

KFYQSLPSSCDYGHAPAHPDVF 

RVSSFWWVRGLAGSGVK.LQTF 

AVSVTALKAARLELFIPPDSGA 

QLASPSGSLTRTGGGAACQSHA 

VCPHSSAFGWSMGLGAMEQG 

A ALIGEARASREPM EE VGGSG 

MAACRSQALPRGQLRPSEKSRA 

APEHSSSPAMEQSWMENDFDE 

LREEGFRRSNYSELREDIQTKG 

KEVENFEKNLEECITRITNTEKC 

LKELMELKTKARELREECRSLR 

SRCDQLEERV S A MEDEMN EMK 

QEGKFREKRIKRNEQSLQEIWD 

YVKRPNLHLIGVPESDGENGTK 

LENTLQDI IQENFPN L ARQ AN IQ 

IQEIQRTPQTYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKGDSV 

ERSFSNKAELLFQLHGHQRESL 

SKKE AQ V WRDKGL Y FRKGLLD 

QAQSWSRQVAS1LGAQIQVEGS 

PEQRLENVELAGGHLNTLKAIP 

MVAVAGGISFKCGAVLLLGAA 


27536 


57904 


A 


27702 


596 


1593 


KPRLENYVKNAEASGANAINW 
KKGY/LVMEDEMNEMKQEGKF 
REKRLKRNEQSLQEIWDYVKR 
PNLRLIGVPESDGENGTKLENT 
LQDIIQENFPNLARQATVHIREI 
QRTPQRFSLRRSTPRHIVRFSKV 
ETKEKMLRAAREKEIQTTIREY 
YKHLYTTKLENLEEMEKFLDT 
YTLPRLNQKEVESMKRPITSSEI 
EAVINILPIKRSPGPDGLTATFY 
QRYKEELERSSSPATEQSWMEN 
DFDELREEGFRRSNYSELREDIQ 
TKVKEVENFEKNLEECITRITNT 
EKCLKELMELKTKARELREECR 
SLRSRCDQLEERVSAMEDEMN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27537 


57905 


A 


27703 


717 


1803 


STGRKAPHHTYSK1DH1LGSKA 
LPSKCKRT/E/I1TNCLSDHSAIKL 
ELRIKKPTQNPSTTWKLNNLLL 
ND Y W VNKEMK.SEI KM FFETNE 
NKNTTYQNLWDAFKAVCRGK 
FIALNA HKGKQE RSK1DTLTSQ 
LRELEKQEQTHSKVSRRQEITKJ 
RAEPKEIETQKTLQKINESRSWF 
FERINKIDRRLARLIKKKREKNQ 
RDAIKNDEGDITTDPTEIQTTIR 
EYYKHLYANKLENLKEMDKFL 
NTYTLPRLNQEEAESLNRPIAGS 
EIVAIINSLPTKKSPGPDGFTAEF 
YQRYKEKLVFGAGYFGMWAL 
AALPSNLLKLSQLCQEAAEVNV 
LVQFVCICPAQEPTEIDVLFSVL 
PPLSLILN 


27538 


57906 


A 


27704 


407 


1696 


N1LRNAVPHQQQNKA* RRMTL 

TS*EKKASDDQTTPSYRRKFKA 

KAKKLNT/YEKNLDECITRITNR 

EKCLKELMELKAKARELREEC 

RSLRSQCDRLEERVSVMEDEM 

NEMKREGKFREKGIKRNEQSL 

QE1WDYVKRPNLHL1GVPESDR 

ENGTKLENTLQD1IQENFPNLAR 

QANIQIQEIQRMPQRYSSRRATP 

RH11VRYTKVEMKEKMLRAAR 

EKGRVTHKGKPIRLTADLLAET 

LQARREWGPIFNILKEKNFQPR] 

SYPDK.LRFISEGEIKYFTDKQML 

RDFVTTRPAL1EALKEVLNMER 

NNRSPSSSPATEQSWMENDFDE 

LREEGFRRSNYSELREDIQTKG 

KEVENFEK.NLEECITRITNTEK.C 

LKELMELKTKARELREECRSLR 

SRCDQLEERVSAMEDEMNEMK 

rvE. Kj Is. r lvbiS.JN IN IvrvJs. 


27539 


57907 


A 


27705 


2597 


5904 




27540 


57908 


A 


27706 




675 




27541 


57909 


C 


27707 


137 


1357 




27542 


57910 


A 


27708 


1 


1032 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27543 


57911 


A 


27709 


3 


959 


MANNPGANGQ\PGGPGGPGMG 

KPRCF/RGEVFG1VIRGRGSRP/R 

GRGRGR\GRGARGSKGRG*RE 

WNAVHQVGAALVKDH*RSKFP 

WK.EIYLFSLPH*RNQRIIDF\FLG 

GLLSKDEGFE*LCPVQKQTRA\ 

GQPHPGFKAVFVAIGDYYNGHV 

GLGWKCSKEWATGHPVGAIIVL 

AKLSI RPRC AEG YLGNKVL AKP 

\HTVPLQGDKGRCG\SVLVRLH 

PLHPRG\TGI\VSAPVA\KKLLM 

MA\GIDDCYTLS/ARGCTATLG 

QIWPRAT\FDAISKTYKLP*PPD 

LWKETVFTKV\PYQ\EFT\DHLV 

KDPHPESSVQQDSELQLVATT 


27544 


57912 


B 


27710 


50 


1598 




27545 


57913 


A 


27711 


1 


3916 




27546 


57914 


A 


27712 


334 


462 


PAF1TVNKCSSARKL1QV*GPVA 
CRV H 1LPL V VRCPPKPGTTG 


27547 


57915 


A 


27713 


256 


654 




27548 


57916 


A 


27714 


1 


855 




27549 


57917 


A 


27715 


211 


436 




27550 


57918 


A 


27716 


19 


319 




27551 


57919 


A 


27717 


987 


1392 


RHCLCSPSRSSESLQPTASSSSA 
RSSPSPPASQPVPPGPAGAAAAP 
HPPCCPPESTCWTWPC*SPLCH 
WAVA*ARSGPGPLGECFETHGP 
HGCPPGQSPRPPQ*APSAWWTE 
VQPR*PRPAPEGSSRRPPPPGAP 


27552 


57920 


A 


27718 


285 


1266 


RSQIQRGTDRAPKCTSGPP\HRV 
AQPQDDAPREEPPYLPNGMPPG 
RDAPHLPDWAASQRGSSHPRR 
WPPSQRRSLLPRRVADRPEAAI 
SALWEAKAGGWETLPEMEITIH 
NKTRQSKR1THQTNRPNTSSKTI 
R1TKTDLTSWETQSPGSPDRHR 
KPSTATKHNRFSKIYSRFSIFQC 
DQGLNGRCGQGKGAGKEQRM 
QEQGENFQAPPFQSHPALRSLQ 
MQQVQTEEHFGTLECGKLAQC 
SFHPTREEDRNQDGKTDMLHF 
KLELPLQSTEHVLGVQLILTFSY 
RLHSCGIPSVLSRYPYFSMLAFG 
1LSRTLRRFVTVSSLLITGI 


27553 


57921 


A 


27719 


1518 


1779 


ARSGPGPLGECFETHGPHGCPP 
GQSPRPPQ*APSAWWTEVQPR* 
PRPAPEGSSRRPPPPGAPCPAQP 
PTRRCPGRHQTPPAAGAAVP 


27554 


57922 


A 


27720 


507 


1114 




27555 


57923 


C 


27721 


80 


223 





3655 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X~Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 


27556 


57924 


A 


27722 


1 


2373 




27557 


57925 


A 


27723 


2 


272 


RA RTPPLWPRA RGPGSRVSG AP 














WFLLDLAGGGFLPPAVLCDLSA 














ASSTVSGRSNPHC*AWGGLEFF 














GEVERAESGFPVPEPSLISEMPH 


27558 


57926 


A 


27724 


195 


489 




27559 


57927 


A 


27725 


210 


1308 




27560 


57928 


A 


27726 


203 


474 




27561 


57929 


A 


27727 


224 


892 




27562 


57930 


A 


27728 


1 


457 




27563 


57931 


A 


27729 


3 


1325 




27564 


57932 


A 


27730 


322 


512 




27565 


57933 


A 


27731 


621 


737 




27566 


57934 


A 


27732 


441 


588 




27567 


57935 


A 


27733 


1 


792 




27568 


57936 


A 


27734 


8 


488 


SGCRNSARADADPSLHASPPAP 














TMATVQLLEGRWRLVDS\KGF 














DEYMKE\LGVGIALRKMG\AMP 














KP\DCIITCDGKNLT\IKTESTLK 














TTQFSCTLGEKFEETTADGRK.T 














QTVCNFTDGALVQHQEWDGK 














ESTJTRKLKDGKLVVECVMNN 














VTCTRIYEKVE 


27569 


57937 


A 


27735 


861 


2161 




27570 


57938 


A 


27736 


349 


625 




27571 


57939 


A 


27737 


1 


630 


MAQE TNHSQVPMLCSTGCGFY 














GNPRTNGMCSVCYKEHLQRQN 














SSNGRISPPATSVSSLSESLPVQC 














TDGSVPEAQSALDSTSSSMQPS 














PCIK\QSLLSESVASSQLDSTSVD 














KAVPETEDVQASVSDTAQQPSE 














EQSKSLEKPKQKKNRCFMCRK 














KVG LTGFECRCGNVSCES\HRY 














SDVHNCSYNYKADAAEEN/LE 














KENPVVVGEK1QKI 


27572 


57940 


A 


27738 


1 


1089 




27573 


57941 


A 


27739 


41 


334 


AGKMTKLEEIILEGIVNISPQ*S 














VRKGHFDTLSKG\ELKQLLTKE 














LANT\IKN1KDKAVIDEIF\QG\LD 














ANQDE\QVDFQEFIS\LVAIALK 














AAHYHTHKE 


27574 


57942 


A 


27740 


1 


519 




27575 


57943 


A 


27741 


28 


314 




27576 


57944 


A 


27742 


208 


421 




27577 


57945 


A 


27743 


619 


890 
















LGSGAWGGGDLPWEINPLSSCS 














LLREKDLLTTSGPQTATSPRNISP 














ILNRDPTVQLTWQPLPEPLELW 














PKAL 


27579 


57947 


A 


27745 


501 


680 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27580 


57948 


A 


27746 


166 


405 


RPRSERLLWGTSPLS/CALTL*G 
DPPTTSG PQTNQVPRN ISPISNRD 
PTGKWTVQLTRQPLPEPLELWP 
KALRLTPSQIFSA 


27581 


57949 


A 


27747 


425 


484 




27582 


57950 


A 


27748 


448 


520 




27583 


57951 


A 


27749 




679 


GGGFSDRDRTIALQPGQQIWM 
WGIGKQVGGCGWLRGKNRVV 
GAAKDQSGTGEKFYF1PKAMG 
AMEGSGQRRTLPDPGAHRNPS 
GGYSATDCEGSRPAPGEINSHA 
SHTKPVWWFFTQTRMKFGAVT 
RIGGLPWEVNPLSSCSLLREKD 
PPTTSGPQTVTSPRNISPILNPELA 
TLAGNLATGPRNARSPGFLLSR 
VPS V WDPTEN RTVQLTWQPLP 
EPLELWPKAL 


27584 


57952 


A 


27750 


3618 


3848 


NLCKEPSSRRS1HK.ESLLNFPLM 
GLDPRPQEGFPRDSPR*REESTS 
LHDPMASSSSTVFWGLKRQKY 
FLWPFRAST 


27585 


57953 


A 


27751 


1 


297 




27586 


57954 


A 


27752 


244 


420 


RKETKERSRTPP*SPRTGQMTP 
CKLQPGVLSFPRTAQSWEPPAV 
PQSPLKNELRRKYLT 


27587 


57955 


A 


27753 


1993 


2205 




27588 


57956 


A 


27754 


138 


833 




27589 


57957 


A 


27755 




875 




27590 


57958 


A 


27756 


1 


1041 




27591 


57959 


A 


27757 


3 


1447 




27592 


57960 


A 


27758 


23 


3257 




27593 


57961 


A 


27759 


2 


168 


GKAGCWPRSRARKCRTSSPSIW 
A A WRPPTR * LT VTSRPGTSG SE 
PW AM A A A S RWQ 


27594 


57962 


A 


27760 


85 


1271 




27595 


57963 


A 


27761 


5871 


6056 


TSSAASTAPRWRRKPHGHQKSL 
PASLRFPGR*TPQPDLPGPPAQP 
PAQPGPPQAATVPGRW 


27596 


57964 


A 


27762 


1 


280 




27597 


57965 


A 


27763 


1 


714 




27598 


57966 


A 


27764 


2 


558 


RRAHACARRRRKXEMLGVNVL 

TSHSSQERMKLTFKKKAVNFA 

DAAAAQGPLLPAMVNPTMFFH 

IAVDGEPLGCVSFEVRGLESKK 

*LLI*SIKLC*Q1G\LFADKVPK.T 

AENFH A LSTGEKG FG YKG SCFH 

RIIPGFTCQSGDFTRHT/GIGGKS 

ICREKFDDKNFILKHTGPGILSM 

ANAGPSVNV 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27599 


57967 


A 


27765 


] 


927 


GTRDATAEENRVLLAMVNPTV 
FFDIAVDGEPLGRVSFEVRGLD 
TKK*LLI*SIKLC*QIGGSSIFITS 
D*KNSCLPLIVQQCLLFLR1LP\L 
FADKVPKTAENFRALSTGEKGF 
GL*GVPCFHR\IIPGFM\CQG\GD 
FTPP*MAPGGKSIYGEK\FEDEN 
FI\LKHTGPGILS\MANAGPNTN 
GSQFFICTAKTEWLDGKPWVF 
GKWKKGLNIVEAMERFGSRNG 
KTSKKITIADCGQLLISFDLCFIL 
NHQDHSFCALLSGEHPSTPFAR 
R1LR1LWLSLQFLWGSMFSLFPP 
MPSWIAAVKFMIIEIKTK 


27600 


57968 


A 


27766 


1 


798 




27601 


57969 


A 


27767 


1 


575 


PTRPPTRPPTRPIMAQDQGEKE 
NPMRELRIRKLCLNICVGESGD 
RLTRAAKVLEQLTGQTPVFSKA 
\RYTVRSFGIRRNEKIAVHCTVR 
GAKAEEILEKGLKVREYELRKN 
NFSDTGNFGFGMQDHIDLGIIY 
DPSIGIYGLDFYVVLGRPGFSIA 
DKKRRTGCIGAKHR1SKEEAMR 
WFQQKYDGIILPGK 


27602 


57970 


A 


27768 


1 


1695 




27603 


57971 


A 


27769 




228 




27604 


57972 


A 


27770 


1098 


1938 


IWPRPRDC/RVSYTTVFPPATVT 

APV/VSGGSHDH1QQYSDIEDFR 

QATAASSVMVARAAMWNPSIF 

LKEGLRPLEEVMQKYIRYGGM 

GAALLSDPDKIEKAPSMGTLM 

G V Y LPCLQNIFG VILFL RLTWM 

VGTAGVLQALLIVLICCCCTLL 

TAISM S A I ATNG V VPG YLHTL V 

QNLVNNGYVRDETVRAAPYD 

WRLEPGQQEEYYRKLAGLVEE 

MHAAYGKPVFLIGHSLGCLHLL 

YFLLRQPQAWKDRFIDGFISLG 

APWGGSIKPMLVLASGSGTRA 


27605 


57973 


A 


27771 




1710 




27606 


57974 


A 


27772 


163 


1659 




27607 


57975 


A 


27773 


3 


297 




27608 


57976 


A 


27774 


3 


447 


SSPHSSRSLSAPPLPGLPLWRHL 
RSPSAHRCTVGAPFWAGEGRSP 
L PQLAGRCGGRRASGNRG\ARG 
ACGPAG VPGGRG LGG P ALGA A 
GRPGP*LPSRGAGLGTA/GPPCL 
SLPPPPWVPVQPEPPRRAPPPAP 
RRPVPSTAQGLRSASA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27609 


57977 


A 


27775 


3 


197 


RPDAVPARSLEMKRFPMPPPPP\ 
G*FSPGASLDVNPGCYKQAPSC 
SLAQILSNLSNLWSSAVSNF 


27610 












GRLLDKAGIPH/PPFPSGGLGCQ 
H * RRSPLHEHPSSGP\PAGLKPS 
LSCLPAGQGSGPAARY/GLSLPP 
TPWAPVQPEPPRRAPPPAPGRS 
VPSTTQGLRSASA 


2761 1 


57979 


A 


27777 


177 




RGGQGSGPAACYA*/RLPPTPW 

APVRPEPPQRAPPPAPRRPVPST 

TQGLRSASTRRVTGRQLHLQP 

WCGIHWVKLPAGLLSLVGRWRV 

LMS 


27612 


57980 


A 


27778 


165 


591 


QRAG SPHSPRSLSAPPLPGLPLW 
RHLRSPSAHRCTVRAPFWAGQ 
G RSRLPQLAGRCGGRG A SGNP 
GNSHGACGPAGVPGGRGLGGPR 
TGSSQLALPAPGNEGLSTPASG 
RRKKLRTHPSIRRNKLQTRYLK 
SCNTHREG PRLH 


27613 


57981 


A 


27779 


1 


1605 




27614 


57982 


A 


27780 


2 


1970 




27615 


57983 


A 


27781 


1 


3522 




27616 


57984 


C 


27782 


183 


254 




27617 


57985 


A 


27783 


39 


346 


Q Yl S ELQFLA ST VRQTP ATSPAH 
KNFQTPEPQQPGIPPEPPPPGAC 
YKCWKSGHQAKECLQPGIPRK/ 
HASHLWQPLPEPPGTLAQGSLT 
DSFPDLLGLAAED 


27618 


57986 


A 


27784 


1 


354 




27619 


57987 


A 


27785 


72 


299 




27620 


57988 


A 


27786 


273 


530 


LGSGDLPWGINPLSSCSLLREK 
DPLTISGPQTHQPKEHLTNFKSG 
PH*KSDCSTAPG\ATPRAPGTLA 
QGALTDSFPDLLSLAAED 


27621 


57989 


A 


27790 


1 


1068 




27622 


57990 


A 


27791 


148 


527 




27623 


57991 


A 


27792 


2 


1910 




27624 


57992 


A 


27793 




1047 




27625 


57993 


A 


27794 


96 


488 


WDRMAGGSSNTFGFPPPPLPYR 
SCER*QRDGGPRSPGSLSVPPW 
PR/PPILAALEEPFSPPLHRGRPS 
LG WPRPEL APS AQRSA A S/RPEA 
SKDHE PTRKKE/PTPDTQP * EL * 
HSLPRSSASLALGPHYLYEL 


27626 


57994 


A 


27795 


3 


2086 




27627 


57995 


A 


27796 


3 


412 




27628 


57996 


A 


27797 


2 


390 
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SEQID 

NO: 


SEQ ID iVO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27629 


57997 


A 


27798 




629 


MKVGLDQIIEVVPSHSVTSGAA 
AGECGGVHCDSVCAEGRWGPN 
CSLPCYCKNGASCSPDDGICEC 
APGFRGTTCQRICSPGFYGHRC 
SQTCPQCVHSSGPCHHITGLCD 
CLPGFTGALCNE/RLFTVCPSGR 
FGKNCAGICTCTNNGTCNPIDR 
SCQCYPGWIGSDCSQPHCADKC 
VHGRCIAPNTCQCEPGWGGTN 
CSSVKKQSTVCES 


27630 


57998 


A 


27799 


108 


1071 


YPLFLSSISACDGDHWGPHCTS 
RCQCKNGALCNP1TGACHCAA 
GFRGWRCEDRCEQGTYGNDCH 
QRCQCQNGATCDHVTGECRCP 
PGYTGAFCEDLCPPGKHGPQCE 
QRC PCQNGG VCHH VTGECSCP 
SGWMLSFPGWRPI*FSKSL*MQ 
GTVCGQPCPEGRFGKNCSQECQ 
CHNGGTCDAATGQCHCSPGYT 
GERAAVPDVRKACQDECPVGTY 
GVLCAETCQCVNGGKCYHVSG 
ACLCEAGFAGERCEARLCPEGL 
YG1KCDKRCPCHLENTHSISLIA 
AKKSNSLHAIALDFRAQCQSVK 
DRCHASDLPIDIVSTETLR 


27631 


57999 


A 


27800 


243 


1296 


ETQEESSEFLPCGSHQPNG*LLF 

CSTYKRCLCNWGPC*AY*RACP 

CPALQQCPDI/CPQAQLAIPCAP 

QQQQLSRCLSFPSSLLQDPNTP 

G/EYRKDEGRAGSRGAGEKQC 

THNSPRWLQNTVSNQGSSMPG 

FQSHVPSLLGAFVQCTNCTRVC 

SSPANKIFTTFRLGDPLVSPCHQ 

G FG SNTHCC VES WQSSCSGM H 

KDLGALHTPAPGSPTNVAATQ 

ARREPRCRLAVLSTLDRSTRQK 

VNKDIQELNSALHQADLTDIYR 

TLHPKSTEYTFFSEPHRTYSKTD 

H L VGSKGLLSKCKRTEIITNCLS 

DH S A1KLELRIKKLTQNCSTTW 

KLNN L LLND Y WVHNE MKAEID 


27632 


58000 


A 


27801 


552 


827 




27633 


58001 


A 


27802 


70 


200 


















27635 


58003 


A 


27804 


652 


960 




27636 


58004 


A 


27805 


1 


474 




27637 


58005 


A 


27806 


1 


140 




27638 


58006 


A 


27807 


1 


1260 
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SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






27639 


58007 


A 


27808 


126 


893 


EDGSGGGKFPEGARQGGTGQR 














RRRKAM RRTG A P A Q A DS RG RG 














RARGGCPGGEATLSQPPPRGGT 














RGQEPQ\MKETIMNQEKTRHTC 














RHKVRIGGKGTARKKKKVVHI 














TATA\DDKK\LQFLLKGS*GVN 














NISGIE\EVNMFTNPRNKLIHF*Q 














PLKVQGI SW A ANTFHHLQGH A 














*DKSSWTEMLPSIFKPSLGAG*V 














*LVLRRLA\EALPQTNLWDGKS 














TTLLLGEDDGDDDESSQILWEY 














FGWRVPRNEANLNLSSTF 


27640 


58008 


A 


27809 


180 


589 


KELPLL1FCRWQFESLHELNVPF 














FKVGSGDTNNFPYLEKTAKKG 














SPNGDLPVGCKSNGHP*SKFIRS 














VKPLNPQLLASLQCTSAYPLQP 














EDVNLRVISVSRREGVPFLGHL 














LWGRRSLFYNQNSNKHGILYN 


27641 


58009 


A 


27810 


623 


1082 




27642 


58010 


A 


27811 


548 


645 




27643 


58011 


A 


27812 


329 


510 




27644 


58012 


A 


27813 


3254 


3628 




27645 


58013 


A 


27814 


1 


960 




27646 


58014 


A 


27815 


349 


681 


PMASNRAITLTAWPKIPFLGICE 














AKNPRSENMRL/AHHFGSGLPP 














SWELWEQGPPGNSSRYIEFLNK 














HTYIKGTLRVYTKKFCMLVIKS 














FESKSCVWRYDFDSKSSVNVTV 


27647 


58015 


A 


27816 


240 


473 




27648 


58016 


A 


27817 


825 


1043 




27649 


58017 


A 


27818 


2 


418 


G KVVCFEA FLQQ1LG KHQFYW 














CLEGLGHCHHHIGAKYPEDIVD 














EESAQQDAASADIVEVQELYSI 














KGEGQAKKVVGNPVLPQQVPD 














ANDAAQAQAHQVLGVKFI1DD 














L * AERPGK.STP* G RATPPTFL VF 














PRTLCEGI 


27650 


58018 


A 


27819 


2 


427 




27651 


58019 


B 


27820 


51 


672 




27652 


58020 


A 


27821 


43 


667 




27653 


58021 


A 


27822 


516 


1056 


WSRAPAPQQCQHWLHPAGRTL 














HLRCLLGIWHQCDGDSGQVLR 














GTNENLVFPQDLLEKGLEANNF 














AMLGTWEMSSFPGIFIALLLRF 














DISLKKNTHTYFYTSFAAYIFGL 














GLTIFIMHIFKHAQL*GVKS*GS 














SGSDRIQRGNRGISIEGAGEERE 














MMQLVPEPLRARPDRWGLGPH 














RRA 


27654 


58022 


A 


27823 


1 


1019 




27655 


58023 


A 


27824 


1061 


1258 





3661 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 




hod 


in USSN 




codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, ^possible nucleotide insertion) 










sequence 






27656 


58024 


A 


27825 


44 


621 




27657 


58025 


A 


27826 


406 


727 




27658 


58026 


A 


27827 


2 


1337 




27659 


58027 


A 


27828 


1236 


1391 




27660 


58028 


A 


27829 


228 


502 




27661 


58029 


A 


27830 


1 


1035 




27662 


58030 


A 


27831 


146 


392 


GHRSHQSPEETPNLIPRTP1PPLG 














TGTSIRSTRIPRTEASGPNGLN\ 














WYLTPTPPGGQRPSSAASPRGF 














PPTNNSSRLPAEPE 


27663 


58031 


A 


27832 


15 


300 




27664 


58032 


C 


27833 


289 


414 




27665 


58033 


A 


27834 


3 


576 


AALAERWLGEVLVRVGVRVPG 














G SGGLRH WCPCGLLG RGLGQA 














PEHKVRLSMEFCSTCTADHISLS 














SFWRSSFQQPLVPAVSLQSPDR 














RLSHDPAASSWSGFCG1SPAFSA 














FSECSPSSLRSHPPALLQAAES* 














FAASSSPSPTWSLSGSGTRKPW 














S/VACNWLLSDSSSHRRSFWES 














GIITMVLALTLEELV 


27666 


58034 


A 


27835 


1 


231 


DELLVGGNPRGDAAEEGRCPP 














GGVGVRYQIQPIWPRRLCSRNP 














GAAD*GPGS*RWDRCPRDEIWR 














FLGALVGSVSSG 


27667 


58035 


A 


27836 


18 


398 


KVRWERSWSESESESQEGRRR 














AQALVPSVAS*/SSRPWDRPPST 














K*GCLWSSAARAQQTIYHSVPS 














GGHPSSSHWLPAVSLQSPDRRL 














SHDPAASSWSGFCG1SPAFSAFS 














ECSPSS LRSHPPA LG SF 


27668 


58036 


A 


27837 


1059 


1446 


AVWSLPAPPAPCLLAGLLCTCC 














RTP*TASLCARGPVPRPRA*EAT 














RGTSA*ALHSPPGTLTPTVTRTS 














PSHLSARAAAPSHPARPTASRSS 














RLPAWLAVRLS1PPRRGSLGGA 














GAQAAAASTRFTCCS 


27669 


58037 


A 


27838 


1 


211 


ATALAERWLGEVLVRVGVRVP 














CGEWRAQALVP1VAS*ATRPSG 














RGPPTQQT*RTSRIGRS*QTTMR 














HART 


27670 


58038 


A 


27839 


316 


537 




27671 


58039 


A 


27840 


255 


475 


RPWVRAPYKLLPALLHAPLCAP 














PSSPWRPV/PASAPSFKLLKS*IF 














CKQLSLLPTWSLSGSGTRKPWS 














GPVTGS 


27672 


58040 


A 


27841 


622 


1127 




27673 


58041 


A 


27842 


364 


666 





3662 



WO 01/075067 
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SEQ ID NO: 




SEQ ID NO: 








NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


27674 


58042 


A 


27843 


37 


299 


ILLCSVQTLPLLRREFYGH1PKC 














QQSLNIICSPSSLRIPGFLHRNRL 














STPFH VQQPQREHF * YCRSQ1 H 














GENSAWHIRSHHAEKAHF 


27675 


58043 


A 


27844 


84 


428 


PAEIERSTAKTPGPPGSLEMGLL 














TFRDVAIEFSLEEWQCLDTAQR 














NLYKNVILENYRNLVFLGIAVS 














KQDLITCLEQEKEPLTVKRHEM 














VNEPTGPRQKRRVTSSR* *MKR 














YVII 


27676 


58044 


A 


27845 


1 


719 




27677 


58045 


A 


27846 


669 


830 


CLVQNQNIFC*ILS*WSSLV*QS 














ACRQLMPLLHLPNDQQAPVWT 














ENQPGGHWR 


27678 


58046 


A 


27847 


223 


382 


CLVQNQNIFC*ILS*WSSLV*QS 














ACRQLMPLLHLPNDQQAPVWT 














ENQPGGHWR 


27679 


58047 


B 


27848 


1 


491 




27680 


58048 


A 


27849 


1 


1113 




27681 


58049 


A 


27850 


505 


1105 


1TCTLYPSLR1VYEAFPATGDNM 














FRRI IKD ALFRTIQFCQ 1 MNRSQ 














YMFTCRCRTEMQVPQHRRKKT 














FKPTVLLNHFVMEIIVLTAGRID 














AAFQDEVAASEGFLKQPVGKD 














YKFGGPSVKDEKLFGVGTGMG 














HHN*LSV*TSIQHLLSNTQG/CL 














RVCPALRL/HSRNLSAMVISFSF 














SCGARSAISPINARKRWASPVC 


27682 


58050 


A 


27851 


1 


2697 




27683 


58051 


A 


27852 


1 


1998 




27684 


58052 


A 


27853 


864 


1025 


CLVQNQNIFC*1LS*WSSLV*QS 














ACRQLMPLLHLPNDQQAPVWT 














ENQPGGHWR 


27685 


58053 


A 


27854 


1605 


1766 


CLVQNQNIFC*1LS*WSSLV*QS 














ACRQLMPLLHLPNDQQAPVWT 














ENQPGGHWR 


27686 


58054 


A 


27855 


677 


735 




27687 


58055 


A 


27856 


1 126 


1568 


SSSSTGRSRHKEVSPGCQQDGL 














RCQEWWSVRPGYYEATGGVWG 














KQLGIPASGLPGRRSSESPRKSC 














TPVTSRTGLPVCPWAALSPESR 














SFSLSVRPVCVC\CVGTKMSCA 














PECCFFLVSLSLLSLFLRLLLGL 














AAHCQFFPAVPLCIL 


27688 


58056 


A 


27857 


1 142 


2450 




27689 


58057 


A 


27858 


1 


1131 




27690 


58058 


A 


27859 


229 


402 




27691 


58059 


A 


27860 


505 


597 




27692 


58060 


A 


27861 


1 


657 




27693 


58061 


A 


27862 


248 


382 


QPPK1TLLYQQWIQTKKKSLKS 














FLP*QEFRKMQKKHSTKSS1TL 



3663 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 
sequence 


hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27694 


58062 


A 


27863 




1341 




27695 


58063 


A 


27864 


1 


739 


MGDFNTLLSALDRSTRQKVNK 

DIQELNSALHQADLIDIYRTLHP 

KSTEYTFFSAPHRTYSK1DHLV 

GSKALLRKCKRTEI1TNCLSDHS 

AIKLELRIKKLTQNHSTTWQLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWYVKDTRI 

SGMLWYVKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTHSKTSRRQEITKIRAELKEI 

ETQK.TLQKINECRSWFFEKINKI 

DRPL A RLI KKKREKNQIDAIKN 

DKGDIITDPTEIQTTIREYYKHL 

YGNKLENL* H*MPTRESRKDLK 

LTP*HHN*KN*RSKSKHIQKLAE 

G KK* LRSEQN * RK * RH KKPFKK 

SMNAGAGFLKRSTKLIDR 


27696 


58064 


A 


27865 


1 


1920 




27697 


58065 


A 


27866 


444 


763 




27698 


58066 


A 


27867 


1 


651 




27699 


58067 


A 


2786S 


94 


964 


VNADWVLQRELEQTSLWSSKQ 
RACCLSHVVGLRM1SSCTTRKM 
A EEEQRKIP L V PENLLKXRKA Y 
QALKATQAKQALFGKEGAEER 
KRAQ/WFKRLESFLHDSLAAET 
* QG/R1 SRQLE VQPH ALELPDKC 
SLAFVVRIKR1DGGSLLVQRTIA 
RLCLKKIFSGVFWKAPPRIQKW 
LRIVEPYVTWGFPNLKSVRELIL 
KRGQA K VKNKTIPLT\DITVM E 
EHLGKFGVICLEDLIHEIAFPGK 
HFQEISWVLRPFHLSVAHHATK 
NRVGFLKEMGTLGYRGERINQ 
L1RQLN 


27700 


58068 


A 


27869 


176 


334 




27701 


58069 


A 


27870 


3 


452 


AASTGGGSHLLLSIMAALRPLV 

KPKIVKKRTKKFIRHQSDRYVK 

IKRNWRKPRGIDNRVRRRFKGQ 

ILMPNIGYGSNKKTKHMLPSGF 

RKFLVHNVKELEVLLMCNKSY 

CAEIAHNVSSKNRKAIVERA\A 

QLAIRVTNPNARLRSEENE 


27702 


58070 


A 


27871 


2 


423 




27703 


58071 


B 


27872 


193 


1698 





3664 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27704 


58072 


A 


27873 


263 


714 


KLNVPIIKATNTIMNMTMNLK 

MSLTAPPSDICRGPKLSFAGKIQ 

AIPEK.LKTTATAQRPLDTIGLEV 

PVPAAWLLSAVRNCSKLRATS 

GPNLDTMNGSRRQTGSWTEGS 

RSSMKPHLLSDITGALR/SPKVS 

*AFCRLATWPFNFLQSGILS 


27705 


58073 


A 


27874 


347 


902 




27706 


58074 


A 


27875 


17 


1178 




27707 


58075 


A 


27876 


1 


1155 




27708 


58076 


A 


27877 


3 


1109 


EKETMQSLNDRLASYLDRVRS 

LETENRRLESKIREHLEKKGPQ 

VRDWSHYFKIIEDLRAQIFANT 

VDN ARI VLQIDN A RL A ADDF R V 

KYETELAMRQSVENDIHGLRK 

V I DDTNITRLQLETE IE A\LKEEL 

LFMKKNHEEVEVKGLKTPNYA 

ALG*T\VEVDAP\KSQDLAKI\M 

AD1R\AQ\YDELGSERTERKLDK 

YWSQQIEESTTVFTTQSA\EVGA 

AETNLHRSLKRTV\QSLEDRPW 

TSMRNLKAQLGEQP*GEVEAPL 

RPTRWSQLNGILLHLES\ELAQT 

\RAEGQRQA\QEYEALLNIKVKL 

\EAE1ATYRRLLEDGEDFNLGD 

ALDSSNSMQTIQKTTTRRIVDG 

KVVSETNDTKVLEALSQQKAG 


27709 


58077 


A 


27878 




1305 




27710 


58078 


A 


27879 


209 


560 




27711 


58079 


A 


27880 


219 


512 




27712 


58080 


A 


27881 


528 


803 




27713 


58081 


A 


27882 


3 


432 


SSPCVEFSTSMGACLRPATARSP 
S ATCT A WTCTG WRRGRP W WR 
WTPENSGVAGGDGTSEEDSEE 
V EG AEWWGRRRRQRRGERCG 
GLRRAPCQGAPGKCLCPRPPXGP 
SPC */CE ALG AQRAS * PHRRELK 
VGGPGPGCELSPMV 


27714 


58082 


A 


27883 


1 17 


483 




27715 


58083 


A 


27884 


1 


1497 




27716 


58084 


A 


27885 


228 


776 




27717 


58085 


A 


27886 


1012 


1677 




27718 


58086 


A 


27887 


194 


562 




27719 


58087 


A 


27888 


1 


423 


















27721 


58089 


A 


27890 


1 


1692 




27722 


58090 


A 


27891 


186 


2191 




27723 


58091 


A 


27892 


2 


141 




27724 


58092 


A 


27893 


1 


1692 





3665 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27725 


58093 


A 


27894 


186 


2192 


QRRPRPFPSQGISMTECFLPPTSS 

PSEHRRVEHGSGLTRTPSSEEIS 

PTKFPGLAYRTGEPSPPHDILHEP 

PDVVSDDEK.DHGKKKGKFKKK 

EKRTEGYAAFQEDSSGDEAESP 

SKMKRSKGIHVFKKPSFSKKKE 

KDFKIKEKPKEErCHKEEKHKEE 

KHKEKKSKDLTAADVVKQWK 

EKKKKKKPIQEPEVPQIDVPNL 

KPIFGIPLADAVERTMMYDGIR 

LPAVFRECIDYVEKYGMKCEGI 

YRVSGIK.SK.VDELKAAYDREES 

TNLEDYEPNTVASLLKQYLRDL 

PENLLTKELMPRFEEACGRTTE 

TEKVQEFQRLLKELPECNYLLIS 

WLIVHMDHV1AKELETKMNIQ 

NISIVLSPTVQISNRVLYVFFTH 

VQELFGNVVLKQVMKPLRWSN 

MATMPTLPETQAGIKEEI RRQE 

FLLNCLHRDLQGGIKDLSKEER 

LWEVQR1LTALKRKLREAKRQ 

ECETK1AQE1ASLSKEDVSKEEM 

N ENEEV IN I LLAQEN E1LTEQEE 

LLAMEQFLRRQIASEKEEIERLR 

AE1AE1QSRQQHGRSETEEYSSE 

SESESEDEEELQIILEDLQRQNE 

ELE1KNNHLNQA1HEEREA11EL 

RVQLRLLQMQRAKAEQQAQE 

DEEPEWRGGAVQPPRDGVLEP 

KAAKEQPKAGKEPAKPSPSRDR 


27726 


58094 


A 


27895 


12 


413 


PSRAPGLQKACTGHEGMAVHP 

PRIPVQSDHLISIEGLLCKLPCA 

GQVTKESGLVSFSLRPVLPQNT 

LSNSFYLFPFGYASPYVETFLPG 

AHSGPAPPGLPVRTPRTAKRL/G 

VAVAPSPTF*ISPRALRSTFVSN 


27727 


58095 


A 


27896 


1 


361 




27728 


58096 


A 


27897 


2 


162 




27729 


58097 


A 


27898 


248 


381 




27730 


58098 


A 


27899 


73 


254 




27731 


58099 


A 


27900 


1 


729 




27732 


58100 


A 


27901 


1 


762 




27733 


58101 


A 


27902 


2 


334 




27734 


58102 


A 


27903 


3 


369 


















27736 


58104 


A 


27905 




250 




27737 


58105 


A 


27906 


721 


876 




27738 


58106 


A 


27907 


3887 


4013 




27739 


58107 


A 


27908 


3423 


3627 





3666 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27740 


58108 


A 


27909 


3 


226 


HETGCCGQAAERDSCWERPPIP 
LLLPSLSGDYETVRNGGLIFAG 
LAFIVGLULLSRRFRCGGTKKR 
RRINEDEP 


27741 


58109 


A 


27910 


67 


264 




27742 


58110 


A 


2791 1 


161 


851 




27743 


58111 


A 


27912 


139 


351 


GGRRIETGGWERPP1PLLLPSLS 
GDYETVRYNGGL\1FAGLAFIVG\ 
LLILIASRRFRCGGNKKRRQINE 


27744 


58112 


A 


27913 




431 




27745 


58113 


A 


27914 


217 


289 




27746 


58114 


A 


27915 


255 


389 


KPNIACSHS*VGTEQ*EHMDTG 
RGTSHTGACREALDRGPAWEK 
L 


27747 


58115 


A 


27916 


14 


460 


NCLTRRRRRRRRTFLEEERLKP 
SRKKITKKHTK KRTASLILH A M 
ICCRSLNSSKTKNTKCLNSFNQR 
LKILSLQKDLMCGTAGRCKTLT 
EQ* LNTTAITLCLLLREARKTL 
MTHQSTWTWMKLETIILSKLTQ 
EQKTKQRMFSLI SG S 


27748 


58116 


A 


27917 


503 


1046 




27749 


58117 


A 


27918 




198 




27750 


58118 


A 


27919 


54 


320 




27751 


58119 


A 


27920 


443 


477 




27752 


58120 


A 


27921 




963 




27753 


58121 


A 


27922 


1 


2292 




27754 


58122 


A 


27923 


3 


736 


SCCLHSRLVRARRLRRAVAVM 
AAQCVRLARRSLPALALSVRPI 
FPGLLCTATKAQRTSAKNLKGD 
MGQSEQRADPPATEKTLL\EEK 
VKL\EEQLKETV\EKYKRALA\D 
TEELTGRGSQMLLREAKLLRHF 
KPFCKDLLEVADV\LEKATQCV 
PK\EEIKDDNPHLKNPLWRGL\V 
MTEVQIQKVFTKHGLLKLNPV 
GAKFDPYEHEALFHTPVEGKEP 
GTVALVSKVG\YKLHG\RTLRP 
ALVGVVKEA 


27755 


58123 


A 


27924 


253 


363 




27756 


58124 


A 


27925 


235 


318 




27757 


58125 


A 


27926 


1 


426 




27758 


58126 


A 


27927 


146 


254 




27759 


58127 


A 


27928 


1 


1401 




27760 


58128 


A 


27929 


61 


457 


LESTLATAERFLIPSYPSSTGN*L 
VCFCTT*GQECYSVTRF\SLGYG 
SPGCLYA*SSL1PCWRWGTPRL 
CCEKPFTTHFCLRFVSPSKLAVS 
RWHIPLGSEEKRRSMSAGTISL 
HFI WMKSPTRTS FQHFCT 


27761 


58129 


A 


27930 


1 


567 





3667 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27762 


58130 


A 


27931 


128 


586 




27763 


58131 


A 


27932 


271 


465 


HLTRPGTLLRQNFQRNDQAAT 
LAVHQYPLLCSNRC/CIPRQT/W 
VWSGPPANSNRPAAEGPDC*KE 
N 


27764 


58132 


A 


27933 


1 


375 


MQKSPIFCVAHAGSCRLELFLF 

GHLGGHHPDTKPGRDTTRKDN 

FRP1SLMNIDAKILNKILANRIQ 

QHIKKLIHRDQVGFISGVQGWF 

NIRKSINVIQHINRTKDKNHMII 

SIDAEKAFDKIQQGFMLKILNK 

LGIDGMYLKIIRAIYDKPTAKIIL 

NGQKLEVFPLKTGTRQRCPLSP 

LLFNIELEVLARAIRQEKEIKGI 

QLGKEEVKLSLFAHDMIVYLEN 

PIVSPQNLLKLISNFSKVSGYKI 

NVQNSQAFLYSNNRQT*AIAGA 

PPPASLPPCSLISDCCASNE*GSV 

GIGPSKPGAGYNLLLCHL1SPSIS 

PTSSPKSDTCP1ADFSNKSPDRSS 

AGDILLAMQSLGSMAIFTIL1LP 

THEHGMFFHLFVSSFISLSSGL 


27765 


58133 


A 


27934 


1 


1059 




27766 


58134 


A 


27935 


1 


533 


LSKQGHLNLQRF\LLPFG\C*CLP 

LRGGV\YRGRQ\ASLSCGGLHP 

V*AS\RQLCLPTQALA\MAGTPP 

PASLPPCSLISDCCASNERGSVG 

MGPSEPRCGNNNLVVCVRFLSL 

SEKRSSIRVGVTRFSVRCHLSQL 

CLATKGNSLTPCTSQVRRCLTL 

LQLTLGAMQPLSCGLPTLSDKP 


27767 


58135 


A 


27936 


140 


426 




27768 


58136 


A 


27937 


1 


918 




27769 


58137 


A 


27938 


54 


102 




27770 


58138 


C 


27939 


244 


462 




27771 


58139 


A 


27940 


234 


282 




27772 


58140 


A 


27941 


328 


1212 




27773 


58141 


B 


27942 


245 


338 




27774 


58142 


A 


27943 


483 


635 




27775 


58143 


A 


27944 


9882 


10134 




27776 


58144 


A 


27945 


2 


370 




27777 


58145 


A 


27946 


1682 


1945 




27778 


58146 


A 


27947 


1172 


1732 


ESTAAEADTRFGCSWAVWAVE 
AEGEDCCCCCCCVCCCCCCCCC 
CCCCCCCCCCCCLPPSAGGRGP 
SGS ARYFALID A AQREDGG DA 
YRVGLAAALEVNAAETVACGG 
LEGGEAPTDAGTRYVLEPEAPQ 
LSVLWKRVEVQRLVPVRVVVA 
A WHAARKARA WLRRAARPG P 
PASCALRRPSGYAAARN 



3668 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ II> NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide .sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27779 


58147 


A 


27948 


272 


393 




27780 


58148 


A 


27949 


333 


622 




27781 


58149 


A 


27950 


11 


1850 




27782 


58150 


A 


27951 


1 


1107 




27783 


58151 


A 


27952 


1 


1348 




27784 


58152 


A 


27953 




431 


KLQNELLLLHVSHPGHADAK.G 

GFPWP*AAPPLWLCRVQPSFWL 

LSWAG1EGLWLFHTHDTSCQWI 

YHSGVALADVLHESPALQQTS 

VWTSRSFHTSSEIQAEVPKPQLL 

TSVHAQAQYSMEAPKAWGLYP 

LKPWPELYLGPF 


27785 


58153 


A 


27954 


364 


1117 


EGHRAEGQCTGSVVLLTSSIGR 
SGKQSSGCHFWLLQHQICTCPS 
RVMGPRKKHRPTARGSRPPQPL 
PSGFPSAGAMGQVHCLAAPHS 
L ERVRNPRQTQ/PPG WEG/PPTR 
ANLALLPTPPAATATNSSIPDSP 
PGSDGSVPAGLTTWLAVLTLD 
CPKAFGKVASQACLLWK.GEQP 
PKTPPVTPSRVSLLASEPNTIRL 
KNVFPRVFPACTWKSHRHSTPA 
HESSQKGLYPAKPQGWSCPRL 
WEPTSC1SVTWM 


27786 


58154 


A 


27955 


1 


224 


QWRHCNRSLLPVQGKSGALEG 
IGPPRVF\PPE*RAFGGQRAPPDI 
P\PPSPRHPTKDRRTAARSGPRR 
KRGQTNE 


27787 


58155 


A 


27956 


681 


879 


LQ1SHPGHADASGGFPWPWAA 
PPLWLCRVQSPS*LLSQPGVECP 
QLFQAHSASRHLNSMRPQMNS 
S 


27788 


58156 


A 


27957 


835 


1482 




27789 


58157 


A 


27959 


1 


522 




27790 


58158 


A 


27960 


2 


396 




27791 


58159 


A 


27961 


1 


1501 




27792 


58160 


A 


27962 


473 


860 




27793 


58161 


A 


27963 


370 


3675 




27794 


58162 


A 


27964 


52 


117 




27795 


58163 


A 


27965 


3 


290 


PRKTVQFGGTVTEVLLKYK.TG 
ETNDFELLKNQLLDPAIRDD\Q1 1 
NWLLEFRSSVMYLTK\DFE\QLI 
SIILRLPWLNRSQATVVEEYLAF 
LGNLVSA 


27796 


58164 


A 


27966 


1 


2988 




27797 


58165 


A 


27967 


1 


666 




27798 


58166 


A 


27968 


274 


930 




27799 


58167 


C 


27969 


13 


231 




27800 


58168 


A 


27970 


46 


386 




27801 


58169 


A 


27971 


3 


451 




27802 


58170 


A 


27972 


160 


494 





3669 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27803 


58171 


A 


27973 


1 


2406 




27804 


58172 


A 


27974 


201 


1069 




27805 


58173 


A 


27975 


450 


647 




27806 


58174 


A 


27976 


329 


697 




27807 


58175 


A 


27977 


141 


1506 




27808 


58176 


A 


27978 


1 


1773 




27809 


58177 


A 


27979 


3 


460 


PHRVMGVPISRGTL*SVFP*PS* 
CTTWPGSLGSCTTACQVRCQPQ 
APHQP*APPERTTSAPAAQSPSR 
SSLWVTAPLVSACPTCSPATHP 
TRSQMPSTHTPCCRGSSPRPRGS 
PSWTRTWT 1'CPKASKADPKAP 
WPCSLMPFYAQTQTLGET 


27810 


58178 


A 


27980 


1 


1803 


MGKDFMSKTPKAMATKAKIDK 

WDLIKLKSFCTAKETTIRVNRE 

PTKWEKIFTTYSSDKGLISRIYN 

VLKQIYKKKTNNPIKKWVKDM 

NRHFSKEDIYAAKKHMKKCSP 

SLA1GEMQ1KTTKKLMLYYDVI 

RICHDSHKELEQKLAAFLGMED 

AILYSSCFDANGGLFETLLGAE 

DAIISDALNHASI1DGVRLCKAK 

RYRYANNDMQELEAAYRRSTR 

PLSTRLFSFRSRVLTEFRVCPCL 

VHTTWGGNLMRLSARSLWQR 

A A VN 1 PKLEG 1 1 EE Y/ALL V/WR 

AML/TE VNLSPN PGLVDRIN FG 

AHKDMALEDFHRSALAIQGWL 

PRFIEFGACSAEMAPEAVLHGL 

RP1GMACEGDMFRATAGVNTH 

KGSIFSLGLLCAAIGRLLQLNQP 

VTPTTVCSTAASFCRGLTDREL 

RTNN SQLTAGQRL YQQ LGLTG 

ARGEAEAGYPLVINHALPHYLT 

LLDQGLDPELALLDTLLLLMAI 

NGDTNVASRGGEGGLRWLQRE 

AQTLLQKGGIRTPADLDYLRQF 

DRDTSQGSSRVDCSVWELCRA 

GRTAGVMAVAAKTKNAGKWH 

NHIIRRFDINPGDRLYDQGGRA 

H H PFAGTHHQK Y Y RHRSRR 


27811 


58179 


A 


27981 


1 


1974 




27812 


58180 


A 


27982 


344 


508 




27813 


58181 


A 


27983 


3 


492 




27814 


58182 


A 


27984 


65 


261 





3670 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


27815 


58183 


A 


27985 




529 


DAWAFHK.MAPKAKNEAPAPP 

KA\EAKAKGF*RAKKGSF*KVS 

HSHVKKKKIPHVHPTFRAGRRPL 

R\LRRQP\KYPSGRALPWRNK\L 

DHLCLSIKFP\LTH*VLPMKXIE 

D>ANTLVFIVDVKANKHQ1KQA 

VKKL\YDI\DVAKVNT/LWIRPD 

GEKNGICSDLAP\DYDA\LDVA 

NK1GI1 


27816 


58184 


A 


27986 


105 


241 


PFFFFEMESPSVAQAVFSLVFRS 
PHCGGIQAHLFNL*RDLFK1WT 


27817 


58185 


C 


27987 


175 


363 




27818 


58186 


A 


27988 


724 


958 




27819 


58187 


A 


27989 


3 


823 




27820 


58188 


A 


27990 




877 




27821 


58189 


A 


27991 


487 


786 




27822 


58190 


A 


27992 


147 


623 


RSAVANGLTKRRMGLKLNGRY 
ISLILAVQIAYLWQAVRAAGKC 
DAWFKGFSGLFCSSLGDTMAQ 
LPAGPGDDKTNIKTV\CTYWGG 
ISHSCTWTAL 1 DCQEGAKNMW 
DKLRKESKNLNIQGSLFELCGN 
GNG AAG SLLPG FPVLLVSLSAA 
LTTWLSF 


27823 


58191 


A 


27993 


213 


579 


ASLLLLAFLAELASLKAGLQKS 
REYSCSSFISSLSSTDAHCVLSE 
YARPLS/QRPAPNGSSPRCQASE 
AQSPGHRPPPPLFSSPLAALQLD 
SHRFPSDPNGKDESRPPRLCTKL 
GRGCAGCGK 


27824 


58192 


A 


27994 


1 


800 




27825 


58193 


B 


27995 


54 






27826 


58194 


A 


27996 


46 


313 




27827 


58195 


C 


27997 


30 


151 




27828 


58196 


A 


27998 


169 


1173 




27829 


58197 


A 


27999 


456 


651 




27830 


58198 


A 


28000 


487 


833 


RNKFCDDQTEGNKIKNRREEK 
HRCRG QSKLN 1 1 IDN V VKA VNG 
GKSQREQAEFA DCITFG1RHNTS 

rN.MbKV KuuU/ 1 1 r WAVLOIVIA 

EASSSLQSSSQNPGQAGWQTGP 
WVVSLGC 


27831 


58199 


B 


28001 


1 


2268 




27832 


58200 


A 


28002 


1 


639 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27833 


58201 


A 


28003 


1913 


2388 


P1IHNTTAMKKAAKAEPPFTT1V 
CTE*AILSQRTCSL*FTVIND1CP 
GPRAH/VVQDIHGKLFTGSAIA 
NRFQDAMAIPFLGTQGK.RVPR 
NGMAIPFPGNRNVIAGAFIPHR 
QHLGQIQLNPVRQCSNLFAHLL 
AQRSEAIFHMRRHHRIRDTVKK 
TILF 


27834 


58202 


A 


28004 




1566 




27835 


58203 


A 


28005 


951 


1217 




27836 


58204 


A 


28006 


1294 


3108 




27837 


58205 


A 


28007 


1 


1896 


LFDWLVSQNELKANPAKGVSA 

PKAPRHLPKN1 D VDDMN RLLDI 

DINDPLAVRDRAMLEVMYGAG 

LRLSELVGLD1KHLDLESGEVW 

VMGKGSKERRLPIGRNAVAWI 

EHWLDLRDLFGSEDDALFLSKL 

G KRI S ARN VQKRF AE WG 1 KQG 

LNNHVHPHKLRHSFATHMLES 

SGDLRARGAYLCAKLLSGAAQ 

VPEWRSAFAWFARCAEQARQN 

QYLQVSSCVPALEGCDVNGAS 

FTLEQMLAWRDHPQVTGLAEM 

MDYPGVISGQNALLDKLDAFR 

HLTLDGHCPGLGGKELNAYITA 

GIENCHESYQLEEGRRKLQLGM 

SLMIREGSAARNLNALAPLINEF 

NSPQCMLCTDDRNPWE1GHEG 

H1DALIRRLIEQHNVPLHVAYR 

VASWSTARHFGLNHLGLLAPG 

KQADIVLLSDARKVTVQQVLV 

KG\EPIDAQTLPAEEIGRLAQFA 

PAYGNTIGRQPLSASDFALQFTP 

GKRY RVID VIHNELITH SH SS V Y 

SENGFDRDDVSFIAVLERYGQR 

LAPACGLLGGSGLNEGALAAT 

VSHDSHNIVVIGRSAEEMALAV 

NQVIQDGGGLCVVRNGQVTSE 

GAKERMMGKRYKETSGSIGLK 

VPAPLNLNLSLQPREQLGGQST 


27838 


58206 


A 


28008 


1 


3257 




27839 


58207 


A 


28009 


1 


2145 




27840 


58208 


C 


28010 


193 


363 




27841 


58209 


A 


28011 


1 


397 




27842 


58210 


A 


28012 


2 


405 


FVSAQGPGGKRFGTAPATPGCL 
VHDLS*APCLRWYQHPTEEELR 

ILAUN.^^I\uft. 1 rvJvlJiviV Y INOrll 

ESKPLTIPKDIDLHLETKSVTEV 
DTLALHYFPEYQWLVDFTVAA 
TVVYLVTEVYYNFMKPTQEMN 
ISLV 



3672 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27843 


58211 


A 


28013 


3 


353 


G Y I EKRISCI ALLF/SF* IPVNFLR 
FHDTFI*FCYSS*SIIQLSLWQSQI 
LLCV*LLRSIDFLYLIW*PLTYN 
EHASILLSLRAPYQLFDL*NDRS 
HIRYSATLVNNPAVCFAVGHD 


27844 


58212 


A 


28014 


106 


1814 




27845 


58213 


A 


28015 


37 


2847 




27846 


58214 


A 


28016 


1 


2430 




27847 


58215 


A 


28017 


1 


2660 




27848 


58216 


C 


28018 


80 


328 




27849 


58217 


B 


28019 


1 


1074 




27850 


58218 


A 


28020 


602 


853 




27851 


58219 


A 


28021 


505 


649 




27852 


58220 


A 


28022 


672 


1903 




27853 


58221 


A 


28023 


3 


319 




27854 


58222 


A 


28024 


1 


219 




27855 


58223 


A 


28025 


2 


508 




27856 


58224 


A 


28026 


1 


1011 




27857 


58225 


A 


28027 


1 


699 




27858 


58226 


A 


28028 


175 


351 




27859 


58227 


A 


28029 




324 




27860 


58228 


A 


28030 


244 


1335 




27861 


58229 


C 


28031 


115 


231 




27862 


58230 


A 


28032 


2 


139 




27863 


58231 


A 


28033 


1 


788 




27864 


58232 


A 


28034 


115 


358 


LIVVRSRRGTSRSGSPRATAMA 
FKDTGKTP VEPE VA I HRIRJTLT 
SRNVK.SLEK.VCADL1RGAKEKN 
LKVKGPVRMPTKVK* I V VRSRR 
GTSRSGSPRATAMAFKDTGKTP 
VEPEVA1HRIR1TLTSRNVKSLE 
KVCADLIRGAKEKNLKVKGPV 
RMPTKVK 


27865 


58233 


C 


28035 


179 


283 




27866 


58234 


A 


28036 


57 


431 




27867 


58235 


A 


28037 


54 


440 


RVPELWVGTEVKERKNARSGV 
PSTQRLECGSAESAAGAPASVS 
VQVTAVPAPLFPGWTGGGRAV 

In Lit/Ac KJVIKV VIlN^VLnWKL i 

E*TANRFS*KQDVGKLTNCVCH 
PEGM LKA VTTQ AQ VFL VIRHN 


27868 


58236 


A 


28038 


1 


2693 




27869 


58237 


B 


28039 


131 


350 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27870 


58238 


A 


28040 




594 


MLDITNDQGNASQNHNAIPPYS 
CKNGHNQKIKAGGLWTTVHSL 
LLFQLEQRTQQGYGPITHPKTP 
LHPPALLAVDRGSRSSVPATDS 
LPSAHDRQQQFHTWVCSRLLA 
TVRADPADGQQPQARADVCGC 
RGTGFINLVM1HLMGFEVGRIQ 
QLEQVAPRPQGVSWEVDSSDH 
LQGSPRVEPPGTWDLRVLCSQG 
Q* E A VNCGPQTPG L D/SFD YGH 
SCRSKVVSHCGFDLHFPDH**C 
KNGHNQKIKAGGLWTTVHSLL 
LFQLEQRTQQGYGPITHPKTPL 
HPPALLAVDRGSRSSVPATDSL 
PSAHDRQQQFHTWVCSRLLAT 
VRADPADGQQPQARADVCGCR 
GTGFINLVM1HLMGFEVGRTQQ 
LEQVAPRPQGVSWEVDSSDHL 
QGSPRVEPPGTWDLRVLCSQG 


27871 


58239 


A 


28041 


1 


285 




27872 


58240 


A 


28042 


1 


1059 


HNLSSSNSFPK.MSFPNSSPAANT 
FLVDSLISACRSDSFYSSSASMY 
MPPPSADMGTYGMQTCGLLPS 
LAKREVNHQNMGMNVHPYIPQ 
VDSWTDPNRSCRJEQPVTQQVP 
TCSFTTN I KEESNCCM YSDKRN 
KL1SAEVPSYQRLVPESCPVENP 
EVPVPRYFRLSQTYATGKTQEY 
NNSPEGSSTVMLQLNPRGAAKP 
QLSAAQLQMEKKMNEPVSGQE 
PTKVSQVESPEAKGGLPEERSC 
LAEVSVSSPEVQEKESKEEIKSD 
TPTSNWLTAKSGRKKRCPYTK 
HQTLELEKEFLFNMYLTRER/R 
A LEISKSVNLTD\RQVKI\WFQN 
RRMKLKKMSRENR1RELTANL 


27873 


58241 


A 


28043 


358 


2292 




27874 


58242 


A 


28044 


2 


300 


HSLS/SFFFFFFFFFFFFFFFFFFFF 
FFFLFFFFFLLLLLFVSFSFSFSFS 
SFSFSFSSFSSFSFSFFFLLPSSSSS 
SSSFFFFFFLLLLPFFFFFFEMEH 


27875 


58243 


A 


28045 


2 


241 




27876 


58244 


A 


28046 


1 


126 




27877 


58245 


A 


28047 


49 


183 




27878 


58246 


A 


28048 


3 


212 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ (1) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27879 


58247 


A 


28049 


13 


494 


WVVPKNKTTFCSEF/CGAFLWP 
NNNNNFFFFFFFFFFFFFFFFFFF 
FLLLPLLLPLLLLLPLLPLLPLLP 
SSSFFFLLLSSSHSSPSSPSSPSPS 
SPSSPSSPSSSSSSSSSSSSSSSSSS 
SSSSSSSSSSSFSFSFSFSFSFSFSF 
SFFFFFFFFFLFED 


27880 


58248 


A 


28050 


544 


729 




27881 


58249 


A 


28051 


1667 


1896 




27882 


58250 


A 


28052 


1 


477 




27883 


58251 


A 


28053 


25 


448 


RSQFFFFFFFFFFFFFFFFFFFFFF/ 
1LLVLLLVLLVLLLLLLLLLLLL 
LLLL/ASSSSSPSPPSPSPSSSSSSS 
FSSSSSSSSSLSLGAYVLYFMVT 
HSSPVLCCLCNLIINNI*EE*FFR 
FRKNCDLFLAASTT.GVDWLLL 


27884 


58252 


A 


28054 


47 


376 




27885 


58253 


A 


28055 


1 


1740 




27886 


58254 


A 


28056 


3 


1464 




27887 


58255 


A 


28057 


1 


394 




27888 


58256 


A 


28058 


143 


429 


STLQKKEARARHLVTPLDILQL 
FNGFPLLVDCYKLLRYSRVHSF 
PRFW1FFSIKDHIGFPKENTQRK 
MRLHPPPQS*TPPR£*VPSFSSG 
VGKSS 


27889 


58257 




28059 








27890 


58258 


B 


28060 


21 






27891 


58259 


A 


28061 


1 


150 




27892 


58260 


A 


28062 


1081 


1303 




27893 


58261 


A 


28063 


147 


437 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27894 


58262 


A 


28064 


107 


2499 


PIEDPEGRRRMREFILRSIQGVL 
RMAPQ1QPKPLLTKSSTSVSQA 
RL/TSKQKALLPRQC SG SAKAQ 
AEREKJEETCQVGMK.PPVPGGY 
TLQGKW1TTFCNQVQLDT1K1N 
GCLKGKLIYLLGDSTLRQWIYY 
FPKVVKTLKFFDLHETGIFKKH 
LLL D AERHTQIQWKKHS YPF VT 
FQLYSLIDHDYIPREIDRLSGDK 
NTAIV1TFGQHFRPFPID1FIRRAI 
GVQKAIERLFLRSPATKASVSK 
LKCF WEPTRGTQKY EASQVTG 
AFPLRPKKGAATPSQLVIVNSS 
DAHNKCDEESEVRIKSTLGLKL 
DCKK.GTALTKGTKEDEEDGAM 
SGVDQLCLLSSVDSSGRPQLMT 
DWHGVKGQFSCFKCGEEKELQ 
QKRKLTGKG WN V FFM VLE VG 
KTKIKALEVLASGKGTASWFIQ 
DFLAVNSSHGRWGKKEEFLFQ 
KWKVDPWLPVRWELVQTGTL 
THLVPEGRSDSVTCAWMPLGS 
KQVYKEPAGFPDMLRLRGSRV 
RMAVVTVHSQLRNLSLGDQHF 
NYPLPLKKKKKKKKKDTLIYPA 
DWLESCQSDNLSLAERDLVLV 
LRLALCALYGLLAPGNGNTESA 
ELHPGDKTEAQRPMALFKVTR 
PLNERPGDLASHVSRFAKSFLK 
PAMESLECPQSRLVGEARKGHS 
EL VEK 1 ERGCESTVGEGTTRKG 
SKRDHLDSQCKLGQRSQPWGQ 


27895 


58263 


A 


28065 


1 


1770 




27896 


58264 


A 


28066 


85 


204 


SPCSTSPFRQLA**RRGPHRSPFP 
TVAHLIGEWRLMRNAG 


27897 


58265 


A 


28067 


1280 


1531 




27898 


58266 


A 


28068 


1 


882 




27899 


58267 


B 


28069 


77 


1188 




27900 


58268 


A 


28070 


1016 


1400 




27901 


58269 


A 


28071 


1091 


1770 


CRGGSGCAVCAELAPGAVHTV 

AAERAGAQEAAAGAGPPQLGG 

LIAWATHLQHSAAVPLLSQRM 

CHTCCLSPRKLVIGCRAAKSLSS 

SPCGKWLCAALIRQPSVKGLPS 

CGVPLPLSLSRIQMCSSEATSSW 

ELNPDFGE A ATSP* *ESGF/LQS 

VVSTALLPDNTTGETFHHDGRA 

DIGSQF1HRFLVCCHLLVLRWLI 

TLDTKADVVDIGHRLRCFDCRC 

VDSTICD 


27902 


58270 


A 


28072 


1568 


1819 
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SEQ ID 

NO: 


SEQ ID NO: 

""""" 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


27903 


58271 


A 


28073 






LALIVGNRS*MKPYQTTSVTPR 
C LQQWQQRC AN Y 


27904 


58272 


A 


28074 


332 


544 


CMRRPSCSCPASIRDNTAPHSRT 
LKVLIIGKLSSGRKLSRILPLLRS 
SSM*PTRAPN*SSASFTFTSVSG 


27905 


58273 


A 


28075 


355 


614 


CMRRPSCSCPASTRDNTAPHSR 
TLKVLIIGKRSSGRKLSR1LPLLR 
SSSM*PTRAPN*SSASFTFTSVSP 
L*NFIRLHPVY 


27906 


58274 


A 


28076 




2226 




27907 


58275 


A 


28077 


31 


117 




27908 


58276 


A 


28078 


1 


547 




27909 


58277 


A 


28079 


290 


7j>0 




27910 


58278 


A 


28080 


3 


267 


TLVKVKDAEDQLGARVGYIEL 
DLNSGKJLESFRPEERFPMMSTF 
KVLLCGAVLSR1DAGQEQLGRR 
I\TILRMTWLSTHQSQKS1LRMA 


27911 


58279 


A 


28081 




1785 




27912 


58280 


A 


28082 


551 


685 




27913 


58281 


A 


28083 


2 


211 




27914 


58282 


A 


28084 


1407 


1874 


PRAAAAPTNLSPELSASPRPRV 

ACASAWGAGTDVTGWEAAMP 

RVGRCLPRTGLGSARRLRRPEL 

GGGAGPAPEAMRGFGADAGST 

EQPRLPARS*PRLPQRPRRPRKS 

ERPAGLAPRLRPPQPAEPPGLGS 

QERGRGTDRAAADPGLPRTSPE 


27915 


58283 


A 


28085 


1284 


1786 




27916 


58284 


A 


28086 


1205 


1279 


LALIVGNRS*MKPYQTTSVTPR 
CL 


27917 


58285 












27918 


58286 


A 


28088 


2266 


2367 


LAL1VGNRS*MKPYQTTSVTPR 


27919 


58287 


B 


28089 


743 


852 




27920 


58288 


A 


28090 




1100 




27921 


58289 


A 


28091 


548 


652 


LALIVGNRS*MKPYQTTSVTPR 
CLQQWQQRCANY 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27922 


58290 


A 


28092 


1 


2438 


MRLFGYARVSTSQQSLDIQVRA 
LKDAGVKANRIFTDKASGSSSD 
RKGLDLLRMKVEEGDVILVKK 
LDRLGRDTA DM IQLIKEFD AQG 
VS1RFIDDGISTDGEMGKMVVTI 
LSAVAQAERQR1LERTNEGRQE 
AMAKGVVFAENDKKMLSNAFI 
ETADFRTLIETDDRTIVVGRRGT 
GSFNLARAATRLLWRYAMLME 
IASYISSHYKLSSQISSETLLNEH 
LKKWNSAQGDILRKCRLVAKE 
YLDENNPEESIGDLQFNLNISEI 
ENNIVSLLERSDRKVVILMDKL 
DEAYEPDNIGIGUIAGLAYASIE 
LNQKAKCIRPIIFLRDNIFRSLSK 
EDPDYSRNIEGQVIRLHWDWA 
QLLMLSAKRMKVAFKLDIEKD 
QRVWDRCTADDP*KGGNGFKR 
CLQFTLYRPRDLLSLLNEAFFSA 
FRENRETIINTDLEYAAKSISMA 
RLEDLWKEYQKIFPSIQV1TSAF 
RSIEPELTVYTCLKKIEASFELIE 
ENGDPKITSEIQLLKASGILQSL 
YSVGFVG1RDKNTSSYSFCHDG 
RTPDKGFESNEKLLIHPCYWLG 
LNLNRNALAPEEAEEINDEYDI 
NIISDNSAIRNKTIGQITTHLDQ1 

rlOIN.fc.OA l£rcv^WOLl/AL.KJVr 

VVFDAKNFEELGPSEYRQLQSY 
LTGPYGKLGFI1NRDESEVVRSK 


27923 


58291 


A 


28093 


673 


916 




27924 


58292 


B 


28094 


1 


4725 




27925 


58293 


A 


28095 


959 


1387 


CMRRPSCSCPAS1RDNTAPHSRT 

LKVLIIGKRSSGRKLSRILPLLRS 

SSM*PTRAPN*SSASFTFTSVCIS 

RCMSAVMVMAVLTIACRFLKM 

TVSVGHICSLNFALQTSTTAMA 

VPAAATRASRAQPNGRHPWR1 

CWKTQKA 


27926 


58294 


C 


28096 


997 


1302 




27927 


58295 


A 


28097 


659 


2534 




27928 


58296 


A 


28098 


174 


294 




27929 


58297 


A 


28099 


31 


379 




27930 


58298 


A 


28100 


3 


518 




27931 


58299 




28101 








27932 


58300 


A 


28102 


40 


198 


QAARTTGFYAHLLRHYKTPVG 
HS* Y* WKLHGENKSSAFA VC*P 
TCRNPFIDCW 


27933 


58301 


A 


28103 


390 


1186 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27934 


58302 


A 


28104 


2 


1287 


GRVGFASTAQSPR1LRSEPVRTP 

PIPAFSPLKTLRIMSLHQFLLEP1 

TCHAWNRDRTRPVCLDYYSLV 

VSFEIKK*IALSPNNHEVHIYKK 

NGSQWVKAHELKEHNGHITGI 

DWAPKSDRJVTCGADRNAYVW 

SQKDGVWKPTLVILRINRAATF 

VKWSPLENKFAVGSGARL1SVC 

YFESENDWWVSKHIKKPIRSTV 

LSLDWHPNNVLLAAGSCDFKC 

RVFSAYIKEVDEKKASTPWGSK 

MPFGQLMSEFGG\SGTGG\WVH 

GVSFSASG\SRLGWGSATDSTV 

SVCWMPSKS\LQVSTLKTEFLPL 

LSVSFVSENSVVAAGHDCCPM 

LFNYYDRGCLTFVSKLDIPKQSI 

QRNM S AMERFRN MDKRATTE 

DRNTA LETLHQN S I TQ V SI YE V 

DK.QDCRKFCTTGIDGAMTIWD 

FK.TLESSIQGLR1M 


27935 


58303 


C 


28105 


198 


362 




27936 


58304 


A 


28106 


1 


915 




27937 


58305 


A 


28107 


403 


519 




27938 


58306 


A 


28108 


88 


237 




27939 


58307 


A 


28109 


527 


1205 




27940 


58308 


A 


281 10 


2 


272 




27941 


58309 


A 


28111 


39 


543 




27942 


58310 


A 


28112 


1 


789 




27943 


58311 


A 


28113 


401 


912 




27944 


58312 


B 


28114 


147 


653 




27945 


58313 


A 


28115 


586 


650 


K1QCLCLWLLFLIIFLHAFQETIL 
ALRVLNVFNKRJNSLGKNLAFN 
LFVYNKANSMP*RLLWKAPRS 
DK*IQ*SLRIQNQCTQISSTAVH 
STVTKLRIKSRTQPLLQQL 


27946 


58314 


A 


28116 


1 


1464 




27947 


58315 


A 


281 17 


260 


462 


MLYLSGPPKAE/TIGAKWTIDL 
KSGSGKVYQGPAKGAADTTIIL 
SDEDFHGRWSGASLTLRRHSLV 
AG 


27948 


58316 


C 


28118 


183 


254 




27949 


58317 


A 


28119 


98 


445 


LGSGDLPWE1NPLSSCSLLCEKH 
PPTTSGPQTDQPKKHLTNFKSG 
ACYMCRKSGHWAEECPQPGIPP 
KPRPICVGPH*KSDCSTHLAATP 
RAPGTPAQGSLTDSFPDLLGLA 
AED 


27950 


58318 


A 


28120 


32 


143 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27951 


58319 


A 


28121 


39 


346 


QYISELQFLASTVRQTPATSPAH 
KNFQTPEPQQPGIPPEPPPPGAC 
YKCWKSGHQAKECLQPGIPRK/ 
HASHLWQPLPEPPGTLAQGSLT 
DSFPDLLGLAAED 


27952 


58320 


A 


28122 


159 


306 


LGSGNLP*EINPLSSCSLFREEDP 
PTTSGPQTNQPKEHLTNFKSAA 
ED 


27953 


58321 


C 


28123 


80 


106 




27954 


58322 


A 


28124 


166 


423 


RPRSERLLWGTSPLS/CALTL*G 
DPPTTSGPQTNQLKEHLTNFKS 
GPHWKMDCPTHPAATPRAPGT 
LAQGSLTDSFPDLLGSAAED 


27955 


58323 


A 


28125 


1 


354 




27956 


58324 


A 


28126 


1 


702 




27957 


58325 


A 


28127 


317 


427 




27958 


58326 


A 


28128 


467 


640 


SARKRFQLSP**NK1TLLKPASS 
AISALAATPRAPGTLAQGSLTD 
SFPDFLSLAAED 


27959 


58327 


B 


28129 


1 


320 




27960 


58328 


A 


28130 


1 


605 




27961 


58329 


A 


28131 


273 


529 


LGSGDLPWG1NPLSSCSLLREK 
DPLTISGPQTHQPKEHLTNFKSG 
PH*KSDCSTAPG\ATPRAPGTLA 
QGALTDSFPDLLSLAAED 


27962 


58330 


A 


28132 


459 


601 


DVDRHVRGSNFHHNEIRSLAAT 
PRAPGTLAQ/GLTDSFPDLLGLA 
AED 


27963 


58331 


A 


28133 


1 12 


331 


LGLGDLP\WEINPLSSCSLLHEK 
DPPTTSGPQTDQPKKRLTNFKS 
ATPRAPGTLAQGSLTDSFPDLL 
GLAAED 


27964 


58332 


A 


28134 


1 


579 




27965 


58333 


A 


28135 


72 


300 




27966 


58334 


A 


28136 


722 


820 




27967 


58335 


A 


28137 


1 


624 




27968 


58336 


A 


28138 


348 


636 




27969 


58337 


A 


28139 


134 


1131 




27970 


58338 


A 


28140 


1 


1209 




27971 


58339 


A 


28141 


2 


764 


















27973 


58341 


B 


28143 


1 


861 




27974 


58342 


A 


28144 


1 


1599 




27975 


58343 


A 


28145 


119 


593 




27976 


58344 


A 


28146 


1 


573 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol'last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27977 


58345 


A 


28147 


163 


593 


G FLEVQTPHPPN LDGPRRAN RN 
TFLWTCHVGIPDLPALPAPASFL 
GTQLTLKKASDGPRTEKVTQD 
LAQPFWTTGRQLRFVLHLSLQQ 
KDLSKCWRGAEVVLGPTRLFL* 
GYSEGVKENGTGGVNK.*AFSM 
CDSKWFNPCLTF 


27978 


58346 


A 


28148 


159 


405 


PRLRVKYTQLC1L*S/CWRERKK 
FHLGKRVELRQGTTLGRVGWP 
KRRLSQGSAGCFPAGLAHSPPH 
LAEAPGSGFCTALFLWL 


27979 


58347 


B 


28149 


123 


1561 




27980 


58348 


A 


28150 


1 


1771 




27981 


58349 


A 


28151 


68 


698 




27982 


58350 


A 


28152 


1 


1260 




27983 


58351 


A 


28153 


57 


302 




27984 


58352 


A 


28154 


1 


245 




27985 


58353 


A 


28155 


5 


422 




27986 


58354 


A 


28156 




1372 




27987 


58355 


A 


28157 


1 


1653 




27988 


58356 


A 


28158 


586 


867 




27989 


58357 


A 


28159 


1 


1410 




27990 


58358 


A 


28160 


1 


1441 


MDIKKGITDISASLRVESGWEA 

RTRKEKTHINTV1IGHVDSGKST 

TTGHLIYKCGGVDKRTIEKFEK 

EAAEMGKCSFKYAWVLDKLK 

AEREHGITIDISLWUCFETSKYY 

VTIIGAPGHRDFI KN\MITG\TSQ 

A\D\CAVL1VAAGVGEFESWYSP 

RNGQTREHALL\AYTLGC*NKL 

IVGV\NKMDST\EPPYS\QKRYE 

EIVKEGSTYIKKAIGYNPSTVAF 

VP\1SGW\NG*QHCLEAKWLTCP 

WFQGDGKVTP*GLAIASWEPRL 

LWRALALQSYPPTRPTDQAPLR 

PASPRMSYQKLGG1VNVATEV 

KSVEMHHEALSEVLPGDN/VGA 

FNVKNVSVKDVRRGNVAGDSK 

NDPPMEAAGFTAQVIILNHPGQ 

ISAGYAPVLDCHTAHIACKFAE 

LKEKIDRRSGKKLEDGPKFLK.S 

GDAAIVDMVPGKPMCVESFSD 

VT>D1 r&T? A\/QT\\Al>r\T\\r &\/t^\n 
irrLUlUAVKUMKyl\VAVUVI 

K\AVDKK\AAGAGKVTK\SAQK 


27991 


58359 


A 


28161 


125 


370 




27992 


58360 


A 


28162 


156 


547 




27993 


58361 


A 


28163 


108 


919 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihle nucleotide insertion) 


27994 


58362 


A 


28164 


1 


712 


LNSEGNSGSGDSISYDAPAGNS 
FLEDCELSRQIGAQLKLLPMND 
Q1RELQTHRDKTASRGDFMFSA 
DRLITLVVEEGLNQLPYKECMV 
TTPTGYKYEGVKFEKGNCGVSI 
M RSGEAMEQGLRDCCRSIR1GK 
ILIQSGGETHRAQVYYAQFPPDI 
YRRKVLLMYPILQTGYNTEFEA 
VKVL*DHGVHPSVIIQLSPFLIP 
HGGQ\SIIQRFPEFPI*PTEVHPV 
A PTHFGQKYFGTD 


27995 


58363 


A 


28165 


' 


606 


G 1RSAMQNTQNLLQMPYGCGE 

QN M VLFA PNI YGL DE\LNETQQ 

LTPEIKSKAIGYLNTGYQRQLN 

YKHYDGSYSTFGERYGRNQGN 

TWLTAFVLKTFAQARAYIFIDE 

AHITQAL1WLSQRQKDNGCFRS 

SGSLLNNAIKVNHSGASFDLS1 

M1SARMRIGSDNVKNSKGKPQ 

RKIKPGWHQKRGDRTKVDCDT 

LSYRDGYG 


27996 


58364 


A 


28166 


1 


4626 




27997 


58365 


A 


28167 


15 


4479 




27998 


58366 


A 


28168 


256 


852 




27999 


58367 


A 


28169 


319 


405 




28000 


58368 


A 


28170 


606 


896 




28001 


58369 


A 


28171 


1 


372 


FRRVACVGSAGD\TAGAEP/RG 
ACATAWVCEMAADISESSGAD 
CKGDPRNSAKLDADYPLRVLY 
CGEYCEYMPDVAKCRQWLEK 
NFPNEFAKLTVENSPKQEAGISE 
GQGTAGEEEEKKKQKRGKT 


28002 


58370 


A 


28172 


1 


731 


LSRGSAAGGRALGRPWGARRV 
AC VG S AGD\TAG AEP/RG AC AT 
AWVCEMAADISESSGADCKGD 
PRNSAKLDADYPLRVLYCGVC 
SLPTEYCEYMPDVAKCRQWLE 
KNFPNEFAKLTVENSPKQEAGI 
SEGQGTAGEEEEKKKQKRGGR 
GQIKQKKKTVPQKVTIAKIPRA 
KKKYVTRVCGLATFEIDLKEAQ 
RFFAQKFSCGASVTGEDEI11QG 
DFTDAII\DVIQEKWPEVG**QPL 
EDLGRK 












2297 




28004 


58372 


A 


28174 


23 


416 




28005 


58373 


A 


28175 


1 


681 




28006 


58374 


A 


28176 


1 


1668 




28007 


58375 


A 


28177 


1 


1587 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=S(op codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28008 


58376 


A 


28178 


250 


687 


AATSLPFRAST1ASANSILRVGV 
MTSIHHFVFSKRVCCNFTSKTY 
FMSQQSSRTCTDGGYQALPFSC 
SSVSPSQQQTQIKSVRPDYLLVE 
PPHHMGPSFFASSGLHYDQ*PH 
HRLHLYWVFSARPWNGDLNPS 
SAHDI*HE*PLHF 


28009 


58377 


C 


28179 


45 


179 




28010 


58378 


A 


28180 


743 


1478 




28011 


58379 


C 


28181 


151 


351 




28012 


58380 


A 


28182 


2 


355 




28013 


58381 


A 


28183 


19 


428 




28014 


58382 


B 


28184 


61 


2118 




28015 


58383 


A 


28185 


1 


1824 




28016 


58384 


A 


28186 


150 


1552 


KNMETEQPEETFPNTETNGEFG 

KRPAEDMEEEQAFKRSRNTDE 

MVELRILLQSKNAGAVIGKGG 

KNIKALRTDYNASVSVPDSSGP 

ERILSISADIETIGE1LKKIIPTLEE 

GLQLPSPTATSQLPLESDAVECL 

NYQHYKG SDFDCELRLLIHQSL 

AGGI1GVKGAKIKELRENTQTTI 

KLFQECCPHSTDRVVLIGGKPD 

RFV\ECIKIILDLISESPIKGR\AQP 

YDPNFYGWKPMDYG\GFTMMF 

DDRRGRPVGFPMRGRGGFDRM 

PPG RGGRPM PPSRRDY DDMSPR 

RGPPPPPPGRGGRSGSRA RNLPL 

PPPPPPRGGDLMAYDRRGRPGD 

RYDGMVGFSADETWDSA1DTW 

SPSEWQMAYEPQGGSGYDYSY 

AGGRGSYGDLGGPI1TTQVTIPK 

DLAGSIIGKGGQRIKQIRHESGA 

SIKIDEPLEGSEDRIITITGTQDQI 

QNAQYLLQNSVKQYSGKFF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
liod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28017 


58385 


A 


28187 


221 


1634 


KNMETEQPEETFPNTETNGEFG 

KRPAEDMEEEQAFKRSRNTDE 

MVELRILLQSKNAGAVIGKGG 

KNIKALRTDYNASVSVPDSSGP 

ERILSISADIETIGEILKKIIPTLEE 

GLQLPSPTATSQLPLESDAVECL 

NYQHYKGSDFDCELRLLIHQSL 

AGGIIGVKGAKIKELRENTQTT1 

KLFQECCPHSTDRVVLIGGKPD 

RVVECIKI1LDLISESPIKGRAQP 

Y DPNFYDETYDYGGFTMMFDD 

RRGRPVGFPMRGRGGFDRMPP 

GRGGRPMPPSRRDYDDMSPRR 

GPPPPPPGRGG\RGGSRARN LPL 

PPPPPPRGGDLMAYDRRGRPGD 

R YDGMVG FSADETWDSAIDTW 

SP\SEWQMAYEPQGG\SG\YDYS 

Y/AQGGRGSYGDLGGP1ITTQVT 

IPKDLAG/SLFIGKGGQRMKQ1R 

HESGS/SSIK1DEPL\EGSEDRIITI 

TG\TQDQIQ\NAQYLLQ\NSVKQ 


28018 


58386 


A 


28188 


218 


497 




28019 


58387 


C 


28189 


183 


254 




28020 


58388 


A 


28190 


1 


1056 




28021 


58389 


A 


28191 


825 


933 




28022 


58390 


A 


28192 


1 


201 


LVGHDRQGEHVCFYENYAE1G 
NR* GRN LG LTEVTG A VCE ALR 
QYSPGNLLSLMGVRVSPSESEE 


28023 


58391 


A 


28193 


450 


509 




28024 


58392 


A 


28194 


2 


71 


SLT1PQPLSPFNLGVTLQSLPSLN 
FSSFPFLVENGDAFYLAATLRA 
PGTVAQGSLTPSQIFSA*WRHPS 
ISPFS 


28025 


58393 


A 


28195 


213 


350 


AVSHLCGTPLEIRLFNSPGSHSQ 
SPWNSGPRLSD*LLPRSSGLSG 


28026 


58394 


A 


28196 


372 


782 


LRSADLPWE1NPLSSCSLLHEKD 

PPTSSGPQTDQPKEHLTNFKSE 

KKETRFIRGPKTPAPVMD*GRQ 

PSLGV*PLQGCLSDYSPRFQRC 

QTTQGHLPWSFTLSSKSHFSGG 

RGKSLLQVPEIWPPGQGMPAA 

QDSS 


28027 


58395 


A 


28197 


189 


380 


SLCIFSSASALQQQWQHEGWC 
GQLLPRGHGPNRKLQQQRQWI 
LL*VPEILPLGQGMPAAQDSS 


28028 


58396 


A 


28198 


33 


302 


FRJCALSTKLFCLSTPWCQTHIL 
SYPQYLPLLP1YSVLDLRHAFFT 
IALHPSSQPLFAFT*TDPDTH*A 
QQITWAALPQGFTDSPHYVQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28029 


58397 


A 


28199 




532 


MRVRNREEGNVGKWGERQVD 

QRDAVMRVRCGIWNNVGDR1E 

VRAENNGNCGTQQRVGTTEGA 

GGAESISVRLPRRSGSVSLQLLS 

REDLGRSQSESLGPEFQGLWK 

WLPDESSVWPAPGCLLLYCTH 

VDKEKGRRSLHVEHA*QLKTD 

AARSPRKPDTYTFCSPGSFSCTH 

S/SVESHNYHCSRPGLQSGLPHY 

SRYHT*PS*LH\SLIHLTFTPFPHI 

SFFPVSHPH 


28030 


58398 


A 


28200 


266 


397 


S VHCQRFCRNRVPL VENQI LTG 
ETNILHTCMHTWF*DHVWKVT 


28031 


58399 


A 


28201 


21 


549 


LGPLPFSLSPCCLHCQGKRLCG 

HHEEARRRKNVSIPRKEAGIIHC 

KGHQKVASDP1AQDNAYADKL 

AKKAA S VPTS VPH Gl SQ APPPLP 

THQARYWQ1DFTHMPRVRKLK 

YLLVWVDTFTGWVEAFPTGSK 

KATAVISSLLSDIIPQFSLPTSIHS 

DSRLAFISQ1TQAVSQALGIK 


28032 


58400 


A 


28202 


3 


518 


KRPHPYLPLLTLFSDSAHLHPG 
EINNHVAHTRPVWWSLHTDVH 
EIWCRDSDRGTSLGRSIPCPPVL 
CSVRKIHLQPQVLRPTSPRNISPI 
LNQVSGLFLLSSPTSLTVPQPLS 
PFNLGATLQS/APFS*FQFLSFSG 
RDKGDTF YPWSQN SGACHRLG 
KAAFPWCLI1AGTPL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 


28033 


58401 


A 


28203 




1626 


segeakgsitltvctalylk.lt 

lfhktgvfgplrfpvvntlnps 

pfhdgtrelgaseaigqcqssa 

aklrrsgkeseslgpefqglwk 

wlpgssqcfaresleekeslcf 

rpsdpgaepprtavrpitersll 

qgdeyccalgqgvpnpwstdr 

ywnwatlqeigpsscrktssgl 

plilryghvrdlhgssshhrpg 

gpkrnkwfrelglgsaccmrp 

rdl vpc vpa apa v a ergesta 

qavasegaspk.pwqlpggvgp 

vgaqksrievweplpifrrmyg 

kacmsrqkfaagagfswyvpv 

avvgak.vhdvnlhmlsfpsk 

wklhtcmkfgavtqivtslgr 

sscslllekdppmvlrptsprn1 

spisnltketrfirgpktpapvt 

dwegslplvfnhcrdasli1hp 

gfrgvrprrdaclspsplanlin 

LTFKVYNNRKJCLQFLAFTVRQ 
TSAMSPAHKNFQ\SLNLSGQAF 
LQNLLPQELATSARNPATRPRN 
ACSPGFLLSHVPSVRDPTGNWT 
VQI.TWHPLPEPLELWPKAL 


28034 


58402 


A 


28204 


921 


1009 




28035 


58403 


A 


28205 


1 


1005 .._ 




28036 


58404 












28037 


58405 


A 


28207 


1336 


1490 




28038 


58406 


A 


28208 


466 


560 




28039 


58407 


A 


28209 


863 


1672 




28040 


58408 


A 


28210 


1 


876 




28041 


58409 


A 


28211 


133 


746 


SVKMVRYSLDPEN\PMKSCK7S 
QRGSNLRVPFKDHS*KLPQAHQ 
R VCHI RKSPTK Y\LKD VH LTRN 
QCVPIPDRYNG*QLGQVCRRPK 
QMGPGTTKGR\WPQKGVLKFL 
PAHALKTAEM*C*TLRVLDVDS 
LVIEH I\QVNKAP\KM\RRRTYR 
AHGRINPYMSSPCH\IEM\ILTEK 
EQIVPKPEEEVAQKKKIS\QKKL 
KETPTLWHGE 
















28043 


58411 


A 


28213 


1 


2772 




28044 


58412 


A 


28214 


1 


1353 




28045 


58413 


A 


28215 


195 


285 


DIH LL YP VG/RNRGI C RKK * RLR 
S*DY*CWR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28046 


58414 


A 


28216 


23 


561 


CRPRKFYYEEDWLITKLKGQVS 
QESLSEKASSQATLPNQPVEKAI 
IMQLGTLLTFLHELVPTALPSGS 
CVDTL/SKGLVQNVHHTYSPCQ 
NFISRCVRAPEEFQKIWNSW*SC 
LVLI*PPCVILSFLYVQNKSKSL 
NYTGEKKEKPAAVATAMARVL 
RETKPIPNLIFAIEQYEKFLHPPV 


28047 


58415 


A 


28217 


2383 


2651 




28048 


58416 


A 


28218 


125 


1396 




28049 


58417 


A 


28219 


466 


643 




28050 


58418 


A 


28220 


73 


150 




28051 


58419 


C 


28221 


1 


240 




28052 


58420 


A 


28222 


2 


499 




28053 


58421 


A 


28223 


192 


351 




28054 


58422 


B 


28224 


1 


2103 




28055 


58423 


A 


28225 


247 


400 




28056 


58424 


A 


28226 


288 


589 


WCSRRRGWYLLLGFHNYWRSS 

TFLVRCTPSCPGGCCPRYGIYPV 

RSCPRLPGGVSRYGS1HSG/RWC 

SWSPSWSPWLTSVTPRLYVAL 

M*AVVCPVVGKQP 
















28058 


58426 


A 


28228 


1299 


1506 




28059 


58427 


A 


28229 


1250 


1907 




28060 


58428 


A 


28230 


547 


638 


EKRKSNCPCLQMT*LYI*KTPSS 
QPKISLS 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28061 


58429 


A 


28231 


488 


2358 


RLSLGHWAAGKQGASDSCEKP 

TQPPSGVLESTTP/CAAPSPPNR 

DSGPCPASSPGLSRPLLSGTAW 

APPPAPPWARVRPPREVWRAD 

LLTPQGGGPATGVSGGEECDSP 

VGGNPG1WKAWGHRRTRVAGI 

GRRGGPGEADKQPLLVILRQTG 

SGVDLQQTPTDLQLRVLTVRR 

NTNKRKGHPHQNPICTSPSSKT 

EGRSMRQKVNKD1QELNSALH 

QVDLIDIYRTLHPKSTEYTFFSA 

PHHTYSN1DHIVGSKALLNKCK 

RTEIVANCLSDHSAIKPELRJKK 

LTQNC STTWKLNNLLLND Y WR 

SKRKTHSKASRRQEITKIRAELK 

EIETQNTLQKINESRSWFFENIN 

KIDRLLERLIKKEREKNQIDAIK 

NDKGD1TTDPTKIQTTIREYYKH 

LYKNKLLNLEEMDKFLDTYTL 

PRLNQEEIESLNRPITGYEIEAII 

NSLPTKKSPGSDGFTAEFYQRY 

KQELVTFLLKLFQSTEKEGILPN 

SFHEASIIL1PKPGRDTTKKENFR 

PISLMNIDAKILNKILANQIQQH1 

K.KL1HHDQLGFIPGMQGLFSTC 

KS1NV1HHINKTKDKNHM1ISID 

AEMASDK1QQPFMLKTLNKLGI 

DGMYLK.11RA1YDK.PTAN11LNG 


28062 


58430 


B 


28232 


1 


2664 




28063 


58431 


A 


28233 


767 


969 


KKRVFNPEFHIQPN*AS*VKEK* 
NPLQTSKC*E1LSPP\ACPKRAPE 
GSTKHGKEQPVPATAKTGQIV 


28064 


58432 


A 


28234 


804 


920 


RD1YSNKCPQEKPEK1*NGHPNI 
TIKRIREARAKTFKS 


28065 


58433 


A 


28235 


786 


935 




28066 


58434 


B 


28236 


3 


1555 




28067 


58435 


A 


28237 


895 


1389 


GELLEVVMTLAWSWGLFLARII 
QTQVFKAFNLFVLILRSSWAFC 
WTHGDELWALVSRKPK*HPGF 
CDHAPSTFPPPGLCP/EPTPPPGA 
VSQYPCPPPSCPWPRWLVLPLP 
VLAGTSSPWKGFSYPPCCFSPF 
HLPARFLHRGNCLSTFDLVVLP 
PLEMPVLALS 


28068 


58436 


A 


28238 


704 


799 


EKRKSNCLCLQMT*LCI*KTPSS 
QPKISLGW 
















28070 


58438 


B 


28240 


1 


1028 




28071 


58439 


A 


28241 


476 


678 




28072 


58440 


B 


28242 


1 


1059 




28073 


58441 


B 


28243 


1 


924 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28074 


58442 


A 


28244 


39 


200 


LPLFLIECPLFPSPA*LPWPGLPT 
LC*IGVVREGIPVLCPFSKGMLP 
VFAHSV 


28075 


58443 


A 


28245 


225 


314 




28076 


58444 


A 


28246 


243 


311 




28077 


58445 


A 


28247 


21 


1593 


RKRTAPAGPRRHPKHCECPNCG 

SGKGRPS/CSQTHPPPGKLKSSP 

*SRKAENSKNQSAFSPPKDHSSS 

PVMEQSWMENDFDELTEVGFR 

SLAETQQQQKEKFRPISLMNID 

VKILNKILANRIQQHIKKLIHHD 

QVGFISGMQGWFNICKSINVIH 

H1NRTNDK.NHMIISIDAEKAFD 

Kl QQPFMLKTLKKLG I DGTYLK 

IIRAIYDKSTASIILNGQKLEAFP 

LKDRTRQGCPLSPLLFN1ALEVL 

ARA1RQEKD1KCIQLGKEKVRL 

SLFAEDMIVYLENPIVSAPNLFK 

L1SNFSKVSGYKINVQKSQVFL 

Y1NNRQRESQIMNEFPFTIARRR 

IKYLGIQLTRDVKDLFKENYKP 

LLKEIKEDTNKWKNMPCSWIG 

RINIMKMAILAKVIYRFNAIPIK 

LPMTFFTELEKTTLKFIWNQK 


28078 


58446 


A 


28248 


129 


239 


FFLTMSMECSSICLCPPLFR*AV 
VCRSP*RGPSHPL 


28079 


58447 


A 


28249 


3 


254 


GTAWAPPPAPPWARVRPP\EKC 
GAPTCSHPREEAPRLASPAGKN 
VTVPWGETQGSGRLGVTGEPE 
LLGLGGAGALARLISSLCW 


28080 


58448 


A 


28250 


80 


517 


GHFLGQQPRPQLHSPAPD\PPAP 
TPTDAEGLPQQQQLPQLEPQPE 
CQGPVEAEARQLKSCMKPVRR 
RPAEEELKTKNMDDNTFAMAE 
HPDVQESVGPLVAPTPLRPWPQ 
MTLQVCWSLLEFHSRPCLPGY 
HQQRLQNSKDCCLFLP 


28081 


58449 


A 


28251 


1 


670 




28082 


58450 


A 


28252 


1450 


1650 


QWISRQKLYKPEESGGQYSTFL 
KKR1FNPEFHIQPN*AS*VKEK* 
NPLQTSKC*EILSPPGLPYKSS 


28083 


58451 


A 


28253 


1010 


1294 


QRFSWQKLYKPEESGGQYSTFL 
KKRIFNPEFHIQPN*AS*VKEK* 
NPLQTSKC*EILSPPGL P YKS\PE 
GSAKHGKEQPIPTTAKTCQIVK 


28084 


58452 


A 


28254 


41 


812 




28085 


58453 


B 


28255 


1 


2957 




28086 


58454 


B 


28256 


650 


3212 




28087 


58455 


A 


28257 


1 


556 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


28088 


58456 


A 


28258 


378 


566 


KHSQGILLQVPEIWPLGQGMPA 
SRDSS*AVSHLCGTPLEIGWSNL 
PGSHSQSPWNSGPRLSD 


28089 


58457 


A 


28259 


1 


253 




28090 


58458 


A 


28260 


409 


884 




28091 


58459 


A 


28261 




2256 




28092 


58460 


A 


28262 


118 


302 




28093 


58461 


A 


28263 


558 


659 




28094 


58462 


A 


28264 




400 




28095 


58463 


A 


28265 


308 


433 




28096 


58464 


A 


28266 




711 




28097 


58465 


A 


28267 


559 


657 




28098 


58466 


A 


28268 




400 




28099 


58467 


B 


28269 


232 


498 




28100 


58468 


A 


28270 




2978 




28101 


58469 


B 


28271 


128 


290 




28102 


58470 


A 


28272 




193 


DVNIFIRYGLWCFLSPFGLL*QF 
WRLEVQYQDAADSMSGGDPLS 
HS 


28103 


58471 


B 


28273 


125 


197 




28104 


58472 


A 


28274 




1776 




28105 


58473 


A 


28275 


19 


223 


GFPNRTAI.PKNGNKNGGFASM 
VRGCLERAET*GCPNGMPQGE 
RLS RFGLRTETTGTVTFRLHCL 
QQSR 


28106 


58474 


A 


28276 




334 




28107 


58475 


A 


28277 


2 


1698 




28108 


58476 


B 


28278 


1 


1281 




28109 


58477 


A 


28279 


198 


532 


N SLFLLCLCQ AL V SG * CWPHK 
MS*GGFPLFLLTGIVS/GRNGTS 
SSLYLW*NSAVNPSGPGLFLVS 
RLLTIASI SEPVIGLFRDSTSSWF 
SLGRVYVSRNLSISSRFSSLFA 


28110 


58478 


A 


28280 


3 


610 


TDFCFCFWLPGLSVLFLSFFLSF 
FLSFFLSFFLSLSFSFSLSLFLFLS 
VSLSFLPSFLFLSLSLSLFLSLFS 
LL/Y CLSFLSLFSFFLFLLSFSLSS 
SLLFSSLLFSSLLFSSLLFLLLLL 
LSLSLLFFLSFLFSESVLWEGSV 
AGLQTPALSSALNRAVLPVSCS 
MIDQLCDPGKYFISLCLFLHLR 
VRTCGVWFSVLVIVC 


28111 


58479 


A 


28281 


203 


470 


QAKSVWKKILSFRPLHRMSDG 
IFWLCFYISMHLCWLVLYWAV 
WFKLQTTRLSRWLTDSLPVSY 
GYCQGMNEGCSSQFKTVFPTLF 


28112 


58480 


A 


28282 


164 


338 


GGGGVHVYQTS/GDIRKKEISK 
EISKG/LTKTPRLLVMSPSSCSR 
RG1WPNPDTCPLLLL 


28113 


58481 


C 


28283 


1 


603 





3690 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28114 


58482 


A 


28284 


179 


445 


QLSGLASGMRESRDVLGLRFTP 
LLLW1VHSRAWALVESAVMST 
WECWVGDERGTGVKLAGAHT 
ELPTGPGV*YSPPCVHVFSLFNS 
HL 


28115 


58483 


A 


28285 


128 


381 




28116 


58484 


A 


28286 




1392 




28117 


58485 


C 


28287 


1 


3169 




28118 


58486 


A 


28288 


1905 


2449 


AQLPTPAPLPFLGRRWGTWGFP 
GHAFHSWFWYSTVGEGAMGSF 
LALLSFPPLGMK LAI LEDFFG 1 S 
GTAAPLGSSFGSSLRSSLSVTEA 
LLARSL/HFLLILLPLLFLLLFLIA 
FQRTLLVGQCPAKSPLGNALEC 
NLGAAGSRAHGGEHATGGLQL 
LALFEAGQSLQPLTACVPGPRP 
LTCL 


28119 


58487 


A 


28289 


693 


905 


EESIS*KWPYCPSFHNLHPQAY 
KAIPHPASLGKT*YNQDNNNAG 
KLFKANRNPALGCQQPVCSKT 
DGFRF 


28120 


58488 


A 


28290 


3 


427 




28121 


58489 


A 


28291 


1 


1195 




28122 


58490 


A 


28292 


158 


779 




28123 


58491 


A 


28293 


227 


378 




28124 


58492 


A 


28294 


1 


621 




28125 


58493 


A 


28295 




35 1 




28126 


58494 


A 


28296 


1 


507 




28127 


58495 


A 


28297 


1 


543 




28128 


58496 


A 


28298 


343 


428 




28129 


58497 


A 


28299 


785 


1178 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJn known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28130 


58498 


A 


28300 


842 


2592 


IREEVESLKRP1TSSDIEAVINSL 
SIKKKVQYQTDSQPNSTRGENL 
GNTIQDTGMGKDFITKTPKAM 
ATKAKIDKWDL1KLKSFCTAKE 
TIIRVNRQPTEWEKIFEIYPSNK 
GL1SRIYKELKQ1YKKK.TNDPIK 
KWAKDMNRHFSKEDIYAAKK 
H/DEKMLIITGTWMKLETIILSK 
LTQEQKTKHRMFSLLIPDDGNS 
LTRRMLLIGISVKTPVGTGA1PG 
PVGGTTAAGAYGRKEKALSNC 
DSILALALAKMSENQMSMESFF 
EKGKDPMRRQQKTLTLTKKKN 
AFKRKYQESYLNYGFIATVRAS 
FLVANCIVKAKKPFTIGEELILP 
A A KDIC YELLGEAA VQK VPH V 
PLPVSTITRPIDEIAEDIEAQFLE 
PJNESLWYTIQIDKSTIADNKAT 
MLVFVQYIFQEDVHEDVFFQES 
LRATSQPLKTPQTGKEWVHDPF 
VDKPSESTLSMLEEDQLLE1AN 
DGSLKSMFEKTSNLHIVCIKVK 
AEYPEIATKALRRLLAFPWVAA 
VDRECQWGSRDVFMRRLLDPK 
AGFSLLGVGNCHCLRTLEFVGL 
SMSSLCGAMLLCGLRAAPYISL 
RDHKGQGTLL 


28131 


58499 


A 


28301 


1 


1662 




28132 


58500 


A 


28302 


2 


406 


CWWDCKLVQPLWKSVWRFLR 
DLELEIPFDPA1LLLGIYPKDYKS 
CCYKD1CT/RVCVPAALFTIANT 
WNQPKCTSM1DWVKKMWHIY 

1 Mb i I vA.AlNJs.Ucr MorAu 1 M 

KLETIILSKLTQEQKTKHRMFSL 
YWKS 


28133 


58501 


A 


28303 


1 


1404 




28134 


58502 


A 


28304 


68 


2269 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28135 


58503 


A 


28305 


189 


1890 


MKMASSLAFLLLNFHVSLLLV 

QLLTPCSAQFSVLGPSGPILAM 

VGEDADLPCHLFPTMSAETME 

LKWVSSSLRQVVNVYADGKEV 

EDRQSAPYRGRTSILRDGITAG 

KAALRIHNVTASDSGKYLCYFQ 

DGDFYEKALVELKVAALGSNL 

HVEVKGYEDGGIHLECRSTGW 

YPQPQIQWSNAKGENIPAVEAP 

VVADGVGLYEVAASVIMRGGS 

GEGVSCIIRNSLLGLEKTASISIA 

DPFFRSAQPWIAALAGTLPILLL 

LLAGASYFLWRQQKEITALSSEI 

ESEQEMKEMGYAATEREISLRE 

RKKIQYLTPDVILYPDMANAIL 

LVSEDQRSVQRAEEPHDLPDNP 

ERFEWRYCVLGCESFMSERHY 

WEVEVGDRKEWHIGVCSKNVE 

RKKVWVKMTPENG YWTMG LT 

DGNKYRALTEPRTNLKLPEPPR 

KVGVILDYETGHISFYNATDGS 

nil IrLMAiMtrLirvrKlLlLt 

PTALTVCPIPK/GREFPRFPTLVP 
DH SLE1PLTPGL AN ESGEPQAEV 
TSLLLPAQPGAKGLTLHNSQSE 
PYSYRHTL KHFTDI H S 1 1 P 
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SEQ1D 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28136 


58504 


A 


28306 


172 


1905 


MKMASSLAFLLLNFHVSLFLVQ 

LLTPCSAQFSVLGPSGPILAMV 

GEDADLPCHLFPTMSAETMELR 

WVSSSLRQVVNVYADGICEVED 

RQSAPYRGRTSILRDGITAGKA 

ALRIHNVTASDSGKYLCYFQDG 

DF YEKAL VE LK.V A ALG SDLHIE 

VKGYEDGG1HLECRSTGWYPQ 

PQIK W SDTKG EN 1 P A V E AP V V A 

DGVGLYAVAASVIMRGSSGGG 

VSC11RNSLLGLEKTASISIADPF 

FRSAQPWIAALAGTLPISLLLLA 

GASYFLWRQQKEKIALSRETER 

EREMKEMGYAATEQEISLREKL 

QEELKWRK1QYMARGEKSLAY 

HEWKMALFKPADVILDPDTAN 

AILLVSEDQRSVQRAEEPRDLP 

DNPERFEWRYCVLGCENFTSGR 

HYWEVEVGDRKEWHIGVCSK 

NVERK.K.G WVK.MTPENGYWTM 

GLTDGNKYRALTEPRTNLKLPE 

PPRKVG IFLDYETGEISFYNATD 

GSH1YTFPHASFSEPLYPVFRII.T 

LEPTALT1CPIPKEVRRVPPI/AD 

LVPDHSLETPLDPGA*LMKVGE 

PQAGK*HLCFSLPTLGAEGLPF 


28137 


58505 


A 


28307 


1 


2220 




28138 


58506 


A 


28308 


134 


509 




28139 


58507 


A 


28309 


80 


433 


VKTELVGWGPSRRGWGAQRSP 

AEKMGETPGAAVSR1RLGGRV 

ALRRHVRGEPLRAPDCPLGPDA 

WVPTRGSHFPGFFPREQSLS/W 

GATPPSYRSSEVRSGAESGRPAP 

DSVGSGVQAH 


28140 


58508 


A 


28310 


1 


1066 




28141 


58509 


A 


28311 


77 


273 




28142 


58510 


A 


28312 


1 


415 




28143 


58511 


A 


28313 


11 


257 




28144 


58512 


A 


28314 


1 


654 




28145 


58513 


A 


28315 


2 


671 


PGEFTRAPRVRRRAMGISRDN 

WHKJRRKTGGIRKPYHKKRKYE 

LGRPAANTKIGPRRIHTVRVRG 

GNKK\YRALRLDVGNFSWGSQ 

CCTRKTRIIDVVYNASNNELVR 

TKTLVKNCIVLIDSTPYRQWYE 

SH YA LPLGRKKG AKLTPEEEEI 

LNKKRSKKIQKK.YDERKKNAK 

ISSLLEEQFQQGKLLACIASRPG 

QCGRADGYVLEGKELEFYLRKI 


28146 


58514 


A 


28316 


3 


1259 




28147 


58515 


A 


28317 


1745 


2681 
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NO?' D 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28148 


58516 


A 


28318 


1 


2502 




28149 


58517 


A 


28319 


1097 


1417 




28150 


58518 


A 


28320 




398 


MTAEERDKFPTDQQAIPSMDPH 

WDPDSDHGDWSHKHLLTCVLE 

G LRRIRKKPMN YSMMSTITQG 

KEEN P S A FL K WLRE A L RK YTPL 

SPNSLRGQLILKDTFITQSAADI 

RRKLQKQALGPEQNLEALLNQ 

ATSVFYNRDQEEQAQKEKRLSS 

RSVTIRGILGQSVTRPEAHKGL 

QDIVKHLKAQGLVRKCSSDCN 

TPILGVQKLNGQWRLVQDLGLI 

NKAIIPLYPVVPNPYTLLSQISEE 

AEWFTVLDLKDAFFCIPLHSDS 

QFl.FACEDPTDHTSQLTQTILPH 

GFRDSPYLFGQALAQDLGHFSS 

SGTLALQYVDDLPLATSLEASC 

QQATLDLLNFLANQGYKASRS 

KAQLCLQQRDGQTTLYSNQGA 

PEGKYSSSRMRPRVRNSLQNLK 

AGPSTTPALSLPTGQNLSLYVT 

ETA G I ALG V LTQAHG MNPQPV 

AYLSKK1DVVAKGWPHCLRVV 

VAVAILVSEAIKIIQGKDLTVWT 

THDVNG1LGAKGSLWLSDNCL 

LRYQ A LLLEG P VLQIPMCA ALN 

PATFLPEDGEPIS**PLTLRWPLP 

QLPLNSEASLLLLHQFSYLGMP 

LVGGSSHEPA 


28151 


58519 


A 


28321 


318 


363 




28152 


58520 


A 


28322 


812 


910 


RA1SCCPSHW*KEKPPWRPIRKP 
PLPARWP1H 


28153 


58521 


A 


28323 


1638 


2180 


RSAASLLKSVRPRTHQEEETLD 
TSEH LKEQTADTSSLRTVTLTA 
RVCGFILEVSETKNSPEGTNSG 
H I LTSQ M G L SPI A KRRETS AS AA 
A LVSATIPICRVQGPLRVLGQE 
VFLLLLRLPTAPLPINDKPP/PN/ 
TPLPRRKQAKKSPKDHKNPWAI 
GYVPFKQ*GEGNLA*PGYMSPS 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28154 


58522 


A 


28324 


350 


1563 


FLY1QLYPTPITCSLKYQRKQNG 
SLFWTSRMPSSVFPCTLTPSFSL 
PLRIP/PDHTSQLTWTVLPPGFR 
DSPPLFGQALAQDLGHFSSPGT 
LVLQYVDDLLLATSSEASCQQA 
TLDLLNFLANQGYKVSRSKAQ 
LCLQQVKYLGLILAK.GTRALIK 
ERIQPILAYPCPKTLKQLRGFLG 
1TGFCQLW1PGYSEIARPLYTLIK 
DTQRANTHLVEWESEAETAFK 
TLKQALVQAPGLSLPTGQNFSL 
YVTERAGIALGVLTQTRGTTPQ 
PVAHLSKETDVVAKGWPHCLR 
VVAAVAVLVSEAIK1IQGKDLIV 
WTTHEVNGILGEKEVYGYQTN 
AYLDTRRSALRDWCFKYARPV 
AAILLLLAFGPCIFNLPVKFVSS 
R1EAIKLQMVLQMDPQ1SSTNN 
FYRGPLD 


28155 


58523 


A 


28325 


830 


1143 




28156 


58524 


A 


28326 


234 


510 


PWQSLP* VAQKVPKDHRSLPLE 
P*TRSLNNS*QHWWLCPPARAP 
STCSTSCPARDGPPPPSPAPHGP 
RNTSVPGVHSRPGSPPP\PPRTPP 
VS 


28157 


58525 


A 


28327 


2 


816 




28158 


58526 


A 


28328 


1 


1311 




28159 


58527 


A 


28329 


764 


937 




28160 


58528 


A 


28330 


1 


1389 




28161 


58529 


A 


28331 


1 


484 




28162 


58530 


A 


28332 


72 


299 




28163 


58531 


A 


28333 


737 


847 




28164 


58532 


A 


28334 


1 


2072 




28165 


58533 


A 


28335 


68 


223 




28166 


58534 


A 


28336 


468 


596 




28167 


58535 


A 


28337 


358 


661 




28168 


58536 


A 


28338 


72 


300 




28169 


58537 


A 


28339 


65 


244 




28170 


58538 


A 


28340 


2 


584 


GKSRRMFPAQEEADRTVFVGN 
LEARVREE1 L YELFLQFLIVAGPL 
TKVT1CKDREGKPKSFGFVCFK 
HPESVSYAIALLNGIRLYGRPIN 
VQYRFGSSRSSEPANQSFESCV 
K1NSHNYRNEEMVVGRSSFPM 
QYFPINNTSLPQEYFLFQKMQR 
HVYNPVLQLPYYEMTAPLPNS 
ASVSSSLNHVPDLEAGPSS 



3696 
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SEQ1D 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28171 


58539 


A 


28341 


2 


367 


MTMHYE1PVRTRRSKGTT*LPQ 
NA/SVNNMPH*TGAI*ADISMTN 
YARIERNHLGRGNSNSKDPKLR 
ESSEHLRKLK.TRVVNEQTRLGL 
IMETF VGRGGE APF Y FQCDKHL 
SRSFQGLGLICL 


28172 


58540 


A 


28342 


98 


387 


RKQPPKVLQ WLLL AF* SH RSW 
LSSPWPSDLWRPWAGGACARL 
LLQQPRDSASLKERQQPQSGAY 
R*NSHLPGTEHLGEGVAVCAAS 
ADLNVTACWL 


28173 


58541 


A 


28344 




269 




28174 


58542 


A 


28345 


240 


483 




28175 


58543 


A 


28346 




1174 




28176 


58544 


A 


28347 


59 


310 




28177 


58545 


A 


28348 


2423 


3104 


FFSLFFFISLASGLSILLILSKNQL 
LDSLIF*RVFCVSISFSSALILVIS 
CLLLAFECVCSCFSSSFNCDVR 
VSILDLSCFLL*AFSA1NFPLHTA 
LNASQRFWYVVSLFSLVSKNIFI 
SAFISLCTQ*SFRSRLFSFHVVER 
L*VRF/CNPEF*FDCTVV/WRDS 
LL*FLFFYIC*GELYFQLCGQFW 
NRCGVVLKKMYILLIWGGEFC 
RCLLGLLGAELSSIPGYSC 


28178 


58546 


A 


28349 


2006 


2830 


FFSLFFFISLASGLSILLILSKNQL 
LDSLIF*RVFCVSISFSSALILVIS 
CLLLAFECVCSCFSSSFNCDVR 
VSISDLSCFPLWAFSAINFPLHT 
ALSASQRFWYVVSLFSLVSKNI 
FISAFISLCTQ* SFRSRLFSFH VV 
ERL*VRF/CNPEF*FDCTVV\WR 
♦FVIISVLLHLLRRALLPTMWSI 
LE*VWCGAEKNVYSVDLGWR 
VL*MSIRSAWCRAEFNSWVSLL 
TFCLVDLSFSLAALNIFSFISTLV 
NLTIMCLGVALLEEYLCGVLCI 


28179 


58547 


B 


28350 


1 


3135 




28180 


58548 


A 


28351 


3506 


4187 


FFSLFFFISLASGLSILLILSKNQL 
LDSLIF*RVFCVSISFSSALILVIS 
CLLLAFECVCSCFSSSFNCDVR 
VSILDLSCFLL*AFSAINFPLHTA 
LNASQRFWYVVSLFSLVSKNIFI 
SAF1SLCTQ*SFRSRLFSFHVVER 
L*VRF/CNPEF*FDCTVV/WRDS 
LL*FLFFYIC*GELYFQVCGQFW 
NRCGVVLKKMYILLIWGGEFC 
RCLLGLLGAELSSIPGYPC 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


28181 


58549 


A 


28352 


2150 


2831 


FFSLFFFISLASGLSILLILSKNQL 

LDSLIF*RVFCVSISFSSALILVIS 

CLLLAFECVCSCFSSSFNCDVR 

VSILDLSCFLL*AFSAINFPLHTA 

LNASQRFWYVVSLFSLVSKNIFI 

SAFISLCTQ*SFRSRLFSFHVVER 

L*VRF/CNPEF*FDCTVV/WRDS 

LL*FLFFYIC*GELYFPVCGQFW 

NRCGVVLKKMYILLIWGGEFC 

RCLLGLLGAELSSIPGYPC 


28182 


58550 


A 


28353 




3531 




28183 


58551 


A 


28354 


1 


3126 




28184 


58552 


A 


28355 


2357 


3083 


FFSLFFFIILASGLSILLIPSKNQL 
LDSLIF*RVFCVSISFSSALILVIS 
CLLLAFECVCSCFSSSFNCDVR 
VSILDLSCFLLWAFSAINFPLHT 
ALNASQIFWYVVSLFSLVSKNIF 
ISAFISLCTQ*SFRSRLFSFHVVE 
RF*VRF/CNPEF*FDCTVV/WRD 
SLL*FLFFYIC*GELYFQVCGQF 
WNRCGVVLKKMYILLIWSGEF 
CRCLLGLLGAELSS1PGYPC*FF 
VLLICLMLTVGC 


28185 


58553 


A 


28356 


6412 


7092 


FFSLFFFISLASGLSILLILSKNQL 
LDSLSF*RVFCVSISFSSALILV1S 
CLLLAFECVCSCFSSSFNCDVR 
VSILDLSCFLLWAFSAINFPLHT 
ALNVSQRFWYVVSLFSLVSKNI 
FISAF1SLCTQ*TFRSRLFSFHVV 
ERL*VRF/CNPEF*FDCTVV/WR 
DSLL*FVFFYIC*GELYFQLCGQ 
FWNRCGVVLKKMY1LLIWGGE 
FCRCLLGLLGAELSSIPGYPC 


28186 


58554 


A 


28357 


1 


2019 




28187 


58555 


A 


28358 


1 


1263 




28188 


58556 


A 


28359 


77 


304 




28189 


58557 


A 


28360 


1 


756 




28190 


58558 


A 


28361 


1 


369 


QQRTLLASNEAFKSQAKSASQP 
A SK YMKENDQLKKGVAA VDGG 
KLDVGNAEVKLEEENRSLKAD 
LQKLKDELASTK.QKLEKAENQ 
VLAMRKQ/SPEGLTKEYDRLLE 
EHAKLQAAVDGPMDKKEE 


28191 


58559 


A 


28362 


879 


1156 




28192 


58560 


A 


28363 


54 


407 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28193 


58561 


A 


28364 


620 


1246 


GSTWHGWDGSRCRSQNRWSC 

MTKRSSQPSSLS*SRSRRRWMS 

SSPNW*KTGPESSMSRMSSAG* 

SAASSRSCATRWTRRRPAAWR 

G*GVTPVAWWPPWTCSWSRPR 

EPGSG WPKPS VC WN SSEMRTT 

MSSSGSSTPWPPVSRRRPWTER 

RLG SVRGDRLRERSRPA VNRTP 

RMSRVPSGAPRGTPSRRWWM 

MKCWDHQMRGLVEEEVG 


28194 


58562 


A 


28365 


86 


402 


KGWWCRKKGWNWKRSWFLT 
FLQGLLEGPHPPSPTPAPRRTT* 
SLYSAPSRMVQVLLDDLHKWF 
LYSCLVSA1S1GIKFPLKIHISPGS 
GVLEARETMSHFKEAAL 


28195 


58563 


A 


28366 


54 


353 




28196 


58564 


A 


28367 


66 


352 




28197 


58565 


A 


28368 


442 


700 


HWNK.VPAENPHLPWVRCSPPT 
PLGKPKPCSSWNRRSGTDVSGT 
GLSESGSSWPSGSCNGVTGTDA 
YGP\GYVKSGSFPGPRVRGTV 


28198 


58566 


A 


28369 


1205 


1722 


WTDFRS1GLMALAGSVLELSAR 
SKDATPDPPRGLGKFPPRLPQA 
PRLLGSQRLLSTLCSTLSGRGG 
KNTSRLSFSPSGSVKGRVRDVK 
EPGPIRAHRTAFFPNASS\GSEG 
R*SPSVVAWRGFR/CVGVWRFP 
T VG V WH APPRCTR* SPI TG S AP 
LSVWSPPACTGSPTCTAGA 


28199 


58567 


B 


28370 


163 


387 




28200 


58568 


B 


28371 


112 


419 




28201 


58569 


A 


28372 


1 


1902 


MSRJAWfCLLWKLIQGYLGQPA 
GTARRHPGIGIFKSPPGDFTCNG 
LIAVIKNQSDNQRGMSPGSWSP 
GRENNPTLVEVLEGVVRLPETV 
HTAVRYTSIELVGEMSEVVDRN 
PQFLDPVLGYLMKGLCEKPLAS 
AAAKAIHNICSVCRDHMAQHF 
NGLLEIARSLDSFLLSPEAAVGL 
LKGTALVLARLPLDKITECLSEL 
CSVQVMALKKVFVGATSRRVA 
KLFREGLKAHGNSFETSGEAER 
CCTWRPKEMTCVE 


28202 


58570 


A 


28373 




2019 





3699 
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SEQID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28203 


58571 


A 


28374 


2 


1455 


SAAVAARSPQPQRPSATLGPGP 
QRRPPSAAPTPAWAAAAAPGS 
RRRRPLPARPLWAPARGAAAA 
GPAEAPMLARRKPVRAALTINP 
\TIAEGPSP\TSEGASEANLG\DL 
QKKLEELE\LDEQ\QKKRLEAFL 
TQKA/RRVGELKDDDFERISE\L 
G AGNG\G V VTKSP AQDPSGLIM 
\ARKLIH\LEIQAGASGNQI1PR/D 
LQVLHDGTWPTMGG\FYGAFY 
SDGEUSICIEHMDGGSLYDQVLK 
E\AKRIPEEI\LGKVSHRSFSGGL 
AYLREKHQIMH\RDVKPS\NILV 
\NSRGE1KLCDFGVSGQLIDSM\ 
ANSFVG\TRCYM\APERLQG\TH 
YSVQSDIYWSMGLSLVELAVGR 
NAPIPPRDAEELEAIFGRPVVDG 
EEGEPHS1SPRPRPPGRPVSGHG 
MDSRPAMA1FELLDYIVNEPP\P 
KLPNGVFTPDFQE\FVNKCLIKN 
P\AERADLKMLTNHTFIKRSEG\ 
EE VDF AG WLCKTPAG * TKPGTP 
\TRTAV 


28204 


58572 


A 


28375 


229 


257 


VSLSASPLVSLAGRSPSRPLGRG 
CQSLDGYGVGWQAQSPGADE 
GNRSFT*PELADKNVPNLHVM 
KAMQSLKSRGYVKERLPSSAP 
GDCACHPTP 


28205 


58573 


A 


28376 


3 


397 


MFNLRGKRLS/GNGRVFSLQAP 
KQQK*PGGTEDS/YDASGPPPKF 
LIKE1KLGVPRFFPIRGV*NPGPG 
KNFGGPFKKT*FCWARVPKM* 
FFKGGPSSSSPAVSLFNAKESSPI 
LLRWMTTSTTKSAYKLEFGC 


28206 


58574 


A 


28377 


1 


367 




28207 


58575 


A 


28378 


1 


1001 


MSWEMEQDEVYKEMSINHKN 

EGTRVEKPNRYRIIHIQPDAINH 

VSRKKDVPSASGAGHSRSSTGS 

RPGVRRLWPLLLRSAPSGPLNN 

AVPAPGKGPGRWGGSPSLSRSG 

GKASTRVAPGLSAHSQAASGV 

PEPAEPQHQRTKASGSRRRSLR 

VVPEAPKPRTRTAREGKGAGA 

G HTGG AQEQRRRRRWACRGLR 

GRPGAVSPGGAEAINQLASEHC 

GNPAAALHRCIASLPRNLLVW 

AGRMLM PKKNRI AI YELLFKEE 

VTVVKKDVHMPKHLELADKNS 

RGYYVKEQFAWRHVYWYLTN 

ED/MPVSP*LPSSAPGDCACHPT 

PQPSRDWQASV 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ot last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


28208 


58576 


A 


28379 


1 


1827 




28209 


58577 


A 


28380 


520 


680 


AEACQSLDGYGVGWQAQSPG 
ADEGNHGDTGYPHW*GTSRNV 
SRQTVQTRSLGT 


28210 


58578 


A 


28381 


168 


378 




28211 


58579 


A 


28382 


1 


900 


GTRDATAEENRVLLAMVNPTV 
FFDIAVDGEPLGRVSFEVRGLD 
TKK*LLI*SIKLC*QIGGSSIFITS 
D*KNSCLPLIVQQCLLFLRILP\L 
FADKVPKTAENFRALSTvGEKG 
FGL*GVPCFHRIIPGFMCQGGDF 
TRHNGT\GGKSI\YGEKFEDENFI 
LKHTG\PG\ILSMAKCWDPTQN 
GSQFFNLALAKTEWLGWASHV 
GVLAK*KKGMNIVEAMERFGS 
RNGKTSKM1TTADCGQLR1KFD 
LVFYLNHQDHSFWKPQGEHPS 
NPFARRILRILWLSLAVPFWVPC 
FPCSLPCLAGLQS 


28212 


58580 


A 


28383 


393 


683 


H AKDG MEQRGNNECPKVG KQ 
VTLQHSDPEDRKTSTRCGENLY 
MSSDPTSWSSAIQSWYDEILDF 
VYGVGPKSPNIVLLVII*IIERIPR 
TNKEHLVPV 


28213 


58581 


A 


28384 


119 


193 




28214 


58582 


A 


28385 




567 




28215 


58583 


A 


28386 


957 


1145 


EQNLLIYLVS1VQDCMDKGCI1* 
LRHTSGNCMYVSDKFDFKEQCI 
FSPRSSQKSLSGNDLQK 


28216 


58584 


A 


28387 


153 


2257 




28217 


58585 


A 


28388 


369 


539 


KKPARRRHLFTLLCCVFSPKLC 
TAGGPMRRTFKSYDEAGTGLL 
SVADFRTVLRQYSINLSEEEFFH 
ILEYYDKTLSSKISYNDFLRAFL 
Q*TPKL 


28218 


58586 


A 


28389 


3 


1364 




28219 


58587 


A 


28390 


1 


996 




28220 


58588 


A 


28391 


296 


549 


ETSSSVTVSDP\EMENKGGQTL\ 
NNSSLMAEAPGTMCRFTLAPH 
V\LAVQGTITDLPDHLLSYDGSE 
NLSRFWYDFTLENSVLCDS 


28221 


58589 


A 


28392 


1 


1065 




28222 


58590 


A 


28393 


412 


428 


W1LPISEPPSNRIFACWGKPAWT 
ACCNSLRARR*RAISCCPSHW* 
KEKPPWRPIRKPPLPARWPDSL 
MQLARQVSRLESGQ 


28223 


58591 


A 


28394 


3 


505 




28224 


58592 


A 


28395 


1 


1201 




28225 


58593 


B 


28396 


518 


1606 




28226 


58594 


A 


28397 


1 


798 




28227 


58595 


A 


28398 


737 


3067 
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NO: 


SEQ ID NO: 
seq^elcc 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28228 


58596 


B 


28399 


133 


239 




28229 


58597 


A 


28400 


3 


376 




28230 


58598 


A 


28401 


1 


1194 




28231 


58599 


A 


28402 


405 


611 




28232 


58600 


A 


28403 


204 


4198 




28233 


58601 


A 


28404 


1 


3346 




28234 


58602 


A 


28405 


824 


1144 


KSQSVQK1TMFTFITQLLLVVEV 

KDSLERLAVEVVFILQKAMYE 

KQAHIYMKSLCPQMVLMLRFI 

QWVQIMPMLKLENLQHLMAR 

WNETVKEKK*DTLLFSMHERN 


28235 


58603 


A 


28406 


359 


517 




28236 


58604 


A 


28407 


68 


487 




28237 


58605 


A 


28408 


2 


154 




28238 


58606 


A 


28409 




297 


RHKDSPPPHQTQEPSWLHPVDP 
APGLQVELPASHAPCARTPQPL 
GGRWDWAPWSRGWCSLGRLG 
PHRSPWSGWEAQA*QW1PHQG 
CRWSCLPVTRRVLALLSPWVV 
DGTG RRG AGGG ARWGGSGRT 
GAHGVGGRLRHSRLQVPSPAL 
LFKYYYCDIFK 


28239 


58607 


A 


28410 


1 


609 


MVFSNLK.GHWLQPIRLDSGSR 

NTAIGCDNQYKPTGVKLQTFA 

VSVTALKAARLGLFVPPGGLV 

VSLGSGVKLQIFASQVVCFDRA 

LIGAFTIPELDTKVLHVPIRLVR 

YRVWTQRFSKAPPDSGAQLASP 

SESHTRAAGGAACQSQCRAPA 

LLSPWVVDGTGRRGAGGGAHR 

GGSGCTGTHGVGGRLRHSGLQ 

VPSSA* VSHPLRGFL/LQPEPPR* 

APPPAPRRPVPSTTQGLRSAGA 

RHWDWQAAPPAALVWDSLGE 

ASWAPESGGALENLCVHTLYL 

TNLMGTWRTFVSSSGIVNAPIS 

ALSKQTTWLAKICSFTPEPRETT 

SPPGGTNNPRRAALRAVTLTAK 

VCSFTPVGLYWLSQPMAVLRE 

PESNLIGWSQWPFRLLKT 


28240 


58608 


A 


28411 


548 


753 


TLL WE* SRL RKKSHLMMTLNH 
STHSITFGLDKHCASYLMGFLYI 
VELLIAQCGSPGATLIQWRMAS 
MD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28241 


58609 


A 


28412 


1 


903 


MAKKIQLTYKCVQNWWVLGL 
TDFKNEAADPRRVKLQTFVVS 
VTALKAARLELFIPPGGFVVSL 
ASGVKLQTFAVSVTAHKGSVD 
PKTRHKGSPSPHQTQEPSWLHP 
VDPAPGLQVELPASPAPCARTP 
QPLGGQWDWVPWSRGRCSSG 
RLGPRSSPRWGAGSGMAGCRS 
RALPHGEAAKAQRKVTAAAGP 
G AKHLTA WG WQGQL ATPS VG 
PAEPTHTQNSHWPASAVCSPSS 
RLRLSLHTYPQAEGAGSGLGQP 
RKGLPQCSSRLKGSSSAAKVGA 
QAEEVPRASEACEG*RAPQVLP 
KWEPRQRRCRERARPARAAST 
LSPLISI 


28242 


58610 


A 


28413 


1 178 


1480 


CRHLIQSHSICLHQWDCHTQHL 
YHPQ* * WNQQQQLHH RCLLQG 
SIHLVFGPQWDPRRRRPLRGTR 
SAMARMD1LRISREYITQEITEA 
ATKRKVLSVPKE 


28243 


58611 


A 


28414 


126 


407 


W1PHRGCRWSCLPVPCRALALL 
SPWVVDGTGRRGAGGGARQG 
GWGSTGAHGVGRRLRHGGLQ 
VPSPAPRESS*GPARNRSQRRRS 
DSSLRERK 


28244 


58612 


A 


28415 


27 . 


363 




28245 


58613 


A 


28416 


1 


576 




28246 


58614 


A 


28417 


813 


923 


YSLIHAAPQQRS*SLSGPHQTY 
DISSYTCQCLKAVG 


28247 


58615 


A 


28418 


511 


1260 


ARHRVLIGVFTIPELDIKVLHVP 

TRLRSPASFTQW1PHWGCRWSC 

LPVPRRVPALLSPWVVDGTGG 

CGAGGGAHRGGWGCTGAHGG 

GGRLRHGGLQVASPAPREGS*G 

PARN*AQSRWAGTAGGPSTPSA 

AAGPGAKPLIAPGRQGNEPCH 

WCGARQAHAHPELQLATSASW 

TRAFRECVSPAWPSCLGAACFH 

CLLIGPFPFSFSSQHLSTSLGHLV 

LLSWHLTSLSVSFRILTRLLRVF 

TGSWGGGAA 


28248 


58616 


A 


28419 


1 


616 




28249 


58617 


A 


28420 


2879 


3022 


















28251 


58619 


A 


28422 


340 


793 




28252 


58620 


A 


28423 


912 


3097 




28253 


58621 


A 


28424 


1300 


1648 




28254 


58622 


A 


28425 


1 


599 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28255 


58623 


A 


28426 


2 


405 


PRVRPLRPPVMVSRDQAHLGPK 
YVGLWDFKSRTDEELSFRAGD 
VFHVARKEEQWWWATLLDEA 
GGAVAQGYVPHNYLAERETVE 
SEPVRDTQAVRHYKIWRRAGGR 
LHLNEAVSFLSLPELVNYHRAQ 
SLSHGLR 


28256 


58624 


A 


28427 


3 


438 




28257 


58625 


A 


28428 


37 


403 




28258 


58626 


B 


28429 


1 


1 176 




28259 


58627 


A 


28430 


2 


2150 




28260 


58628 


A 


28431 


1593 


3025 




28261 


58629 


A 


28432 


322 


2168 




28262 


58630 


A 


28433 


183 


591 




28263 


58631 


A 


28434 


2 


258 




28264 


58632 


C 


28435 


52 


363 




28265 


58633 


A 


28436 


I 


3363 




28266 


58634 


A 


28437 


1 


918 




28267 


58635 


A 


28438 


1 


1422 




28268 


58636 


A 


28439 


3 


10899 




28269 


58637 


A 


28440 


277 


586 




28270 


58638 


A 


28441 


3 


3364 




28271 


58639 


A 


28442 


1 


1851 




28272 


58640 


A 


28444 




253 


CGIEDNNFSLALNPDTDILLS/HS 
GGRGAEAPTMCLKLTVSKRAC 
FEGLE\WQFNLWRNKK**C*DK 
KHKTAGCSIS*VMRSVYR 


28273 


58641 


A 


28445 


1 


950 


MGSSAVQSQLAALAPRVLTGG 

LADVTALLRAPATPGRLVAGA 

RGGWGYVQSCRGAGAAAVKP 

LGSAETAVP1ARLGCRRFSRSRC 

CRRRGRGSLLSFSAAKPIVFKEK 

LTMKTDSLMEEKLECSLWCCL 

SDPSTPGRCCVLERRIVPWMQQ 

LLANIKQAEKHEKNHPEVTVA 

MALTDIDLQLQFSMSQPE/GPPS 

PGSRPS*PPPAAALLWTPAGQA 

CPGPGGAEAADPSRNSTEWLRP 

PHHSSDCLRGLAHIVSQWVSEC 

LLCSPGSPPRSPLWALCWEHWE 

TWPALPEGNQPSPEGLPPCSRS 


28274 


58642 


A 


28446 


3 


213 


LTQHCWTHLVRSSHSRTGSSRL 
HNHQLHQPC A * S* LCQKEH A SR 
GWSEQFNLWRNKK**C*DKKH 
KTAG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28275 


58643 


A 


28447 


142 


772 


LVNVDVDADLVGLCVSHRHTV 
EEQYSTL A LLNHG PQVALKYV 
HMDEVPMPACCLEGQGCLPAL 
CGECKLQGSFILSAPGRQGSQR 
VGPREAQGHIV1GRKLFSTALM 
L1GGQRLEESAA1ESGCMEATP 
QGM AG SPQVGQA KSPS VPN KE 
PIGDF * GG SQD YRGGIQKPID* Q 
CGPVL/SRQSELWCGGRSHSVE 
FLLGSAASAPPGPGQA 


28276 


58644 


A 


28448 




1935 




28277 


58645 


A 


28449 


2 


1571 




28278 


58646 


A 


28450 


2 


301 


PRPFYSK.NFYK.1LSLYSSEFNNS 
FVDAVLG SD\QDSGNEDVFDME 
YTEAEA EELKRM AEVIVFIPE YS 
WSNSVSLFPLCPGAKGPTFSVH 
CRVHFGPFSSH 


28279 


58647 


A 


28451 


1 


1329 




28280 


58648 


A 


28452 


240 


503 




28281 


58649 


A 


28453 


1039 


1896 




28282 


58650 


A 


28454 


1 


2397 




28283 


58651 


A 


28455 


1 


401 1 




28284 


58652 


A 


28456 


3 


1088 




28285 


58653 


A 


28457 


1 


4878 




28286 


58654 


A 


28458 


1 


174 




28287 


58655 


A 


28459 


3 


161 




28288 


58656 


A 


28460 


992 


1 102 




28289 


58657 


A 


28461 


1024 


1279 


CGHLVSDWSTVVNLAVRRLFV 
GFPQGCQLVHIW*M/PLDAGPE 
HNSLKGFLVPLFPLAATPRAPG 
TPAQGSLTDSFPDLLGLAAED 


28290 


58658 


A 


28462 


3 


278 


HEAAMSMLRLQKRLASSVLRC 
GKKKVWVRPL*TNEIANANSR 
QQIRKLIKDGLIURTPVTAHSWP 
SCRTOTLSRRMGHS*SLRTLLD 
PVNM*GLLNASWITKC*LLDPV 
NM 


28291 


58659 


A 


28463 


1 


1043 




28292 


58660 


A 


28464 


185 


804 


VTSGCGKKKVWLDPNET\NEI\ 
ANANS\RQQIPEASSKMGLIIRK 
P\VTV\HSRA\RCPVKTPLARRG 
RGRATWGIR*GGKGYKPNARN 
AQRKFTW\MRENGGL*TRGCL 
RKIPVNPKKDRIANMYNHSLLPE 
G *RGN VFKNKADFS WEHIHKL 

CuKl^Krrv^lvAr WL I OjA Or AO 

S*DPRKPRKRR*RAPPRPKKEEI 
HQRLFSKE\EETKK 


28293 


58661 


A 


28465 


221 


350 


GPSSFRLPTLSSLHVSHGREET* 
HSLET*RDAVSLRIFKSLSV 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28294 


58662 


A 


28466 


598 


1921 


TP I HNCFKENK 1 PRNPTY KGCEG 

PLQG ELQTTAQGNKRG YKQME 

EHSMLMGRKNQYRENGHTAQ 

GNLQIVHA1PIKLPMTFFTELEKT 

TSKF1WNQKRARITKS1LSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYLYQNRDIDQWNRTEPSEMT 

PHTYNYLIFDKPEKNKQWGKD 

SLFNK WC WEN WLA1CRKLKLD 

PFLTP YTK.IN SRW I KDLN V RPKT 

IK.TLEENLGITIQDIGMGKDFMS 

KTPKAMA TKDK1DKWDLIKLK 

SFCTAKETT1RVNRQPKKWEKI 

FATYSSDKGL1SRIYNELKQIYK 

KKTNNPIKKWAKDMNRHFSKE 

DIYAAKKHMKKCSSSLAIREM 

QIKTTM RYHLTPVRMAI IQKSG 

NNRCWRGCGEIGTLLHCWWD 

CKLVPHILTHRWELNNEITWTQ 

EGEYHTLGTVVGWGEGGG1AL 

GD1PNAR 


28295 


58663 


A 


28467 


1 


1863 




28296 


58664 


A 


28468 


2 


1308 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=po5sible nucleotide 
deletion, \=possible nucleotide insertion) 


28297 


58665 


A 


28469 


1 


1901 


MPESPTPLLGRD1LAKAGAI1HL 

NIG EGTPVCCPLLK EG INPEVW 

ATEGQYGRAKNAHPVQVKLK 

DSA SFPYQRQYPLRPEAQQGLQ 

KIVKDLKVQGLVKTCNSPCDTP 

ILGVQKPNGQWRLVQDLR1IDE 

AIVPLYPAVPNPYTLLSQIPEEA 

ELFTVLDLKDAFFCIPVHPESQF 

LFAFEDPS1 PMSQLTWTVLPQG 

FRDSPHLFH HTLAQDLSQFSYL 

DTLVLCLPLRNQQECHQATQV 

LLNVLATCGYKVSKQKAQLCS 

QQVKYLGVKJLSKGTRALNNEE 

Q1EHNCQQV1AQTYATRGDLLE 

VPLTDPNLSLYTDGSSFVEKGL 

QKGGYAVVSDNGILERNPLTPG 

TSAQL VEL I ALPRALELGEGKR 

GSSESICFLSFLVPPMTIYTEQDL 

YN H VVPKPRNKRVPILTFV VGA 

GGLGGLGTG1GGITTSTQFYYK 

LSQELMGDMEWVADSLVTLQD 

QLNSLVAVVLQNRRALDLLTA 

KRGGTCLFLGEECCYYVNQSG1 

VTEKVKE1RDQIQRRAEELQNT 

GPWGLVSQWMPWILPFLGPLA 

AI1LLFLFGPCIFNLLVKFVSSKI 

EA VKLQ1 1 LQMEPQMQSMT/KI 

YHGPLDQPASPCSDVND1KGTP 

PEEISTAQHLLCPNSAGSS 


28298 


58666 


A 


28470 


1 


432 




28299 


58667 


A 


28471 


1 


4314 




28300 


58668 


A 


28472 


1 


330 




28301 


58669 


A 


28473 


1 


1425 




28302 


58670 


A 


28474 


3 


1110 


NEEQ1EHNCQQVIAQTYATRGD 

LLEVPLTDPNLSLYTDGSSFVE 

KG LQKGG Y A V VSDNG I LERNP 

LTPGTSAQLVELIALPRALELGE 

GKRGSSESICFLSFLVPPMTIYT 

EQDLYNHVVPKPRNKRVPILTF 

VVGAGGLGGLGTG1GGITTSTQ 

FYYKLSQELNGDMEWVADSLV 

TLQDQLNSLVAVVLQNRRALD 

LLTAKRGGTCLFLGEECCYYV 

NQSGIVTEKVKEIRDQIQRRAEE 

LQNTGPWGLVSQWMPWILPFL 

GPLAAIILLFLFGPCIFNLLVKFV 

S SKIE A VKLQI ILQMEPQMQSM 

TK1YRGSLDQPASPCSDVNDIEG 

TPPEEISNAQPLLCPN*AGSSWS 

SRRPTSPTALGFSC 


28303 


58671 


B 


28475 


1 


1989 
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SEQ ID NO: 


hid 


SEQ ID NO: 




Nucleotide location oflast 




NO: 


of peptide 




in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


28304 


58672 


A 


28476 


1 


1280 


MGN1TADNSSMSCT1DHTIHQT 














LAPVVYVTVLVVGFPANCLSL 














YFGYLQIKARNELGVYLCNLTV 














ADLFYICSLPFWLQYVLQHDN 














WSHGDLSCQVCGILLYEN1YIS 














VGFLCCISVDRYLAVAHPFRFH 














QFRTLKAAVGVSVVIWAKELL 














TSIYFLMHEEVIEDENQHRVCF 














EHYP1QAWQRAFNYYRFLVGFL 














FPICLLLASYQGILRAVRRSHGT 














QKSRK.DQIQRLVLSTVVIFLACF 














LP YH VL LL VRR Y WE ASC DF AK 














GVFNAYHFSLLLTSFNCVADPV 














LYCFV SETTHRDL ARLRG AC LA 














FLTCSRTGRAREAYPLGAPEAS 














GKSGAQEEEVTKFEGGRNGHT 














AKKSPCNSVQDFTGIKAVKLQI 














VLQMEPQMQS\KLK1YSRPLDR 














PASPCSD VND1 EGTPPEE1 STAQ 


28305 


58673 


A 


28477 


1 


717 




28306 


58674 


A 


28478 


2 


409 




28307 


58675 


A 


28479 


1 


675 




28308 


58676 


A 


28480 


227 


399 




28309 


58677 


A 


28481 


332 


436 




28310 


58678 


A 


28482 


980 


1399 




28311 


58679 


A 


28483 


132 


218 


R1NLMHFRN*TSQQALSLSYNL 














FLMQRH 


28312 


58680 


A 


28484 


1 


34 




28313 


58681 


A 


28485 


985 


1170 




28314 


58682 


A 


28486 


1 


1203 




28315 


58683 


A 


28487 


505 


716 


REPCPVSQREVWRPGCLD/HCP 














RQSGSLGETLRGTAE\QPWPHS 














QVLSNLRVLQLPLISLPSLRRRA 














LFPAA 


28316 


58684 


A 


28488 


1 


998 




28317 


58685 


A 


28489 


477 


955 


TPIHNG FKENK IPRNPTYKGCE 














GPLQGELQTTAEGNKRGYKQM 














EEHSMLMGRKNQYRENGHTA 














QGNLQVQCHPHQATNDFLHRI 














GK.NYFKVHMEPKKSPHRQVNP 














KPKEQSWRHHTT*LQ/YYTTRL 














Q*PK*HGTGTKTEI*INGTEQSP 














QK*CRISTTI 


28318 


58686 


A 


28490 


37 


430 




28319 


58687 


A 


28491 


507 


829 




28320 


58688 


A 


28492 


643 


945 


CALLHSLPQHCVQHPYRSYTHR 














MASCRWKWGHCHSGIKMYSIP 














WYSTPMEGKALGDAHPQ1AHS 














H*GAAFL*ALY*EKS*SMANRL 














WYSRL*PLAGDGRRE 


28321 


58689 


A 


28493 


1092 


1346 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ II) NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28322 


58690 


A 


28494 


173 


527 




28323 


58691 


A 


28496 


566 


895 




28324 


58692 


A 


28497 


76 


302 


K.GNLSPSVPSPALPCSLKYPFYD 
HRTKFTLTTQPFSHTLAQKENQ 
SPLKHMGKKRLQNIFLP1RP*DQ 
TPWLERS 


28325 


58693 


A 


28498 


921 


1008 




28326 


58694 


B 


28499 


1 


2169 




28327 


58695 


A 


28500 


455 


523 


YPLYHFLLHLFDSSLFSSLLVLL 
V VY*FC* SFQKTSS WIHYFFEGF 
FVSLFPSVLL*F*IF 


28328 


58696 


A 


28501 


876 


1061 


LLPQFQSLLLVYSE1QLLPGLVL 
GGCMCRGIYPFLLDFLVYLHRG 
VYSIL*W*FVFLWDWW 


28329 


58697 


A 


28502 


74 


445 


IALI1LRYVPSIPRLLRVFSMKSC 
♦ILSKAFSASIEIIMWFLSLVLFIC 
WITFIDLHMLNQPCIPGMKPT*L 
WWISFLMCC*IWFASILLRIFTS 
MFIRDIGLKESFFVVSLPGFG1K 
MMLAS 


28330 


58698 


A 


28503 


1 


957 




28331 


58699 


A 


28504 


41 


412 


IAL11LRYIPSIPSLLRVFSMKGC* 
ILSEAISASIEIIMWFLSLVLFI*W 
ITFIDLHVLNKPCIPGMKPS* S W 
WISFLMCCW1WFASILLR1FASM 
FIRD1GLKFSFFVVSLPGFGIRM 
ML AS 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28332 


58700 


A 


28505 


1 


1699 


MDEFLDTYTLPRLNQEEIESLN 
RPITSSEIEAVINSLPTKKCPGPD 
GFTAEFYQRYKEELVPILLKLIQ 
TIEKEGLLPNSFYEATNILIPKPG 
RDTTKKENFRPISLMNIN AKI LN 
E1LAJESS1KKLIHHDQDSFIPGM 
QGWFNICKSINVIHHINRINNKN 
HMIISVNAEKAFDKIRHLFMLK 
TLIKLGIDETSLKTVRAIYDKPT 
AN1ILNGQKLEAFPLKTGIRQGC 
LLSSLLFNIVLEVLARAIRQEKEI 
KD1QIGREEVKLSLFADDMIVY 
FKNPIVSAQNLLKLIGNFSKVSG 
YKINVQKLQAFLYTNNRQTESQ 
IVSELPFTIAAKRIKYLGIQLTRD 
VKYLFKENYKPLHKEIIEDTNK 
WKNIPCSWIGRINIMKMAILPK 
VIYRFNASPIKLLLNFFTELEKN 
CLNFIWNQKRAHIAKTILSKKN 
KAGG1TLPDFKLYYKSTVTKTT 
WYWYQNRYIDQWNRTEASEIT 
PHIYNHLIFDESDKNNQWGKDS 
LHNKWY WENWLAICRKLKLD 
SFLTH YTKINSRWI KDLN AGSKI 
QY\HADRTKSRERRAIASSYVSS 


28333 


58701 


A 


28506 


2 


1689 


WRAWGRGATRRSSCHRQSAPS 

LSRVGRSSQ1RSALSAASGLWR 

RKPASAKFGRPRTGSLHLPVK* 

KAFVSLQESSA*MNLRQ*PE*D 

WISWIN*QNFGN/CQGSTLKIPV 

VERKILDLYALSKEHSFSPATEQ 

SWTENDFDELREEGFRRSDFSE 

LKEEVRTHRKEAKNL VKRLDK 

WLNRITSVEKSLNDLMELKTM 

AREQLRDECTSFSSQFDHLEER 

KYKLPSENKHLYANKLENLEE 

MDKFLETYTLPRLNQEEVESLN 

RPITGSEIEAIINSLPTKNSPGPD 

RFTAKFYQMYKEELVPFFLKLF 

QSIEQEGILPNSFYEASIILIPKPG 

RDPTKKENFRP1SLMNIDAK1FN 

KILANQIQQHIKKLIHHDQMGFI 

PGMQDWFNIRKSINVIQHINRT 

KDKNHTTISIDAEKAFDKIQQCF 

MLKTLNKLG I DGTY VKI 1RAI Y 

DKPTANI1LDGQKLEAFPLKTST 

1QGCPLSPLLFNIVLEVLARAVR 

QEKEIKGIQSGKEEVKLSLFAD 

DMTVYLENPIISAQNLLKLKSN 

FSKVSGYKINVQKSQAFLYTNN 


28334 


58702 


A 


28507 


1 


1428 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28335 


58703 


A 


28508 


211 


506 


ILSKAISASIE1IMWFLSLVLFIC 

wimfidlrmlnqpctpgmk.pt* 
swwisflmccw1rfasillrifa 
smfirdiglkfsffvvslpgfgir 

MMLTS 


28336 


58704 


A 


28509 


765 


950 


LLPQFQNLLLVYSEIQLLPGLVL 
GGCMCPGIYPFLLDFLVYLHRG 
VYSIL*W*FVFLWDQW 


28337 


58705 


A 


28510 


778 


981 


SQKEWYQLLFVPLVEFGCESIW 
SWAFFGWQAINYCLNFRTCHW 
S1QRFN FFL V* S WEG VCVQEFIH 
FF 


28338 


58706 


A 


28511 


1761 


1841 


CLQLCSFGLGLSWQCGLFFGSI* 
TLK 


28339 


58707 


A 


28512 


1 


1641 




28340 


58708 


A 


28513 


1 


2307 




28341 


58709 


A 


28514 




3793 




28342 


58710 


A 


28515 


178 


674 


ERPRIMDLAGLLKSQFLCHLVF 

CYVF1ASGLIINTIQLFTLLLWPI 

NKQLFRK.INCRLSYCISSQLVM 

LLEWWSGTECTIFTDPRAY\SS 

MGKENA1VVLNHKFGN/IDFLC 

GWSLSERFGLLGVSQKC1PPCL 

THFFGSAPPLVFLLLVIQNLQKN 

QQSFYLMKWS 


28343 


58711 


A 


28516 


609 


707 


CLQLCSFGLGLTWRCGLFFGSI* 
TLK.YFFP1L 


28344 


58712 


A 


28517 


1 


2167 




28345 


58713 


B 


28518 


65 


2652 




28346 


58714 


A 


28519 


267 


703 




28347 


58715 


A 


28520 


3 


115 




28348 


58716 


A 


28521 


2 


317 




28349 


58717 


A 


28522 




2577 




28350 


58718 


A 


28523 


1 


669 




28351 


58719 


A 


28524 


1 


1089 




28352 


58720 


A 


28525 


91 


507 


AGTASASPAPNRSLSGSEPTSSS 
VTQENGADVQGHERVPWKAR 
SRRFCPMEGTFRKVPSHGSHVP 
EVSMLWKACSGSFRPVEGHSV 
RCALTPASGCSP*AGTASASPAP 
NRSLSGSEPTSSSVTQENGADV 
QGHERVPWKARSRRFCPMEGT 
FRKVPSHGSHVPEVSMLWKAC 
SGSFRPVEGHSVRCALTPASGC 
SPSKSKATVGCRCSDFCTVEEF 
LQKIFLQVESLDRRPRCLPLT 


28353 


58721 


A 


28526 


1 


1213 




28354 


58722 


A 


28527 


130 


211 


KPHYAAHGQPFTAE*RPGTDNR 
ADNRQ 



3711 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


.Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28355 


58723 


A 


28528 


793 


1382 


NTT A AG R VI RLTSENG S HTTFR 

YDVLDRLIQETGFDGRTQRYH 

HDLTGKLIRSEDEGLVTHWHY 

DEADRLTHRTVKGETAERWQY 

DERGWLTDISHISEGHRVAVHY 

RYDEKG RLTGERQT VHHPQTE 

A LL WQHETRH A YN AQGL ANR 

CIPDSLPAVEWLTYGSGYLAG 

MKLGDTPLV**ERPADR*ASDG 

ASPADGSTALAA*DQTCVQRA 

GAGEPLYTGQPARRGMADLRQ 

RLPGRHETRRHTAGGVHPRPPA 

PGNAAQLRPL 


28356 


58724 


A 


28529 


1039 


1689 




28357 


58725 


A 


28530 


1 


2406 




28358 


58726 


A 


28531 


1 


2928 




28359 


58727 


A 


28532 


2 


1271 




28360 


58728 


A 


28533 


250 


929 




28361 


58729 


A 


28534 


3 


273 


GKL1AV1GDEDTVTGF\LLGGIG 
ELNKNRHPNFLVVEKDTTINEIE 
DTFRQFLNRDDIGAFRLLGLCW 
LRNRKPDHLPPLPLPCAVTQCH 


28362 


58730 


A 


28535 


2 


415 




28363 


58731 


A 


28536 


1 


690 




28364 


58732 


A 


28537 


2551 


2651 




28365 


58733 


A 


28538 


2 


295 




28366 


58734 


A 


28539 


1 


316 


CGHGGRQSWVSRLR*CQEAAG 
MADSCPRSGGAILAFKSAPEV1 
RRALSAQSLRATSSSSASGAGA 
FCLSPSKYFPETSASSSATARYV 
LG WAASSGLLTSSQKMG 


28367 


58735 


A 


28540 


1 


400 




28368 


58736 


A 


28541 


257 


516 




28369 


58737 


A 


28542 


1 


590 


EQI A SDTCHLQRV VFKNI SPAD 
AHRNLCLALRGHKTVTYLTLQ 
GNDQDDMFPALCEVLRHPECN 
LRYLGLVSCSATTQQWADLSL 
ALEVNQSLTCVNLSDNELLG*G 
C*VAVHN/S*DTPSAFLQRVVV 
GKTGHLTEANLQGTLLLCWVF 
SRELTHLCLAKNPIVNTGVKYL 
CEGLRYPECKLQTLVLWNCD1T 


28370 


58738 


A 


28543 








28371 


58739 


A 


28545 


127 


2030 




28372 


58740 


A 


28546 


1 


3066 




28373 


58741 


A 


28547 


259 


3222 




28374 


58742 


B 


28548 


1 


2640 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28375 


58743 


A 


28549 


2556 


3662 


RIPLFHYGESWNLLRADQRLIF 

AKSWPRASRYQQGHQDLFILRS 

DLPSQVVQTQNISSCRNSC*G*A 

CMPAGRL*RIPT*K*PANRPVKR 

PH*GGI*SLPGSKTYAVSVR*PD 

QKASDGTLQEHDGICEIHVAKY 

AEIFGLTSAEPNRFTQFRLSETK 

EITNPYAMRLYESLCQYRKPDG 

SGIVSLKIDWI1ERYQLPQSYQR 

TSPCCCHMKKDVFASPSTMISS 

SRVSNNTSKTTIIKNQCQKDDS 

RRSLLVKNSRPAKCGSKRSCNT 

FLAGSLRCRSSPEHTTILRGGVR 

RCLQQQCEQTVRILHAKVAQK 

SYGNEKRLIIRPTIRVGPWSQTN 

NQTDDTSGTVVQSDYQTDDTS 

GTVVRTNNQTDD 


28376 












ELYH**HTSS*DHRQCRLMDYH 
CLEDNENRPVCWMALESLVNN 
EFSSTSDVWGLWSDAVGTHDS 
GPDALHGH 


28377 


58745 


B 


28551 


1 


1954 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28378 


58746 


A 


28552 


1424 


3807 


HPL WK WLEGDMNMN IKKI VK 

QATVLTFTTA/LLAGGATQAFA 

KLENNQKAYKETYGVSHITRHD 

MLQIPKQQQNEKYQVPQFDQS 

TIKN1ESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNSIDS 

WKNAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQVNV 

SKSDDTLKINGVEDHKTIFDGD 

GKTYQNVQQFIDEGNYTGDPL 

EAETAVINHKK.RKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDG1CEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRK.PDGS 

GIVSLK1DW11ERYQLPQSYQRT 

PDFRRRFLQVCVNEINGAVIGIP 

CVSIRKPDGSGIVSIKIAWIIERY 

QPPQSYQRMPDFRRRFLQSRPA 

CMHDWLCAEALAWS1QTASYL 

VTMQVNLTSLSSDTDRDLSVVS 

NSGWVSSGSLVRFNTIKTSSGEI 

EMPGHEVPVEEHFPEAGTNSGS 
PQGARKGDESMTKASDSSSPSC 
SSG PR VPKG A APG SQTGKKQQS 
TALQASTLAPANLLPKAVHLA 


28379 


58747 


A 


28553 


2372 


3570 


EALLPGDQDSQSGKGVAAREV 

WFLPSSFA P VLLRL VGNHH VG 

DNSIDSWKNAGR/VFKDSDKFD 

ANDPILKDQTQEWSGSATFTSD 

GK1RLFYTDYSGKHYGKQSLTT 

AQVNVSKSDDTLKINGVEDHK 

TIFDGDG KTYQNVQQFIDEGN Y 

TSGDNHTLRDPHYVEDKGHKY 

LVFEANTGTENGYQGEESLFNK 

AYYGGGTNFFRKESQKLQQSA 

KKRDAELANGALGIIELNNDYT 

LKKVMKPLITSNTVTDEI 


28380 


58748 


B 


28554 


1 


2232 




28381 


58749 


B 


28555 


200 


2602 










28556 








28383 


58751 


A 


28557 




2169 




28384 


58752 


A 


28558 




2259 




28385 


58753 


A 


28559 




2418 




28386 


58754 


B 


28560 




1974 
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NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28387 


58755 


A 


28561 


3 


2077 




28388 


58756 


A 


28562 


1907 


5097 


TSKKIVKQAPVLTFTTA/LLAGG 
AIQAFAKENNHKAYKETYGVS 
H1TRHDMLQIPKQQQNEKYQVP 
QFDQSTIKNIESAKGLDVWDSW 
PLQNADGTVAEYNGYHVVFAL 
AGSPKDADDTSIYMFYQKVGD 
NSIDSWKNAGRVFKDSDKFDA 
NDPILKDQTQE WSG S ATFTSDG 
KIRLFYTDYSGKHYGKQSLTTA 
QVNVSKSDDTLKINGVEDHKT1 
FDGDGKTYQNVQQFIDEGNEG1 
LPISEPPIKQDFRLLG 


28389 


58757 


A 


28563 


610 


2303 


SLPNLDNAA1CSSSSSPTRTR*SL 

SEGATQVAFAKEKYPHKHTKKR 

SGVFHITRHDMLQIPKQQQNEK 

YQVPQFDQSTIKNIESAKALDV 

WDSWPLQNADGTVAEYNGYH 

VVFALAGSPKDADDTSIYMFY 

QKVGDNSIDSWKNAGRVFKDS 

DKFDANDP1LKDQTQEWSGSA 

TFTSDGKIRLFYTDYSGKHYGK 

QSLTTAQVNVSKSDDTLKINGV 

EDHKTIFDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYRGPLESPSTHQAEFNPTS 

CVSSLGTLQGFPAPAWLALAHP 

VHPLKHKSGGSNRLSAAIWGIK 

RKPARVCPGTGIHASSQIQGEW 

RTECAVGPKAKAKATAGWRR 

GNNQHISSTYDINRADTQVRRA 

VNNYDIIVMSNSFNGQSEHQTY 

ESIV1DSAPNLGIGTEMVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVR1LLT 

KYSNSNGSQSPWMEEQIRDAW 

GSMVLKNVVRETDEVGKGQIR 

MRTVFEQAIDQRSSTGAWRNA 

LSIWEPVCNEIFDRLIKPRWE1R 


28390 


58758 


A 


28564 


1 


2079 




28391 


58759 


A 


28565 


1 


774 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28392 


58760 


A 


28566 


1 


2124 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKANKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

V FA LAG S PKD A D DTSI YMFFKR 

G A IFRVHKH AVNPMSPKCRRPG 

GRQAYPLVNWEDRNGRSQKTV 

HTEG DMNMNIKKI VKQATVLT 

FTTALLAGGATQAFAKENNQK 

AYKET/YPKQQQNEKYQVPQF 

DQSTIKNIESAKG\LDVWDSWP 

LQNADGTVAEYNGYHVVSALA 

GSPKDADDTSIYMFYQKVGDN 

S1DSWKNAGRVFKDSDKFDAN 

DPILKDQTQEWSGSATFTSDGR 

RSLESTTTAARPIWRKDVGGDQ 

TQEWSG S APFTSDGK1 RLF YTD 

YSGKHYGKQSLTTAQVNVSKS 

DDTLKINGVEDHKTIFDGDGK.T 

YQNVQQFIDEGNYTSGDNHTL 

RDPHYVEDKGHKYLVFEANTG 

TENG YQGEESLFN KAYYGGGT 

N FFRKESQKLQQS AKKRD A EL 

AN G ALG 1 1 E LNND Y TLKK VMK P 

LITSNTVTDEIERANVFKMNGK 

WY L FTD SRG SKMTI DG IN SN DI 

YMLGYVSNSLTGPYKPLNTTG 

LVLQMGLDPNDVTWASLEPHE 

SFQWVRGLASSGVKLQTSVVL 

QLIKAMWTQRVSSSKVYCKEQ 

MNNASTMSKRTSAGCHCWQG 


28393 


58761 


A 


28567 


1 


3987 
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SEQ ID 

NO: 


SEQ ID NO: 
nf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28394 


58762 


A 


28568 


1 


1950 


MNMNIKK1VKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSH1TRHDMLQIPKQQQNEKY 

Q VPQFDQSTIKN 1ESAKGLD V W 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTGSLNSSKTEKY 

QVPHIDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYL/VFEANTGTEEHPQPQYERP 

RTQSFTSAFAERRECIPNVPADT 

KLSK1KTLRLATSYIAYLMDLL 

AKDDQNGEAEAFKAEIKKTDV 

KEEKRKKELASKCLDLEQLGAS 

VEPTGNLRTKITKEKPRHTGPPE 

VVVPGCCPHRSRAYKSDKYAH 

TLTVTASQHAPPPPTHMEGFEL 

FHLPDLCSPSQDAQTTGRTQMK 

PDHSPRPSH RVPQAKGNN WIT 

SYMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVKNSILEQGQLTV 


28395 


58763 


A 


28569 


2 


1778 




28396 


58764 


A 


28570 


1099 


2224 


DGQQL1ALHRLALRELQQAVH 
AGLPQQAKILFDGGSE/TRQNPL 
QQLVHMGLPRPLDKKNFQEP 


28397 


58765 


D 


28571 


1 


1938 




28398 


58766 


A 


28572 


1 


2367 




28399 


58767 


A 


28573 


4659 


13369 


TVFRPFHVGVHVLLIVDSCSKL 
EQHSTLSRAILLIYKGFCRFRNH 
HQTGFSPAGANQRGPLAATLSG 
PGGEGQSAVARLTGEKKNHPG 
AQYANRLSPRVGRFINAAGTTG 
FPTGKRAVSATQLMDFADFGT 
TIKQDFRLLGQTSVDRLLQLSQ 
GQAVKGNQLLPVSLVKRKTTL 
APNTQTASPRALADSLMQLAR 
QVSRLESGQGGEDSPNRFFDGG 
RKKQIRTVRQFIDEGNNTPADT 
QTLRDPHYVEDKGHKY 


28400 


58768 


A 


28574 


6803 


8521 




28401 


58769 


B 


28575 


2010 


17745 




28402 


58770 


A 


28576 


1 


1060 
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NO: 


SEQ ID NO; 
of peptide 
sequence 


hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


28403 


58771 


A 


28577 


1 


3585 




28404 


58772 


A 


28578 


44 


317 


LKALLLTQSLFGGLLTQTRMKF 
GAVTRIG\DLPWEINPLSSCSLL 
HEKDPPTTSGPQTHQPKEHLTN 
FKSGCSSPCRAKSQFFLSLCSST 


28405 


58773 


A 


28579 


98 


617 


KALLLTQSLFGGLFTRTRMKFG 
AVTQIG\DLPWEINPLSSCSLLR 
EKDPPTTSGPQTHQPKEHLTNF 
KSARFKK.IKACYHSPATAWPFK 
AYKLSLQFPHFTCPKTRQALQV 
SSGSVPYQPNCFAYPPHGAKPI 
YSPILNTSLHNPLFCSGSQTCFL 
YYSFAPF1PASLRFHLD 


28406 


58774 


A 


28580 


1 


1500 




28407 


58775 


A 


28581 


42 


257 




28408 


58776 


A 


28582 




425 


KTGKYD/AVIALGTV1RGGTAH 

FEYVAGGAS/NTLAHVA/QDSEI 

PGAFGVLTLKA*TNDERAGTKL 

HGGWGGKCLTACRSALWADL 

QIRPYDHK.NRGSNVHNRVPAS 

G A AAMAI HCLECG W APL AAGD 

NVGKVCVPDAGLLPA 


28409 


58777 


A 


28583 


327 


1512 


SYWTIHIQVSLEINHSYLPGGMS 
SLKKMAGRNSERKTVLVKSSF 
QEVNRGTEALALWENGDFEAP 
VLTFTTALLPEGATQAFGKENT 
QKASKERYGSLNITRKNMLQIL 
NKQQTEKYQVPQFDQSTIKN1E 
SAKGLDVWDSWPLQNADGTV 
AEYNGYHVVFALAGSPKDADD 
TSIYMFYQKVGDNSIDSWKNA 
GRVFKDSDKFDANDPILKDQTQ 
EWSGSATFTSDGKIRLFYTDYS 
GKHYGKQSLTTAQVNVSKSDD 
TLKINGVEDHKTIFDGDGKTYQ 
NVQQFIDEGNYTSGDNHTLRDP 
HYVEDKGHKYLVFEANTGTEN 
GYQGGVNADVGDVVVRLPVW 
HRRGGEAVFMQVSRLQILRHLP 
HGVVAVDRDHHIAHDRRRHVA 
GDRSGSVRL 


28410 


58778 


A 


28584 


845 


966 
















IN 1 KKW 1 t,M 1 rliyv VKlrolOINL 

QTVLQNRQPGGAIARCTGH1DP 
VTRFRPRAR*GSSHRNKAVDTQ 
RH 


28412 


58780 


A 


28586 


464 


847 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28413 


58781 


A 


28587 


501 


823 


PEVQSPDVRHIPGGA*DVLPHQ 
GIKRPDALPGPLLHA*PDNLRCS 
CPRSGTAAGSIHQDARLRYSVW 
RWGLLDRLAAV1CRQSTHSRCR 
RKQRRALYRRDAGYLRRN 


28414 


58782 


A 


28588 


335 


902 




28415 


58783 


A 


28589 


404 


733 




28416 


58784 


A 


28590 


2 


246 




28417 


58785 


A 


28591 


466 


861 




28418 


58786 


A 


28592 


122 


926 




28419 


58787 


A 


28593 


171 


733 




28420 


58788 


A 


28594 




774 




28421 


58789 


A 


28595 


1 


1575 




28422 


58790 


A 


28596 


1 


105 


SVKLGWNGVSTYVPFCLTICSV 
SFFQENLHLTTCRA * PSIPPPAA 
RRSPKKCSP* KLRLP* LSGKSSS 
YNL 


28423 


58791 


A 


28597 


237 


461 




28424 


58792 


A 


28598 


1 


1341 




28425 


58793 


A 


28599 


1 


792 




28426 


58794 


A 


28600 


16 


546 


QLNGRSIRHEVMSHRKFSAPRH 
GSLGFLPRKRSSRHRGKVKSFP 
KDDPSKPVHLTAFLGYKAGMT 
HIVREVDRPGSKVNKKEVVEA 
VTIVETPPMVVVGIVGYVETPR 
GLRTFKTVFAEHISDE/CRLLPL 
RQKKAHLMEIHVNGGTVAEKL 
DWARERLEQQVPVNPVFGQDE 


28427 


58795 


A 


28601 


1 


1251 




28428 


58796 


A 


28602 


37 


1307 


EFGFDGVMSHRKFSAPRHGSLG 

F\LPRKRSSRHRGKVKSFPKDDP 

SKPVHLTAFLGYKAGMTHIVRE 

VDR\PGIHRCNKKERWWRAVT 

HCI RPPPMVVGGHLVGW VET\P 

RG\LRTFKT\VF AEHI SDECKRRF 

YKNWHKAVKKKAFTKYCKKRQ 

DEDGKKQLEKDFSSMKK\YCQ 

VI\RVI\AHTQ\MRLLPL\RQK\KA 

HLMEIQV\NGGTVA\EKL\DWA 

REKLE\QQ\VPVN\QVFGQDEMI\ 

DVIGGDQRAKGFKGVTRS\WPT 

N*LPFKA\HLG\LSRVACFGAW 

HPARVAFSVARAGQKGYHHRT 

EINKK1YKIGQGYL1KDGKLIKN 

NASTDYDLSDKSINPLGGFVHY 

GEVTNDFVMLKGCVVGTKKR 

VLTLRKSLLVQTKRRALEKIDL 

KFIDTTSKFGHGRFQTMEEKKA 

FMGPLKKDR1AKEEGA 


28429 


58797 


A 


28603 


1 


2133 




28430 


58798 


A 


28604 


3 


245 
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SEQ ID NO: 




SEQ ID NO: 








NO: 




hod 


in USSN 


location of first 




*=Stop codon, /=possible nucleotide 




seqlielce 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






28431 


58799 


A 


28605 


1 


1824 




28432 


58800 


A 


28606 


1 


1035 




28433 


58801 


A 


28607 


1 


496 




28434 


58802 


A 


28608 


1568 


1793 




28435 


58803 


A 


28609 


1 


1392 




28436 


58804 


A 


28610 


1 


1389 




28437 


58805 


C 


28611 


104 


253 




28438 


58806 


A 


28612 


114 


469 


VSRPTYAKVFTTSKTAPQKVFP 














TAWCSA/TGHETALSATQVPIQ 














WIATAPNSPAPPSDPRRQSWVS 














QIPSSATSPNFTM*EPRTQEVTE 














PHDSRPA 1 PSPA VPRRESCTGRP 














HLPATTP 


28439 


58807 


A 


28613 


3 


2196 




28440 


58808 


A 


28614 


237 


348 


NPVN * SQTTTSE 


28441 


58809 


A 


28615 


950 


1094 




28442 


58810 


A 


28616 


146 


822 


LGFLLRLSEMPRK.QGVYRTRIW 














KFEDGLSNVLV1/PIEQINHMRD 














VFGSGSERATCLARGRGY1NSL 














ARCQNLVNRDLDHLSLPQDSTL 














VHYIDD1VLHGFSEEEKGQVAQ 














SADLDEGLLKIPGDTFGPEADK 














DFLHKDLSTE1VGQSYMTHHM 














AQDSIPWNPSGQEPQVREHEAC 














HHLGSGSPPSWELCEQGPPVTE 














SFQVLVTSGLDKENMAYMHCG 














I1CSNKXG 


28443 


58811 


A 


28617 


1 


1791 




28444 


58812 


A 


28618 


244 


416 




28445 


58813 


A 


28619 


2 


1520 




28446 


58814 


A 


28620 


95 


421 


PVTSTSTKRTPTQKPHPKVISLK 














DQIHHVDKSMMMRKNQCKNV 














EKSKNQNSSSPHDHNSSP\SARA 














ENWTEYESDKLTEVGFRGWVI 














NSSELKEHVLTHCKEAQNLHN 


28447 


58815 


C 


28621 


46 


174 




28448 


58816 


A 


28622 


425 


1291 




28449 


58817 


A 


28623 


1 


1410 




28450 


58818 


A 


28624 


14 


348 


GLFPNKIPFSVLEIRTWAHLSGR 














HHS AHCTSC A WPQ V ACL PLAT 














HPSCTCTFCSLQAPGRPGQSPLS 














PRRACGPEDLPPPPYV*DLAPSL 














GPSLGPLMSQSQPRRTPPLRG 


28451 


58819 


A 


28625 


96 


295 


PWKPHPAWRQRWELCHPPFP/I 














RPLTAALREQPG LLGRSTTVFT 














LMAREPPQPAAADSCLCIVQME 
A 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28452 


58820 


A 


28626 


105 


389 


CQFAHGTASSPRVCLRHRCRS 

WQKAWAVVCCTFCSLQAPGRP 

GQSPLSPRRACGPEDLPPPPYV* 

DLAPSLGPSLGPLMSQSQPRRT 

PPLAWGS 


28453 


58821 


A 


28627 


461 


799 




28454 


58822 


A 


28628 


1 


384 




28455 


58823 


A 


28629 


301 


987 




28456 


58824 


A 


28630 


239 


384 


VLPAGAQAAARSSDTRP*PEPH 
FS\ESVFPRWIFSAFQSLNNFFQA 
RF 


28457 


58825 


A 


28631 


1 


1054 




28458 


58826 


C 


28632 


243 


392 




28459 


58827 


A 


28633 


1 


1104 




28460 


58828 


A 


28634 


194 


863 


YLLFVKNMSSLE1SSSCFSLETK 

LPLSPPLVEDSAFEPSRKDMDE 

VEEKSKDVINFTAEKLSVDEVS 

QLVISPLCGAIS/LNWKGLTENT 

FEGKK V I S1AE YE A YL PM AENE 

VRKICSDIRQKWPVKHIAVFHR 

LG L VP V S E A KP* SF A V SS\ A HRA 

A1SLKLLSYC/AFDTFKRPRVPI 

WKKAEIYEESSTWKGNKECFW 

ASNTLITYVFRACNLNFVKLLL 


28461 


58829 


A 


28635 


3 


338 


SSPPTAPAKLRIVPLVGGLPAR 
WCLSVCASQCPDTRVHVFLHW 
WCSSLCPAPVCLSLCRGL*GHF 
PPDSEDQSSPNCSGYTLEEYKL 
LRSQT1PSCNGKFPCPPRRAYDG 


28462 


58830 


A 


28636 


405 


800 




28463 


58831 


A 


28637 


265 


539 




28464 


58832 


A 


28638 


3 


1 1 16 




28465 


58833 


A 


28640 


208 


350 


VWLKEPSAEPAPCTWSALCGSC 
LLGGL+NSAFLSHRPHTSGGFFP 
LN 


28466 


58834 


A 


28641 


563 


594 




28467 


58835 


A 


28642 


245 


580 




28468 


58836 


B 


28643 


1 


435 




28469 


58837 


A 


28644 


673 


1012 


QPQVSFSSEYAIHIMRCPHSKIS 
SL Y YFNCFRY * DC YC H\TF ATTS 
ISLVRYATGCKLIPRJCVRTPRAI 
PVFSVTYEEKSCPVGKLNTGA 
WVRAWKATSTSVVHLTKWVL 


28470 


58838 


A 


28645 


1171 


1328 


MVIGGTKNERKHIDSDEPLFPSP 
NSSARGRAISSTS*ALVPGVRGF 
LSSIPLSLTTAYPPF*SPFSS 


28471 


58839 


A 


28646 


34 


266 


GSCS*DFLVRGAFNVIN1KAWA 
SGPVQGSAVDLSHGLHLGLHL 
KNDL*FYSFNSGIDKPEIAKLSG 
CSFGGTFLIWG 


28472 


58840 


C 


28647 


199 


309 
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SEQIl) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28473 


58841 


A 


28648 


808 


926 


YCYSSLDPVSLTSLLSLSLPKLK 
L* SYKSFFKWSPRCSP 


28474 


58842 


B 


28649 


107 


264 




28475 


58843 


A 


28650 


301 


470 


EIQLVLSLSGGGYSHAVLMIVS 
SHKI**FYK.GLFPTFALHFSLLLP 
CEEGCICFPF 


28476 


58844 


A 


28651 


2 


263 


WEKKDTEWRKKVILSSV*LRL 
VIF*PFSLM\LFSHPVWR*ARSH 
ESHLAITHLWALYF*PPCQICFL 
♦DRGHQATDGLTNGTPSELN 


28477 


58845 


A 


28652 


63 


191 


DLPWTPGPAC*PMLQC**GGAN 
1YARRQGADAAGDQGSSCRL 


28478 


58846 


A 


28653 


1 


554 


MPT YCPG A S LLILT YKTPKELLS 
IYVST1RKSRCRERRNRRLGAR 
NFRSEEQIYDQWRLDQVGKFFP 
FPRPRENYHFGSEHVGSFSLDK 
CCNEKLYEVIDLHLKKKFLNTE 
TLSLVKCEVSRCWVTLNLLLPY 
H/VLFQI*LSWRERQNQSCKTTN 
GSSNGAPDAVHN*NLLWSLGP 
AC*PMLRC 


28479 


58847 


A 


28654 


3 


317 


SRRLPFSLICMAKHWLPALPEN 
GYMKQFCVSGLGVLFHGCVFL 
CWHHCCFVL*VWSLGSPRSRG 
LHLVKAFFLCYPRSNCFLLNWG 
1VGVVQLRFPQEGCLWCH 


28480 


58848 


B 


28655 


1 


400 




28481 


58849 


B 


28656 


49 


492 




28482 


58850 


A 


28657 


1 


917 


TALETAPTLALPVSSQPFSLHTA 
EVQGCAVGILTQGPGPCPVAFL 
SKQLDLTVLGSPSCLHAVASAA 
LILLEALKITNYAQLTLYSSHNF 
QNLFSFSHLTHILSAPRLLQLYS 
LFVESPTITILPGPDFNLASHIILD 
TTPDPDDCMSLIYLTFTPFPH1SF 
FSVPHVDHIWFTDGSSTRPDRH 
SPAKAGYAIESSTSI1EATALPPS 
TTSQQAELIALTRAFTLAKGLH 
VNIYTDSKYAFHILHHHAVIWA 
ERGFLT/IARVLHH*CLFNKNSS 
QGCFTSKGSWSHTLQGPPKGV 
RSHYSRKCLC 


28483 


58851 


A 


28658 


3737 


3886 




28484 


58852 


A 


28659 


349 


1775 




28485 


58853 


A 


28660 


1 


1194 




28486 


58854 


A 


28661 


1 


704 




28487 


58855 


A 


28662 




275 




28488 


58856 


A 


28663 


159 


1504 




28489 


58857 


A 


28664 


275 


552 




28490 


58858 


A 


28665 


178 


619 




28491 


58859 


A 


28666 


3 


369 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


28492 


58860 


A 


28667 


1 


340 




28493 


58861 


A 


28668 


516 


734 


WTGDWRRTCDRENQHVSGAA 
RTAFIPTNGAISPGINYSPGH*Y* 
DCHLPQA*P*LCRAAGQNRCH 
VARTCLG 


28494 


58862 


A 


28669 


1 


1163 


MHTHARETCLALGKPADDATL 
TAAIEAVGLENAARVLKLYPFE 
MSGGMLQRMMIAMAVLCESPF 
IIADEPTTDLDVVAQARILDLLE 
S1MQKQAPGMLLVTHDMDKW 
GRIIADVESQYRYQTTNPK1FAG 
GDAVRGADLVVTAMAEGRHA 
AQGIIDWLGLDVDKLGALEERR 
KVLQVKTENLQAERNSRSKSIG 
QAKARGEDIEPLRLEVNKLGEE 
LDAAKAELDALQAEIRDIALTIP 
NLPADEVPVGKDENDNVEVSR 
WGTPREFDFEVRDHVTLGEMH 
SGLDFAAAVKLTGSRFVVMKG 
QIARMHRALSQFMLDLHTEQH 
GYSENYVPYLVNQDTLYGVGL 
YPLGALASGW/WALASGWLPK 
RRERKD/GDTGAHGVPRGSRKP 
RIARKVRGT 


28495 


58863 


B 


28670 


1 


4770 




28496 


58864 


A 


28671 


1069 


1398 


V1GAQPVLR1RRKQARRQ1NRL 
TL I LL H Y CLTTKLKN G V KPG I V 
AAFYFLPGAG*1HPAGCHGTQL 
* SFG KMRVQYTRVTLSQQASG 
KISAYLIDLGKPLLKLIIHCGVH 


28497 


58865 


A 


28672 


4246 


4453 




28498 


58866 


A 


28673 


1 


1185 




28499 


58867 


A 


28674 


723 


878 




28500 


58868 


A 


28675 


1085 


1246 




28501 


58869 


A 


28676 


1 


1254 




28502 


58870 


A 


28677 


1 


2175 




28503 


58871 


A 


28678 


340 


994 




28504 


58872 


A 


28679 


37 


261 


T1TPAG RRMHCKG ACMKPLLD 
VLMILDAVRELE*TITPAGRRM 
HCKG ACMKPLLDVLM ILDAVR 
ELEKQAIKLHEG WENEL V IG VD 
DTFPFSLLAPLIEAFYQHHSVTR 


28505 


58873 


A 


28680 


410 


896 


WAWAASAVQPRSIWQ/GAGVG 
NLTLLDFDTVSLSNLQRQTLHS 
DATVGQPKVESARDAPHIAITP 
VNALLDDAELAALIAEHDLVL 
D/WYG*RCGT*STERQQR*RG* 
RSAPAMTAHDRDAIASSSETCA 
RSRWSVEYASPVCAPPDSRSKR 
RSASNSAASHVF 


28506 


58874 


B 


28681 


1 


2298 
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NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28507 


58875 


A 


28682 


1915 


5313 




28508 


58876 


A 


28683 


1 


4221 




28509 


58877 


A 


28684 




1007 


MAALQMVNGQKWVSSNQKY 

WLVYKTTDPPRLRP1FSGYQPM 

CPFNGRPFW1HKNPMGVHWAV 

ATGLALIPIVGIAEFGWFWFGG 

ETYMAAWNVSGLGTFGAIQST 

FNVTLWSFIGVESASVAAGVVK 

NPKRNVPIATIGGVLIAAVCYV 

LSTTAIMGMIPNAALRVSASPF 

GDAARMALGDTAGAIVSFCAA 

AGCLGSLGGWTLLAGQTAKAA 

ADDGLYFPPIFARVNKAGTPVA 

GLIIVGILMTIFQLSSISPNATKE 

FGLVSSVSVIFTLVPYLYTCAAL 

LLLGHGH FGKARPA YL A VTTI A 

FLYCIWAVYITHIDACVVVYIA 

GYRAAKLTCA 


28510 


58878 


A 


28685 


867 


1681 




28511 


58879 


A 


28686 


865 


1290 


RWWENRLFRKNPARAQKMVL 
PERFG * SAYPNGFAGTWRLDKL 
P1AQIHAIIMIGYLAAVDMEKQ 
QISPAQVVVRHNRCPAIVVHLI 
GRARELSLKDLVVGIKNQPATV 
KAFIRPRTAPD V RL AKLLLQ A V 
NRHFGNVMQMVAA 


28512 


58880 


A 


28687 


1 


709 




28513 


58881 


A 


28688 


2 


657 


LMWALPKVTRGPVYMAGSPQT 
AFIQVGPRVHAHLQPRAAPL*A 
G E V WKPRL VG RSH W A SRPSP A 
LQKG EPG SPSWEN AC VPQAPH 
RLLHQQKAF 


28514 


58882 


A 


28689 


3 


227 


NSQDFPACGGLCHAELDRTAA 
GLVHQHXRHPGHTSVAAEKLCH 
GDVEGDGCNGPASD/PGYPGQ 
AAAPAPLPDLL 


28515 


58883 


A 


28690 


1227 


1719 




28516 


58884 


A 


28691 


1 


1701 




28517 


58885 


A 


28692 


15 


3298 
















vphttuinkv! i vr^c\/r , ur;v a d 

Y ULM InlNoi LLlUoVLKU I AK 

A V WRYQTDI A ANLE* RRLPSG A 
GKSDWSSGDSEKAKTAAHTIY 
RDAGRRVRGYRQL 


28519 


58887 


A 


28694 


1 


370 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28520 


58888 


A 


28695 


1 


910 


MDKERIIQEFVPGKQVTLAHLI 
AHPGEELAKKIGVPDAGAIGIM 
TLTPGETAMIAGDLALKAADV 
HIGFLDRFSGALVIYGSGNYTL 
ARKTQAVEFNDKGDIDTPGEYF 
NHPRWYHAL1TTLQDVDMLSP 
LIWGFRNYKDVQVIKATPHKIV 
ILMGILLSPSVFATD1NVEFTAT 
VKATTCNITLTGNNVTNDGNN 
NYTLRIPKMGLDKIANKTTESQ 
ADFKLVA\MGAAVASVGLIPL* 
PEMHHQAHLSLLYRSLVIHLRR 
QVISVWVSKNGLLMMPLSLNL 
TVRKRYAGAQTRCSPIRVLK 


28521 


58889 


A 


28696 


605 


2021 




28522 


58890 


A 


28697 


2256 


2336 


CIKCCARR1AREPGYLFS**RCK 
YPG 


28523 


58891 


A 


28698 


1802 


4488 


TLLRQGSNFLMTRRCATKSWN 
V*SWIKSS/MQMGQKMGVKISD 
EQLDQAIANIAKQNNMTLDQM 
RSRLAYDGLNYNTYRNQIRKE 
MIISEVRNNEVRRRITILPQEVES 
LAQQVGNQNDASTELNLSHILI 
PLPENPTSDQVNEA ESQARA1 V 
DQARNGADFGKLAIAHSADQQ 
ALNGGQMGWGRJHASLPGIFA 
QALSTAKKGDIVGP1SSGGRFD 
GTVEVKDGHL1VNGKK1RVTAE 
RDPANLKWDEVGVDVVAEAT 
GLFLTDETARKH1TADTPAALR 
WLEENQLEDGHECLLRRVISSD 
GRSRGFINGTAVPLSQLRETSTT 
TGARRVIRAIRRINSSDASTIPTL 
MAITISNNTVSDMHSSMTMMS 
TRIRTLITTI YNGDLRM IRQRKL 
CKTA1ARTYGNDDTFHPGMRH 
QRMHRVFKNAPHLDQPVVTLN 
IYPKADESSSLKASRGTRGAAY 
RPARQNLYSASSGKKDENPVIE 
FK.NVSKHFGPTQVLHNIDLNIA 
QGEVVVIIGPSGSGKSTLLRCrN 
KLEE1TSGDLIVDGLKVNDPKV 
DERLIRQEAGMVFQQFYLFPHL 
TALEN VM FGPLRVRG ANKEE A 
EKLARELLAKVGLAERAHHYP 

OELoUu^yK V A1AK I LA V IVri 

KMMLFDETTFDFDPELVHEVL 

KVIHEFAEKGITNDSLTENPAKT 

QGEGGCLQSQERGPQREPTPRH 


28524 


58892 


A 


28699 


1 


2307 




28525 


58893 


A 


28700 


3 


976 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28526 


58894 


A 


28701 


2 


136 


YLSAV*FCSPGQPPSALLVCGR 
RGYWCLWPLSSCHLTLRLCVS 


28527 


58895 


A 


28702 


1 


608 




28528 


58896 


A 


28703 


222 


329 




28529 


58897 


A 


28704 


387 


728 




28530 


58898 


A 


28705 


1 


1184 




28531 


58899 


A 


28706 


478 


627 




28532 


58900 


A 


28707 


33 


1072 




28533 


58901 


A 


28708 


35 


516 


RVVEFADEGQGPAALSLWSGS 
SPETLKLHWPHVQN*IRFSSWK 
TFRIRSRDFWADRLMRTLLRNF 
LSKWDHL*GQTLGVSLRRV*NE 
GSSPCHTPRPSAVLPPVLLDGG 
R * THMK L H A A SSRG WLRTRLT 
ELEYSLVIR1RRDGGLAGLRGN 
SGAQGGDA 


28534 


58902 


A 


28709 




777 




28535 


58903 


A 


28710 


531 


704 




28536 


58904 


A 


2871 1 


294 


617 




28537 


58905 


A 


28712 


804 


1020 


HFLSGGRRQRPPRWTI V A* SPR* 
PRCRCWGSG*RPGTRGALPQPR 
S*WHPSGSARGRHSGSGLETSG 
PTVS 


28538 


58906 


A 


28713 


102 


510 


PWPHTGGRRQRPPRWTIVA*SP 
R*PRCRCWGSG*RPGTRGALPV 
VRKQPGDPK.TPLASCPELNQPV 
PEPAAAPTRQSKRLCYLSHVAD 
GILQVQARGRHSGSGLRRLLGR 
PSHEGPWLKGTSCRSGTTCRDR 
PWV 


28539 


58907 


A 


28714 


2 


1580 




28540 


58908 


A 


28715 


286 


352 




28541 


58909 


A 


28716 


1 


531 




28542 


58910 


A 


28717 




1440 




28543 


58911 


A 


28718 


238 


567 


FGDAGKFDGK.FSSHSKLLSGFD 
AWTELALNHRFLLQLVEVLPE 
ANRQLRQSGAGDGGQQAVF*F 
HRFLASVHQHKAASASPPYLFR 
IKCPVPRLRAKPALLLIDNRLYG 


28544 


58912 


A 


28719 


1 


3534 




28545 


58913 


A 


28720 


1846 


2121 




28546 


58914 


A 


28721 


176 


462 


TSRHSVY1SDTELK.PRKSSK.PTF 
CGCDSLFSPICHFP/HGLSDVALI 
VQQLRQRG * PLQP ARLP VH WR 

nt^INA V VDU V L^LifciNUljAtj Wlj 

RAWLRIRRS 


28547 


58915 


A 


28722 


225 


3465 




28548 


58916 


A 


28723 


937 


1770 




28549 


58917 


A 


28724 


142 


484 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


28550 


58918 


A 


28725 


1 


1521 


M1PITWPKFAELHPFCPPEQAEG 

YQQM1AQLADWLVKLTGYDA 

VCMQPNSGAQGEYAGLLAIRH 

YHESRNEGHRD1CLIPASAHGT 

NPASAHMAGMQVVVVACDKN 

GNIDLTDLRAKAEQAGDNLSCI 

MVTYPSTHGVYEETIREVCEVV 

HQFGGQVYLDGANMNAQRREA 

MAGKPGPLTVRKMRGSRVTVR 

AL*/ASVWIGFDDHRRNLGHTT 

ASGAIKDQISGYEGGAKSAQPA 

WDAYMKAVLEGVPEQPLTPPP 

G1VTVNIDRSTGQLANGGNSRE 

EYFIEVNE1VVNPNATLDWQLA 

LRQAAGKTDLARDMLQMLLDF 

LPEVRNKVEEQLVGENPEGLV 

DLIHKLHGSCGYSGVPRMKNL 

CQLIEQQLRSGTKEEDLEPELLE 

LLDEM DN VARE A SKILGGH DN 

GGNALLHKALPPGNVGKWAM 

APIPPPFPQPGKSVT1CWKPASS 

ENRSNLLEIFLRELISNASDAAD 

KLRFRALSNPDLYEGDGELRVR 

VDEVLSPASVPYS 


28551 


58919 


A 


28726 


1 


1279 




28552 


58920 


A 


28727 


3 


762 




28553 


58921 


A 


28728 


1 


1472 


MTQDELKKAVGWAALQYVQP 

GTIVGVGTGSTAAHFIDALGTM 

KGQIEGAVSSSDASTEKLKSLGI 

HVFDLNEVDSLG1YVDGADE1W 

QTCKAQRCQSPCSKTLGAQPEN 

PDLSQISRFPQDERRISNCSSGK 

AANPVLYWSKIEEK1ASEPASIY 

SPMTLKDFSKFVKDEIGFSYTG 

YSRSGGGTASHGSPKSWA1GSL 

GRFGNEYSGWFDLQLKQRVYN 

ENGKRVDAVVMMDGNVGQQ 

YSTGWFGDNAGGENYMQFSD 

MYVTTKGFLPFAPEADFWVGK 

HGAPKIEIQMLDWKTQRTDAA 

AGVGLENWKVGPGKIDIALVR 

EDVDDYDRSLQNKQQINTNTID 

LRY KDIPL WDKATLMPRIPTQR 

YGLAKA/SLEAD/VRY/MANAM 

UrJ^UVKViNAloAO^llvl LAAru 

1KVDSRK\MLAHCEPVTPIRRTVT 
IEDVGNSAAFLCSDLSAGISGEV 
VHVDGGFSIAAMNERDPFTDL 
HRYRMNLNMMNYGAQRNM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


28554 


58922 


A 


28729 


2 


419 


RPRPRPRHMLQGTHRQRHLHA 
GPGVARRRWGGMARRAARGR 
PRLRLCIFSRSRQLGLRLRFLSST 
VNEGDQVKTVAVRSGHFCGGLS 
SFSFSSSFSSGKKRPSNSPGSMR 
LGSPPSGAGRAGGIVTVAC*AR 
LSTCNTKQ 


28555 


58923 


A 


28730 


725 


2804 




28556 


58924 


A 


28731 


661 


1218 


DVREGDRDPFMIKVHSCVFVDF 
AKTMHDGA/SVSLRGNLISHKG 
EDRY/VFRDKSGEINVVIPAA/V 
FDGREVQPDQMINISGIADKLP 
V1APTNATSKLKLASQPEDDSEI 
YDGCNGAQPGDYWFAAFVSG 
MFSRWLAKTILSRHILSVTIRSC 
KNGEWLAVGGAENGAYSDSR 
VAVMLLLSAWGLFDF 


28557 


58925 


A 


28732 




624 




28558 


58926 


A 


28733 




1281 




28559 


58927 


A 


28734 


114 


266 




28560 


58928 


A 


28735 


1487 


1570 




28561 


58929 


A 


28736 




3402 




28562 


58930 


A 


28737 




2466 




28563 


58931 


A 


28738 


372 


647 


SGWSWNTKFPTGGFRWPAQPG 
TELESSQPR* L VM PATTSPFRA L 
DVCEYLPACVAVISGCHPSRFA 
RSYVSAPD*QNVQLTYPH1VLN 
RHL 


28564 


58932 


A 


28739 




2235 




28565 


58933 


A 


28740 


3 


293 




28566 


58934 


A 


28741 


737 


963 




28567 


58935 


A 


28742 


3 


282 


RRLRASGCID1CLPSG**YARPAR 
*DPAPGFR* STP VRKCDQTRSPA 
MKV1AAADRKLWCGAICPLSA 
KPPAGRAPNAPAAPASPNRPMT 
PSL 


28568 


58936 


A 


28743 


2 


289 




28569 


58937 


A 


28744 


1 


1662 




28570 


58938 


A 


28745 


421 


2634 




28571 


58939 


A 


28746 


134 


954 




28572 


58940 


A 


28747 


1036 


1383 




28573 


58941 


A 


28748 


2 


589 




28574 


58942 


A 


28749 


1 


801 


















28576 


58944 


A 


28751 


3 


916 




28577 


58945 


A 


28752 


3 


589 




28578 


58946 


A 


28753 


1 


1675 




28579 


58947 


A 


28754 


1 


522 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


28580 


58948 


A 


28755 


1229 


1660 


LMVSGFLTSPKJDHERIIVAKPEQ 
FWKLRQVMFMAIVISLPT1GER 
FSPFLLKSPLIRPSRCGTTDFISG 
LTARPEFSQSRMVLIAASTITSL 
MCAGSFLPIRPLASICSLNATTS 
**LPFSSGRDSSRKRRTQAITCSP 
RCGS 


28581 


58949 


A 


28756 


1 


230 


HAVCLAAVHFSSWALNNSETF 
NSIWSCASAILGNLGILTGSPPL 
ALCRTLCLTYPI*CPRDAKALR 
RPRECVIRHD 


28582 


58950 


A 


28757 


1 


850 


MPVMFLASLSGKHQGHHFPKG 
ERGKFKI KERGTVATEDRRSGD 
STFYAIQPTRRQKRVYGLALLL 
QLHRRRQNLNIDSVSSVGLAAL 
VTAF1 G VDFF ANGEQTY SQPL W 
TWMSVGDFN1GFNLVLDGLSLT 
MLSVVTEGYSR*EHRPTPSQPR 
YISSRLSASTRTTM/PGDEQVGV 
SEEARV ALSDH REHGQRQAVQ 
HQVKTDVKVAYRHPRPQRLAV 
CLLAVSEEINADKGGYQRRQA 
HRAY 


28583 


58951 


A 


28758 


20 


282 




28584 


58952 


A 


28759 


38 


966 


RDGLESRGRVCSLRTAFQRSSS 
EAFTSDLQAAELQNRASNRPAR 
1GHAHLVIFPVQSSWM*RKLAS 
PRNNLVIPQEKALKEY1K1GNLV 
MS L A A APLN R* GLL/IE WNDND 
GGCKGACDRVPHQNVTALNLR 
DQCINGECYDEVLFHGLEEYIN 
NLQGDG VI VLHTIG SHGPTYYN 
RYPPQFRKPTPTCDTNEIQTCTK 
EQL VNTYDNTL V Y VD YI VDKA I 
NLLKEHQDK.FTTSLVYLSDHGE 
SLGENGIYLHGLPYAIAPDSQK 
QVPMLLWLSEDYQKRYQVDQ 
NCLQKQAQTQKDCVLL1FAKQ 


28585 


58953 


A 


28760 


1120 


1335 




28586 


58954 


A 


28761 


846 


1245 


TVRKRGTRHPHGSRRTLSLPLR 
HSSDRCNRTRS ADRSTG PRL/A 
QPRYISSRLSASTRTTMPVTTES 
MVSDRPSSTRLKPMLKSPTD1H 
VHSGWLYVCSPVAKKSTPMKA 
GTTAGRPTEPTPTIATSGLNALL 


28587 


58955 


A 


28762 


265 


1179 




28588 


58956 


A 


28763 


188 


322 





3729 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28589 


58957 


A 


28764 




3114 


MLQQDSNDDTKDVSLFDAEEE 
TTNRPRKVKIRH PV A SFFHLFF R 
VSAIIVCLLCELLSSSFITCMSKK 
WLAVVIVGVVLQGANLYGYLR 
CKGQEVRETFAEPSLQATQMK 
LKRARLADDLNEKIAQRPGPM 
ELVEKNILPVDSSVKEAIIGKTL 
KIYYLGAPAEAATKEDERTTSG 
PGHHATNYHFLLKFDFYLSWL 
HFVHKDAILSGHPLVRLLSTRV 
LRGPNDVFHGVSSVDSVLAIFV 
LAEPMGSLSASLEN 


28590 


58958 


A 


28765 


1 


3219 




28591 


58959 


A 


28766 


3 


245 




28592 


58960 


A 


28767 


2 


1193 


CANQLRDCLVIPTITGLVRLVV 

AGANGDRLGQPVTGADVRLSR 

CRKVMPSRSVEMGLVPSSSV1V 

TVLPL1GFVLLAFSRGRWSENV 

SAI VG VG S VGLAALVTAFIG VD 

FFANGEQTYSQPLWTWMSVGD 

FNIGFNLVLDGLSLTMLSVVTG 

VGFLIHMYASWYMRGEEGYSR 

FFAYTNLF1ASMVVLVLADNLL 

LMYLGWEGVGLCSYLLIGFYY 

TDPKNGAAAMKAFVVTRVGD 

VFLAFALF1LYNELGTLNFREM 

VELAPAHFADGNNMLMWATL 

MLLGGAVGKSAQLPLQTWLAD 

AMAGPTPVSAL1HAATMVTAG 

VYLIARTHGLFLMTPEVLHLVG 

1VGAVTLLLAGFAAL*Q*K*HP 

RHPKHRNAG * TRVLQRG AGC 

AGA1RVTDHFRG 


28593 


58961 


A 


28768 




2191 




28594 


58962 


B 


28769 


1 


2263 




28595 


58963 


A 


28770 


1089 


4965 




28596 


58964 


A 


28771 


41 


249 




28597 


58965 


A 


28772 


533 


709 


VSFLIVSSSLIALWSERQFVIISV 
LLHLLRSALLPTMWS1LE*VWC 
GAEKNVYSVDLG 


28598 


58966 


A 


28773 


2714 


3599 


LGSQWH*IYKLPWAVWSFSQY 














GKVQCHRGLIHVNWLPPVKKF 
*LRQKGKPTSSSQETPKTEPGRL 
LKP 


28600 


58968 


A 


28775 


722 


856 


GNDLCPKTIRTGDAWCVPGTT 
RKSAWK*GKISGSLSFLPVRDG 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28601 


58969 


A 


28776 


474 


1338 


PANQKKPRTRWIHSR1LPEVRR 

GAGTIPSETIPNNRKGGNPP*LIL 

♦GQHHPDTKTWQRHNKK* KFQ 

ANIPDEH*CENPQ*NNGKPNP\E 

HSKKLIHHNQVGFISGMQGWF 

NICKSINIIHHINRTNDKNHMIISI 

DAEKAFDKIQHPFMLKALNKL 

GIDGTHLKIIRAIFDKPT ANIILN 

GQKLEAFLLKTDTRQGCPLSPL 

LFNVVLEVLARAIRQEKE1TGIQ 

IGKEEAPQKQQRLFCRYYHGK 

RAPQLL ITHLEEDDE WDII RY Y 

NVMSEEElKRMKEIVKPK.il 


28602 


58970 


A 


28777 


2289 


3225 


LTNQNKSRTRWIHSRILPEVQR 
GAGTVSSETIPNNRKRWTPP*L1 
L*GQHHPDTKTWHRHNKKRKF 
QAM IPDERQCKNPQ*NTSKPNP 
AAHQKAYP**PSQLHPWDARL 
VQHMQTNKHNPSHKQNVHDKN 
HMIISRDAEKSFNKIQQPFMLKT 
LNKLGISGTYLKIVKMHTMSSS 
H LF YL ALCLLTFTSS ATAG PETL 
CGAELVDALQFVCGDRGFYFM 
EQCTMAVSIRGRELLGPSEQEM 
LHKESGKQRQKANTIP VTSK I V 
HLALYATLLLFVMEQFLGESHK 
SRE1FSFEQQISELGKESMKFSEE 
KEKE 


28603 


58971 


A 


28778 


1177 


1272 




28604 


58972 


A 


28779 


480 


766 


SSEIQHWFQGQPRWSRCRVSGR 

LG*NRSMP/HVSESSRTLVL*EV 
TKHQVSSNFKMRDKDRSGRAS 
SLRKHRRE 


28605 


58973 


A 


28780 


1 


1344 
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SEQ ID 
NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28606 


58974 


A 


28781 


971 


2314 


PTNQKKSRTRWIHSRILPEVQG 

GAGTIPSETIPINRKRRNPL*LIL* 

GQHHPDTKAWQRHNKKEEL*T 

NSPDEH*CKNPQ*NTGKPNP\EH 

1KKLIHHDQVGFIPGMQGWFNI 

HKSINVIQHINRTKDKNHMIISI 

DAEKAFDK1QQPFMLKTLNKL 

GIDGTYLKIIRAIYDKPTASI1LN 

GQKLEAFPLKTGTRQGCSLSLF 

LFNVVLEVLARAVRQEKEIEGI 

QLG KDEVK LSLF ADNMI V Y VE 

NPIISAQNLLKLISNFSKVSGYKI 

NVQK.SQAFLYTNNRQTKSQIM 

SELPFTI ASKRI K YLGIQLTRDV 

KDLFKENYKPLLNEIKEDTNK 

WKNIPCSWIGRINIVKMAILPKV 

1YRFNAIP1KLPMTFFTELEKTTL 

KFIWNQKRARJAKTILSQKNKT 

GG1MLPDFKLYYKPTVTKTKW 

YWYQNRDIDQWNRJEPPEIISHT 














VLHSYAI*1ASALKVGISRHHP* 
GSIPSRSLLVATTPTRGVTAALE 


28608 


58976 


A 


28783 


1 


1938 




28609 


58977 


A 


28784 


1389 


1499 




28610 


58978 


A 


28785 


1 


351 
















KNLDEKLLPA SS SSCR1 W ATSP 
VHHL WQVLKKI LF/GLEPYE1 ST 
LFEQRQAM/LQS1KEGVVAVDD 
RGEVTLINDAAQELLNYHNFIR 
SRSLPVFVLASACGSGTRRRRA 


28612 


58980 


A 


28787 


1 


419 


VRPGHLLDIDDTDMPSLRYSDP 
EAQRIGQPFKGDDILKALNGEE 
N VA 1NRGFLAQALRVFTPIYDE 
NHKQIGVVAIGLELSRVTQQ1N 
DSRWSIIWSVLFGMLVGLIGTCI 
LVKVLLG/IIFG*TYKSQLFEQR 
QAMGRL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28613 


58981 


A 


28788 


1 


1795 


MWI1SCVMKRTAMNCVLWRK 
RRRKVCASIFTGKNRANQKRD 

nvelfdarcrplndaadtvry 

lpvltvqlldkqprltvlkk.il 

fglepyeistlfeqrqamlqsik 

eg wav ddrge vtl1nda aqe 

llnyrksqddeklstlshswsq 

v v d vse vlrdgtprrdeeitik\ 

drlllittvpvrsngviigaistf 

rdktevrklmqrldglvnya 

dalrershefmnklhvilgllh 

lksykqledyilktannyqee1 

gsllgk1kspv1vagfliskinra 

tdlghtlilnsesqlpdsgtaa 

cgqslnvlyqrivgerklhtgs 

lmsaagksnplaisglvvltli 

wsyswifmkqvtsyigafdfta 

lrcifgalvlf1vlllrgrgmrp 

tpfkytla1allqtcgmvglaq 

walvsggagkvailsytmpfw 

vvifaalflgerlrrgqyfaili 

aafg1ctatqrnrllpcknqpc 

KANQYQGTGDVLNQLHIDFRA 
FSGVMVAGSRQ1FANEISSGAS 
NVGVVI FSTQDSANTFNVLN AS 
GGSRSVYPVMSDDMNGSSWKF 
STRMQKIDPALSVTSGQLMSHV 


28614 


58982 












28615 


58983 


A 


28790 


199 


293 


RYPPAETELS*RLCRLLR*STTV 
RL*LCRPL 


28616 


58984 


A 


28791 


685 


1557 




28617 


58985 


A 


28792 


1 


2850 




28618 


58986 


A 


28793 


265 


535 


E> I A TTDTJDCPt 1-1 Q \ ff Plf^VPiC 1 ED 
K1A 1 IKriroL/LrtKVLilJt^ YlJoLrK 

TATTQRHCRRMHMMTIGYQFQ 
PG AL VR* S RANHFPG RGD VNLS 
SRYSNAPGRRHQHQMRRGFVA 
RSQ 


28619 


58987 


A 


28794 


409 


1305 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28620 


58988 


A 


28795 


379 


1703 


LKTVLVDGVVKAEKLVEGAKA 
VLRQA INGDLD WKAKRQ PKLE 
PLKLSKIEATMSFTIAKGMVAQ 
TAGKHYPAPITAVKTIEAAARF 
GREEALNLENKSFVPLAHTNEA 
RALVGIFLNDQYVKGKAKKLT 
KDVETPKQAAVLGAGIMGGGI 
AYQSAWKGVPVVMKD1NDK.SL 
TLGMTEAAKLLNKQLERGK1D 
GLKLAGVISTIHPTLDYAGFDR 
VDIVVEAVVENPKVKKYPSAG 
VFHQLYCRDVV1PMFAIYTFGP 
Q1VGLLGLGVGKNAALGNVVIS 
LFFMLGCIPPMLWLNTAGRRPL 
LIGSFAMMTLALALLGLIPDMG 
IWLVVMAFAVYAFFSGGPGNG 
FNRVKEEFDHERFLVALTNYGT 
AMCAFEDAARY AN/LARA VWR 
GYWSFPVDSGK1RPHGDQ1KLH 
EK.HAV*SSVESRQRHHHLWRC 
SDVQILLRQCGI 


28621 


58989 


A 


28796 


713 


902 


CRLARPSPLKRCFQFCSTTHSC1 
PPPLAATRWPVRRRWRPSMCC 
WSRTYR\PG*AKRRYTSPA 


28622 


58990 


D 


28797 


1 


1521 




28623 


58991 




28798 


j48 


599 


RHFQRSLSRSSDSNP*LDPTLFA 
SALA SRQRVTESWSERHPDPLQ 
VRRKTEDVKTTPPFLQQSAHRS 
VNIVLWIRGFSPTLLV 
















28625 


58993 


A 


28800 




1443 




28626 


58994 


A 


28801 


1051 


1173 


PETYRR1AGRYGATCGTLR*RA 
SGG*TGETDAAGPGYPPAR 


28627 


58995 


A 


28802 




2742 




28628 


58996 


A 


28803 


435 


1143 


SRPAYHPAPREFQRQWRQDPAP 
GL AITPGQQL FI TIKL WN DDH\K 
RPREALLDSLKKLQLDYIDLYL 
MHWPVPA1DHYVEAWKGM1EL 
QKEGLIKSIGVCNFQIHHLQRLI 
DETGVTPVINQIELHPLMQQRQ 

I U A U/M A TUI^ If^TCC WCDI Afir 

LMAWINA 1 lilvll^ 1 coW^rLAl^u 

r.kT.A/cnrii/ ru a nyvr.vTD 
LiIvLj VrlJ^tvVlKlJLAJJJs. YuR 1 r 

AQ1VIRWHLDSGLVVIPKSVTPS 

RJAENFDVWDFRLDKDELGEIA 

KLDQGKRLGPDPDQFGG 


28629 


58997 


A 


28804 


1040 


1079 
















oAOrlSJviO 1 KflL/U V JvfUAlAj 1 

TLYQRR*VH*\WSTVH\KPETSS 
SKMHGQRGSGLLAKSLVANVI 
CSL1RNPLPIMPMPLCAFVSLKM 
IKKRPRRH 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
cotlon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28631 


58999 


A 


28806 


167 


327 


KNNSSISGINATER*KTDENNTS 
VFSSPGKFYRTRTAPLTDRRTN 
SPAYLSEL 
















28633 


59001 


A 


28808 


1 


4104 




28634 


59002 


A 


28809 


1 


1368 




28635 


59003 


A 


28810 


82 


1143 




28636 


59004 


A 


28811 


72 


212 




28637 


59005 


A 


28812 


1 


1078 


MKDVTL VRPQD AG ANTC A HIL 

SQLPHLQLPTLETLGLINALGY 

APGDMQPSDSATWGVAELQHE 

GGDTFMGHQEILGTRPLPPLRM 

PFRDVIDRVEQALVSAGWQVE 

RRGDDLQFLWVNQAVAIGDNL 

EADLGQVYNITANLSVISFDDAI 

KIGRIVREQVQVGRVITFGGLLT 

DSQR1LDAAESKEGRFIGINAPR 

SGAYDNGFQVVHMGYGVDEK 

VQVPQKLYEAGVPTVLVAHHQ 

RVFA1FAVAIDITQV1NIQYCRC 

QQAACGRRKDQCRNQSKENQY 

GNITQTDITIRTIAHGVYVIAAMI 

DNPPR1RKPTKSAS*LWWPLFY 

LLAVSLFTLWNRYRVFHGLSAS 

SSPLRPTPY 


28638 


59006 


A 


28813 


429 


611 


AAKHPCCGYSFRRRTDVDHNG 
YSGNACTRLHHAGG1RQ**PNF 
GYSPPASSCGQVSQNSS 


28639 


59007 


B 


28814 




2703 




28640 


59008 


A 


28815 


1931 


2407 


HGLRTRQRLSKASR1CAALLCR 
LLTYELSSARWMWT1TTAVCV 
SSCRRWKKPAALVRPLPPASAP 
GF1TTSAKPCCASRNG*KSSFQR 
TLHVSRHQSRTS*SPQVDTSDN 
SSEIVNNQAPTARTGSGLRVAV 
t cru^/ncDi a A\iADDnt da/cat 

NAAS 








i§T7 — 


430 


lib 






sWTo" 












28643 


59011 


B 


28818 


204 


2659 




28644 


59012 


A 


28819 




2817 




28645 


59013 


A 


28820 




1089 




28646 


59014 


A 


28821 


1 


1891 




28647 


59015 


A 


28822 


2972 


3318 


KYALTLVRFVTLKVQSVTALK 
A/pr;i vdtffi F\/intjr>Ai ptcc 

/vwL i K I t,rt_yrivlUi\l^ALr 1 t,c, 

RQFA A YKAL AE ACG SQA V 1 VR 
TMDIGGDYELPYYELPERRDPV 
SSAGALFVSRWIVERSCADKFR 
VFCGASGFR 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Mcl 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28648 


59016 


A 


28823 


1 


1030 


MMCIMYRTASSLANQYHIDSE 
QARRGSQNAFDVNFEAWQLEI 
NHVLEAASAQSQRNYQISALVF 
ISM 1 1 VA AIY 1 SSALWWTRKMI V 
QPLAIIGSHFDSIAAGNLARPIA 
VYGRNEITAIFASLKTMQQALR 
GTVSDVRKGSQEMHIGIAEIVA 
GNNDLSSRTEQQAASLAQTAA 
SMEQLTATVGQNADNARQALG 
TGKNAATTAQAAAVQFIDRCQ 
ADFTRGAYRYRSGTYFICQYLT 
VTVSGIDAHQRGQTDTQRILLQ 
LFLVQFDTHRQTLNDFDPVTGR 
ILRWKQLDRAAGDITGHRTDN 
TSTLQRQPGVTYFGGSLLHGWA 
*SSSLVPRIIA*LALYC 


28649 


59017 


A 


28824 


1 


3087 




28650 


59018 


A 


28825 


376 


1564 




28651 


59019 


A 


28826 


1 


1174 


MVNLALWLKKHRFRLDQVQN 
FYPSPLANSTTMYYTGKNPLAK 
IGYKSEDVFVPKGDKQRRLHK 
ALLRYHDPANWPLIRQALEAM 
GKKHL1GSRRDCLVPAPTIEEM 
REARRQNRNTRPALTKHTPMA 
TQRQTPATAKKASSTQSRPVNA 
GAKKRPKAAELQCPLVMTSGN 
LSGKPPAISNEQALADLQG1AD 
GFLIHNRDIVQRMDDSVVRESG 
EMLRRSRGFLPTGRGLRIDYKQ 
KMRGTRRAGCNFNQSGQGRPS 
LKRG1EQTD1KKAK.KQATGLAG 

LbML^UL/Ar Y AViJ HAAur^U 

ALPLTPQMLMESPS\ATCSA*RR 
TPGWAGTPTSSPAKRC*LSALRI 

TCCrCTDCrCUDUU/DV^D A D DCn 
A P'l-ITJCT? i;CDT\/U/D\/TADIf'k'r'D 

ALlinoKror 1 V Wrv 1 ^rlS.IsAjK 
















28653 


59021 


A 


28828 


1050 


1154 




28654 


59022 


A 


28829 


1 


2649 




28655 


59023 


A 


28830 


59 


5U 




28656 


59024 


A 


28831 


1 


4^b" 
















r > 1 o 1 111 A i V oLrlvoKlor li 1 KcA 

MI\NDHSKRAWLYALRRRAGR 
TRHRCPGRTG RQRLL 


28658 


59026 


A 


28833 


1 


727 




28659 


59027 


A 


28834 


1 


3069 
















FLPKSLGDSSGESRKHRRRRRA 
FSPDQHP A GN YRTRLS ARPF V * 
RCLYYSR*ARRGNYRQH*TTSP 
AL YQ A ASPFQ * SIAG *R AGKTR 
YRSSVYLCVDHFDHSGSW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


2g661 


g9Q29 


^= 






]644 






59030 


— 


28837 




7245 




2g663 


59031 

— — 


— — 


28838 

— — 




T5~T8 








— 




— 


491 




2g665 


59031 




28840 




2827 




28666 


59034 


A 


28841 


162 


1760 




28667 


59035 


B 


28842 




3378 




28668 


59036 


A 


28843 


434 


763 


















28670 


59038 


A 


28845 


576 


783 


PGNVLRLENLPAADADQLAGN 
GGCHSVQVRSIWMIGLHAFAKC 
ETRMYPEEPVYLPPRYRGS1VIH 
SIAF 


28671 


590j>9 


A 


28846 


855 


1134 


PGNVLRLENLPAADADQLAGN 

OOUH5\t^ V Kit WIVlJOLlTAr AJsJv. 

ETRMYPEEPVYLPPRYRGRIVL 
TRDPDGEERCVACNLCAVAWP 
VGCISLVS 


28672 


59040 


A 


28847 




890 




28673 


59041 


A 


28848 


420 


943 


CLAADALHLRCLINARHNAQQ 
EDALVEKAKQA/TWRLLAAGV 
CLLTVSS/VARADSLDEQRSRY 
AQ1/KQAWDNRQMDV/VFIHAM 

DTK! T A 1? DT A C C TP.M IU 1 \/C\/T A 

GAPARWSACWDHCNDQIAPCR 
ELSRRLLRLHAQYQNTKRVHT 
QFSGYKTPEMANTAVPTISSQR 
RALFNPH 


28674 


59042 


A 


28849 


1 


1247 




28675 


59043 


A 


28850 


533 


1029 


SKSIMLLCRSVVSMIRRSTVAA 
FTLAA1SVARSVALNLIIRDIGM 
QAMPLCRSTTGRNRWTSSAKR 

KK1LSDGKSVTLGALLADVTQS 
DEPL * GSPAG S/TGQM P AIQPAQ 
KTHHVKAHSFCS*PAQSSPVNP 
DDIISFSKSK 














SPHMPG1TAGTPFSVPLA1 SAPSI 
SAK.SLPGKTA*AWPNIMALTPG 
ISLR**TEFSAITLYGSADSPECA 
RTT/1NIGTFLAHFRHVFAHGFG 
N1IHRHFPG 


28677 


59045 


A 


28852 


260 


717 


RQLRTELS AGIA A FRTGNA P A IL 
RFMKLAPPP*WRRKPLTGV*RV 

KUKUoVa VArVri VoAJv^l^L 

DPRSLLQQDAFKKAGLDPEQPP 
KT/WQDLA/VLCRETESLRHEV 
RLRQRLAGLDPTGKL*AWNGM 
MPYDADAKDAPQKPLSAEPAC 


28678 


59046 


A 


28853 


776 


2730 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


28679 


59047 


A 


28854 


383 


1367 


RPTCWTS1EWVRRVRTAALRSS 
GKTWVFCCRRRJAGELMLTNR 
HTGGVMVTTFRASEAFAGALE 
LTGKATL VA LINRC1G A V I R YM 
LIAV1PDIFQRLQVVLNVW1LAV 
ANETTVRQRRVRRFKVDLVVR 
VHLLLHIEVETVGVVTFIGHAR 
HHAKLSSIETAEAIAQVFTRRA 
VETETITRFFFPLIHCLTQTFNN 
GDTFRAKLLVVVNMLAAEQRV 
NGFVDADVTQRNRRTTVFEDF 
RNIIVSIETHATSTRYG*CVGPP 
AMRACSGA VQPVQWLHPG K.L 
RQGEPSRDLVRQRPAALCLPRR 
HR1LRGYNGNIQRRLYSTGNGL 


28680 


59048 


A 


28855 


1 


1477 




28681 


59049 


A 


28856 


1 


793 




28682 


59050 


A 


28857 


1 


1020 




28683 


59051 


A 


28858 


1 


613 


SAGDGARIEQFDRKGMVNNKF 
NYFIMSKLAEAGIPTQMERLIAS 
DTECLVKKLDMVPVECVVRNR 
A AG SL VKRLG IEEGI\ELNPPLF 
DLFLKNDAMHDPMVNE\SYCE 
TFGWVSKENLARMKELTYKAN 
DVLKKLFDDAG L IL VDFKL E FG 
PVQGEVVLGDEF/SPDGSRLWA 
QETLEKMDKDGFRQS1AGGLIG 
AYEAVARRLGYT 




59052 




2 J 8 - 5 Jj 


i 


1002 








— 










28686 


59054 


A 


28861 


625 


750 


RNVQALQGAHGTGGALTDPA* 
QHLGTLCADLL*NGLSPSPRD 


28687 


59055 


A 


28862 


1 


1449 




28688 


59056 


A 


28863 


105 


297 




28689 


59057 


A 


28864 


55 


423 


DRPQRNRATLMQLYSRGSPGIR 

IT r~\Ciri riD DT CVKTIf A I \fCC^ inTP I 

K.<s<fVjls.L.OKrJ_,vj VlvAL VrOlU 1 UL 

FQLQAVKNLDGF*FDEASASQP 
GSDNILRELRVRATGRADGSGT 
GFTEDANSFTSYR 


28690 


59058 


A 


28865 


1 


2340 




28691 


59059 


A 


28866 


314 


696 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28692 


59060 


A 


28867 


458 


2160 


PTLRAFYRVTPHRSLSVMLALK 

CHGINPLRSWVGTG*VE*EEKY 

NMQT*E/LENWKPISNLHDMSS 

SHSKTLGYKRLTKSNPISCQILL 

YKSRSKGRKNQRSTRTHCHHPS 

PK1YSASAKEPWILATNLPVEIR 

TPKQLVNIYSKRMQIEETFRDL 

KSPAYGLGLRHSRTSSSERFDI 

MLL1ALMLQLTCWLAGVHAQK 

QGWDKHFQANTVRNRNVLST 

VRLGMEVLRHSGYTITREDSLV 

AATLLTQNLFTHEEAPANSVPA 

AAVIRRVQALIGITGRKAHAGG 

SWNGTASSDNFPNIFILPQNDF 

MALAAAVAPPELEALLAAGKV 

SVKIQEPCDE1LFSRAKVWNGE 

KWACVTIVGGHTN1VHIETHDG 

VVFTQQACVAEGEQESPLTVLS 

RTTLAEILKFVNEVPFAAIRFIL 

DSAKLNCALSQEGLSGKWGLH 

IGATLEKQCERGLLAKDLSSS1V 

GSGNQGIGTELNVSCRFPATNL 
FVHDPTQQAMQRNQRRFAVQT 
FPVWR VAQI ICA VRPFRQRIGQ 
LRDIFHLKGDQFTNRPAK1VAF 


28693 


59061 


A 


28868 


2095 


2722 




28694 


59062 


A 


28869 


789 


2509 




28695 


59063 


A 


28870 


57 


440 


CSWDPQDPHG1LQGAGKEDSQ 
AQK.TTARQKRKTRKTATRQKK 
HEKQSEESTNEDT*ARKVEETQ 
HKHDAESTSGSVIQGCVQLFTQ 
SFTATPAASATTATRPTILCSSR 
ARAGYPSTTGVSRRESPL 


28696 


59064 


A 


28871 


3057 


3495 


MPVRGQRPVSLARHPGTRSDK 
KG HF V V AHPAF/P/DQFLH A AM 
DIKQPVISI DNLLA1 HKQAEVTR 
FIGGDMQRADRDHPR1A VALID 
KRIRFGISRRFRAQSIIH RIFAQR 
MHIFRPVIGQHQATGNSRLSAS 
TQRLHHNPAFFGPFH 


28697 


59065 


A 


28872 


1609 


2112 


HQPVLTVVMVPVSPLIIRADNP 
FRDEVGFLCQPAVTVIPVKIVR 
VTGDTVIRPHAEGAVRVQLRV 
GQAVTCRVCGIRDADIQIRCGG 
VNAGQPAGGAVAVTPGLARAA 
DADEFAVVVPGVIAVRQQAVQ 
VL AL * LPGRG1 SGGEFITAE VRS 
VSRCRRSRVYSTRGIL 


28698 


59066 


A 


28873 


2 


712 




28699 


59067 


A 


28874 


337 


383 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


28700 


59068 


A 


28875 


65 


436 


REVWEHAKRMLGDSSLDMGM 

UUrjL/ 1 I IVi VAIDI lVJlvLVIiS. 1 All 
ri W rv V Ivoor olvl V W o/\o V W IVlViVl 
AT D*T CDTI DDMflPUCl C*AC\/D 

ELrvLAAaW 1 tvtvts.ls.JNa I rlAasA 
IRLTLTWKPKPFLSRL 


28701 


59069 


A 


28876 


206 


403 




28702 


59070 


B 


28877 




2046 




28703 


59071 


A 


28878 




1335 




28704 


59072 


A 


28879 




974 




MEAPPIEDVSSRDLNRRRNYGH 

PADLFWFYSVLRALPEVYASSD 

AHEKFVKDFVAAWSLNVLYQR 

IVGERKLHTGSLMSAAGKSNPL 

AISGLVVLTLIWSYSW1FMKQV 

TSYIGAFDFTALRCIFGALVLF1 

VLLLRGRGMRPTPFKYTLAIAL 

LQTCGMVGLAQWALVSGGAG 

KVAILSYTMPFWVVIFAALFLG 

ERLRRGQYFAILIAAFGLFLVLQ 

PWQLDFSSMKSAMLAILSGVS 

WGASAIVAKRLYARHPRVDLIA 

SLTS\WQMHVCRQLASQLPLSH 

GAMPRCRRPGHSSMPDRLANVI 

A K K V LKu JV1 i IN K^J-T V 3 r Ol_,r 


28705 


59073 


A 


28880 


1789 


2026 


CRFFWIN* YCNVSFGANLERA* 

1 oroALrlULyr rvj Y K I 1 1 olvnls. 
LWISTNAFRFGN 


28706 


59074 


A 


28881 


568 


717 




28707 


59075 


A 


28882 


1760 


3092 




28708 


59076 


A 


28883 


1 


1206 




28709 


59077 


A 


28884 


1 


575 


MSGSYSSVWAEDD1QFDSRFLE 

LKGDTKIDLKRFSSQGYVEPGK 

YNLQVQLNKQPLAEEYDIYWY 

AGEDDVSKSYACLTPELVAQF 

GLKEDVAKNLQWSHDGKCLKP 

GQLEGVEIKADLSQSALVISLPQ 

AYLEYTWPDWDPPSRWDDGIS 

GI I ADYSITAQTQH AKLNTEDD/ 

SNESTGSVWQGLWRLQDD 


28710 


59078 


A 


28885 


1 


718 




28711 


59079 


A 


28886 


1326 


1953 


PARSPEAEAAAACFRSWEWSR 

YYAWRA\LPSLKAK.LALGEDY 

LNSDIFDGFNYVGGSVSTDDQ 

MLPPNLRGYAPDISGVAHTTAK 

VTVSQMGRVIYETQVPAGPFRI 

QDLGDSVSGTLHIRIEEQNGQV 

QE YDI STASMP YLTRPGQV RYK 

IMMGRPQEWGHHVEGGFFSGA 

EASWGIANG WSLYGG ALGDEN 

YQSAALGVGRDLSTFEA 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28712 


59080 


A 


28887 


4"l 


681 


PTGHRAQKKWNT*TRHSNSY* 

KNFAKKLI*GDIREKLQKLEGF 

AGMNATQLIEVATEVY1NCDQE 

AKKETEQRLRKKANLLAAALT 

KRKINIVKGRECSHGCGHGRGQ 

VEQRAKRWLRLRGGWVKAFP 

VRTEKAREVTKVLLRDIIPGFGL 

PLTLASDNGPAFIAKIVQELTQL 

LK1KWKLH1AYWPQSSEKVEH 

MNQTLKQLLKKFCQETHLRWD 

QVLPMVLLRVRYTPTKQTGYS 

PMRSCSANLK 


28713 


59081 


A 


28888 


1 


963 




28714 


59082 


A 


28889 


123 


593 


KRQVLAGFLITPRRLPKNWTHC 
WCWWSM/PAQVKQVLFGETG 
VAQHLKPGTAVMVSSTIASAD 
AQEIATALAGFDLEMLDAPVSG 
GAVKAANGEMTVMASGSDIAF 
ERLAPVLEAVAGKVYR1GAEPG 
\QVRP*KLFTSC*RAYILLPEPKR 
WHLQPVR 


28715 


59083 


A 


28890 


263 


467 




28716 


59084 


A 


28891 


1218 


1505 


AGGDAANRRRLIQHVCSLPLYT 
GLPRGPHGRAAGNPVDQQFAA 
GDLGLSPHADAHPGGTDDVRW 
CLIST*KRWDSGV*AGAGQYSG 
WRRRSLRWR 


28717 


59085 


B 


28892 


1 


2118 




28718 


59086 


A 


28893 


1084 


8334 




28719 


59087 


A 


28894 


2029 


3313 




28720 


59088 


A 


28895 


1168 


1236 




28721 


59089 


A 


28896 


1 


284 j 




28722 


59090 


A 


28897 


1 


1188 




28723 


59091 


C 


28898 


20 


878 




28724 


59092 


A 


28899 


1904 


2281 


CSAYAGLHPFWLKSTRFCTHIL 
APATAISPNTTIDAPP1TAAGMV 
♦1SAPNFGEKPNSMAMTAAATN 
TSVE*TLVTAITPIFSA*VVTPLP 
PTEPESIVARPSPTNARP1YGSIL 
RPVIPATALR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oriast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28725 


59093 


A 


28900 


773 


6228 


MKARLHLLYPMGLRAWCGPV 
RLCWNLISLGLWSCFSKGWVT 
TPTTLSCPSPPRRGRMAPWAW 
GRSRARMCWSWSWSTRPSRPC 
AVRWSWSSGATGSCWRRPVST 
APPRPPPWRPAAPTPAPLWART 
RMPSHWPSTTAPAATAY*/DPD 
AGYQPTPLAAPAEPGSKYSLAS 
LDRGQGRGGGGGGALEYVPKA 
VSQPRRHSRPVPSGKYVVDNSR 
PPTDLEYDPLSNYSARHLSRAS 
SRDERAAKRPRGSRGSEPYT 


28726 


59094 


A 


28901 


1116 


1497 


RG LI SDLPSKPSCLM WAASCRN 
PASLL ASE*TVSNA* IPAERAAC 
KMEQRANSSSVPSGERSVRRLR 
T*SSAPRAIPI KRSEA*A1STARVI 

DCrrtCIA ACDDV/I DnCDDnAUCTD 
roOIJolAAoKr VLruoAr^ArolK 

RJSFSISRTS 


28727 


59095 


A 


28902 


J 


2916 




28728 


59096 


A 


28903 


1 1 


2001 




28729 


59097 












28730 


59098 


A 


28905 


1591 


1806 




28731 


59099 


A 


28906 


531 


949 




28732 


59100 


A 


28907 


44 


477 




28733 


59101 


A 


28908 


161 


333 




28734 


59102 


A 


28909 




394 


MF.GVAFLTFLAARAAVGNRPA 

SPQ1VRKQREGHGG1LTRDPVA 

FDDVAVNFTQEEWALLDISQR 

KLYKEVMLETFKNLTSVGKSW 

KDQNIEYEYQNPRRNFRSLIEK 

KVNE1KDDSHCGETFTQVPDDR 

LNFQEKKASPEVKSCDSFVCAE 

\/r:ir:xTCQi7Miv4c:ipr:nTr:ni<' a vn 
VOIOiN jor pllVlMKUL'1 UrllvA I c- 

YQEYGPKPYKCQQPKNKKAFR 
YRPSIRTQERDHTGEKPYACKV 
CGKTFIFHSSIRRHMNSHWEKP 

Y cLjKLIJKArnoooo i ri 


28735 


59103 


B 


28910 


1 


534 




28736 


59104 


A 


28911 


238 


434 


LPCKIHTPNHGPLKNIPSTKN*Q 
RRRNTSQR*LRHQPFFSSASRPG 
SRLRFAIGPLQPAEAGMVT 


28737 


59105 


A 


28912 


358 


878 


KLCHIACIHSVSFQCESFHVFTG 
FLSSVCPFMKSK1FDRSEGFPKL 
LTLIGVLSSVSPFM1SKGSEGNK 
GFPTLLTLIGFLSSVRFFMYLK* 
LGRIKAPPTYLTFIRSLYRVHYV 
CLCPFMNSKVLGRSEGFPTFLT 
CIGLLSIVCRFPTLLTLIGFLSSV 
SPYMISKGTGMR 


28738 


59106 


A 


28913 


1382 


1416 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28739 


59107 


A 


28914 






MFQDPVAFDDVAVNFTQEEWA 
LLDISQRKLYKEVMLETFRNLT 
SVGKSWKDQNIEYEYQNPRRN 
FRSLIEKKVNE1KDDSHCGETFT 
QVPDDRLNFQEK.KASPEIKSCD 
SFVCGEVGLGNSSFNMNIRGDI 
GHKAYEYQEYGPKPCKCQQPK. 
KAFRYHPSFRTPQRDHTGEKPY 
ACKECGKTFISHSSIQRHVVMH 
SGDGPYKCKFCGKAFHCLSLYL 
IHER1HTGEKPYECKQCGKSFSY 
SATLRIHERTHTGEKPYECQQC 
GKAFHSPRCYRRHERIHTGEKA 
YQCKECGKAFTCPQYVRJHERT 
HSRKKPYECTQCGKAL*YSLKS 
G SLMP* ALFFWLRI VLAM WAL 
LWFHMNFKVVFSNSVKKVIGS 
LMGMAWNLQ1TLGSMA1FMILI 
LPIHEHGMFFHLFVSSLISLSSGL 


28740 


59108 


A 


28915 


1619 


2353 




28741 


59109 


A 


28916 


1 


1252 


MSYSVMFALLLLTPLLFSLLCF 

ACRKRRLSATRTVTVLHSLG1T 

LLLILALWVVQTAADAGEIFAA 

GLWLH1DGLGGLFLAILGV1GFL 

TGIYSIGYMRHEVAHGELSPVT 

LCDYYGFFHLFLFTMLLVVTSN 

NLIVMWAA1EATTLSSAFLVGI 

YGQRSSLEAAWKYIIICTVGVA 

FGLFGTVLVYANAASVCGTDH 

GGRMMRSWNGGQLISKLLAIT 

P\DKLVLDFGSQAEDNIAVLKA 

QHISIS\AETQGAKVEFTVDQLQ 

QSEYLQLPAFITVPPPTLWFVQR 

RRYFRISAPLHPPYFCQTKLAD 

NSTLRFRLYDLSLGGMGALLET 

AKPAELQEGMRFAQIEVNMGQ 

WO V r Hr IJAU^lMSifcKls. V ILHjIs. 

MCTIDTDDI CEPCI \JVCDT\/CDA 
iNc 1 ir IrrvLorivrljIN Vor 1 Vt-Kl^ 

1 nun i:c 1 t7dt? adti/a r\v\/D r\ 
H^KJIr oLcKl^AKLtvAlJls. V KU 


28742"" 


59TT0 


— 


28917 


2 


2282 




28743 


59111 


A 


28918 


518 


1046 




28744 


59112 


A 


28919 


8 


893 




28745 


59113 


B 


28920 


1 


3129 




28746 


59114 


A 


28921 


1 


1284 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


28747 


59115 


A 


28922 


3612 


5412 


PG LKHQNNG H RGPD AETKG VT 

RDFGPNAKPLAGA/RLN/LERLR 

DTHHIDVAPLVARLDQMMESV 

SQLLQLARAGQSFSSGNYQHV 

KLLEDVILPSYDELSTMLDQRQ 

QTLLLPESAADITVQGDATLLR 

MLLRNLVENAHRYSPQGSNIMI 

KLQEDDGAVMAVEDEGPGIDE 

SKCGELSKAFVRMDSRYGGIGL 

GLSIVSRITQLHHGQFFLQNRQE 

TSGTRAWVRLKKDQGAYPMSE 

KVVFSQLSRKFIDENDATPAEA 

QQVVYYSLAIGHHLGVIDCLEA 

ALTCPWDEYLAWIATLEAGSE 

ARRKMEGVPKYGE1VIDINHVP 

MLANAFDKARAAQTSQQQEW 

STMLLSMLHD1HQENAIYLMG 

VFIMLIFFPAPVASEKPLSPDCW 

TTTHTLRM1GENSGLVSYMREK 

AVSPNCWNVIHYSGFLHLELLS 

SYDVDVNQHNTICEWISLIKTR 

GVRRPEFQTLLTGSGSEHGERFI 

MNRPTLFFTDLAFHVDRFTQYV 

HDTAQSRFTYRDFNRVFEVFYI 

QTATQTVGGTHCDAPGWWFP 

GAVQSVPAAAL1AVAAAPGLA 

SFLPFARRVPRTVVALLAQAAA 

YADGMPARADGSFNSP 


28748 


591 16 


A 


28923 


1 


2910 




28749 


591 17 










PGFGDARKLISLNFFIWV*TA*I 
M*P/LAGSDFVYRNS*RNVFIAQ 
TLQLRSRQPVTMHHATRAFQT 
EHNLILRFECCEYSRYLFT 


28750 


591 18 


A 


28925 


599 


1117 




28751 


591 19 


A 


28926 


279 


455 


SLSHSSGRCSRGGISFWVVWEF 
GPVACLAASVV*L*VSVVWLW 
LSPSGQGCLGCRVWL 


28752 


59120 


A 


28927 


1 


2913 




28753 


59121 


A 


28928 


1 


2328 


















28755 


59123 


A 


28930 


9 


107 




28756 


59124 


A 


28931 


1 


2106 




28757 


59125 


A 


28932 


1 


1123 




28758 


59126 


A 


28933 


260 


709 




28759 


59127 


A 


28934 


467 


631 


LEVIEAPQPNWS*SVQQSACST 

W rut W V ULit^UrK^ V W V W I c W 

TTKRASLLPIFQD*LKALRKAQ 
VWAFAS*STWPGCWVDLEDPQ 
VWVWYEWTTKRASLLPIFQD 


28760 


59128 


A 


28935 


989 


3010 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28761 


59129 


A 


28936 




183 


GLYAKSFAQTLYLEQRLAVLR 
AYFYCALWNHSVSVVAG*CKT 
DDSANAGDGGSGADRSR 


28762 


59130 


A 


28937 




1006 




28763 


59131 


A 


28938 


185 


384 




28764 


59132 


A 


28939 


2 


615 


WAFRVIRFI VTAN WSLKA V WM 
RRL1VVAALLTLRTVPMRQLNR 
LLLITPSLSRHMVSTGPATSCVN 
RGFLSPTVVSVLSGSPFC/WQDG 
DQTLTFKVDYIATGKATSEGEE 
QISLGVRNTSPDVPYLIQSWVM 
TPDNKK.SADFI1TPPVFVLNPGN 
ENLLRIMY1GAPLAKDRETLFFT 
NVRAVPSTTKRKEGNTLKIAHK. 
RMITN 


28765 


59133 


A 


28940 


1 


1686 




28766 


59134 


A 


28941 


76 


981 


















28768 


59136 


A 


28943 


300 


506 


DLYWSLNSGKQIQSGR1DDRSA 
KTVAPHAPAHRQWSASYWRSA 
*SSSFRLNKKCHTQNHSNCIKM 
ARE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


28769 


59137 


A™ 


28944 




2539 


MPIEEPALRSWQRPFLKWAGG 

KYSLLPELDRLIPAG KRL1EPF V 

GGGSVFLNSDKHERFLLADVSA 

DLINLYQMLAVVPDSVIYEAM 

KAFRHLNDAENYTLIREAFNAQ 

RLDAVERAAAFLYLNRHCFNG 

LIRYNLDVFFNVGFGKHKQMT 

NNESKGPFEGLLVIDMTHVLNG 

PFGTQLLCNMGARV1K.VEPPGH 

GDDTRTFGPYVDGQSLYYSFIN 

HGKESVVLDLK.NDHDKSFGHT 

GPLKDAPAYDTIIQAMSGIMME 

TGYPDAPPVRVGTSLADLCGG 

VYLFSGIVSALYGREKSQRGAH 

VD1AMFDATLSFLEHGLMAYIA 

TGKSPQRLGNRHPYMAPFDVF 

NTQDKPITICCGNDKLFSALCQ 

ALELTELVNDPRFSSN 1 LRVQN 

QAILKQYIERTLKTQAAEVWFT 

PFSNKYNGHRIARTDKASMPTV 

YSESLFVEGIIRASTSMTTKQGP 

SLRTGRTLRKFCPLSETAATTDS 

S1FPSKFTPTASRLPGFSF1RSPK 

MTQSVLLPPGPFTRRQAQAFTT 

TY SNITLEDDQG S H FRLVVRDT 

EG RM A S VQTRPP A DRE AFTRI H 

LPEHTLYPHTPA1AAGVFIDGDI 

PMTTQTQHDLAPANQPEFELTV 

TPVPDEQR1DFWPQYFGAIPQW 

LLLEPHIFAWMDRFCEGYSGGI 

WSFYTLSNGGAFMSPEPDNDET 

WRLFNCLNATMPPYRMTCGTV 


28770 


59138 


A 


28945 


907 


1917 




28771 


59139 


A 


28946 


1 


3033 


MVWGFTCSTTATLEGQSTAAS 
SRTSNQDISASSQNHQTKSTETT 
SKAQTDTLTQMMTSTLFSSPSV 
HNVMETVTQETAPPDEMTTSFP 
SSVTNTLMMTSKTITMTTSTDS 
TLGNTEETSTAGTESSTPVTSAV 
SITAGQEGQSRTTSWRTSIQDTS 

1 i liv 1 1 o 1 ror^ro VrilN V 1 O 1 V ov^ 

Ic'TCDC^CTA TCCI r , C\/T T MTO\/frV./f 

Is. J brbUb lAlooLLov 1 JN 1 orVLM 

TSEKITVTTSTGSTLGNPGETSS 
VPVTGSLMP 


28772 


59140 


A 


28947 


636 


725 




28773 


59141 


A 


28948 


1 


1123 




28774 


59142 


A 


28949 


2345 


3644 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28775 


59143 


A 


28950 


34 


437 


CGRLLQKSGFVVSVG1DGIERL 
NTRRARGLPNGTACGQQFSSFR 
G AFCTQ V AH I VFCTEG DTDQ/D 
ARKRERFPLRG*SPAEIQSPPAG 
RCCRVHDHRLFRYAGSFFQYPE 
HPERYRFSADAQRPHHRERRLP 


28776 


59144 


A 


28951 


1 


457 




28777 


59145 


A 


28952 


176 


757 


KPMKSTAAAADAALLSAXERQ 
VIDDAAAHLSEVAQGDDVDAI 
EQAIKNVDKQTQDFAARRMDQ 
SVRRADRSDLIETFDHVCTVIFI 
RDG ITS AEVETADTARGN VDVI 
RTGEVGAVCGTEETKSILQYLQ 
YAITKD1FATLCVLLQDGKNNV 
LLTHTSQVFQPHIFAESDQLRN 
RR1FGDRFDSPVSIRMMFGI 


28778 


59146 


A 


28953 


1 


1503 




28779 


59147 


A 


28954 


425 


619 


AGWSFLPSPAEQNRWRFPLSRF 
CQ1PAPLQVRS*LACRFFAAYSP 
PLLRKSPAASMAYTTSRLH 


28780 


59148 


A 


28955 


55 


476 


SYHALANVFYQRRMAITQVAG 
RQAQVFKAHLRDDVHHHIDGQ 
VTATES VMEGN RH A VL * TRAT 
NRFFQVGAQFA1ARFFSLVGLL 
WRVLESGKIAFSATIPGRYPFLS 
LRLFNFLRHFDCL1LRGCRKVL 
HGRAPDGRDR 


28781 


59149 


A 


28956 


92 


3254 




28782 


59150 


B 


28957 


12 


271 




28783 


59151 


A 


28958 


309 


1238 


GSGSCYSALVKRKWSARSLRA 

DRNGARRGAYVGRKFGHFGPG 

LAGFFSAHASNLCRRSDRAPAH 

YHQLLNFADPVDMMQ* KRGM 

VFLLLMDQRQQRVDDWRRLPS 

LLSVWQSCGDSGRRAPGGR*FH 

WRFQATVFQALAEDLRRNLQ1 

VVATVAF/GMGINKPNVRFVVH 

FD/I PRNIESY YQETGRAGR/DGL 

PAEAMLFYDPADMA/WLRRCL 

b b Jvr l^vj K{LkI ul I b ivri KLIN A MO A 

EACA CWin DDF A/T T XI VCnCHD f\ 

EP/CGNCDICLDPPKQYDG/STD 
AQIALSTIGRVNQR/FGMGYVV 

T7VTPVA APT PPnVCUU P 
b V1K V AArbbrJJ T orirvr 


28784 


59152 


B 


28959 


1 


2123 




28785 


59153 


A 


28960 


1 


2834 




28786 


59154 


A 


28961 


1 


2505 ! 




28787 


59155 


B 


28962 


145 


494 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28788 



59156 



A 


28963 
— 


1019 


1329 


icp.vpf Ar , r.XNfr;Q'Mr;*r a upu a 
loUVrrAtr I INOoINvj LAriCHA 

p*di i nnpnrpwnvinnpcMAu 

i \/iMr.r.rDDVTAf urnnv d put i 
LMINUuuKKV 1 ALHrV^YKrriri 

LriNlUl AKJ^l-lLllJlNAINrlA'^IlJK 

Jvr ArtVIl\L,AOO 1 A 1 ri^ 


287 9 


— — 


— 


2 — ^ 





— T- 

~ 



























^fri! — 




lip — 


^066 


flsl 


















28793 


59161 


A 


28968 


1 


1215 




28794 


59162 


A 


28969 


1 


1678 




28795 


59163 


A 


28970 


1 


4674 




28796 


59164 


A 


28971 


1 


393 




28797 



59165 



A 


28972 



2026 


2703 




NSRCVWNAEFGHQLIAGDHFF 
HHFQAHLVQFGGDFFQLFNLG 
EGQLVVS1FTPVRLAVHGVKIE 
TVFVGFSSL1HGSQTVLVSSASG 
ASVASTRGKCTIVTSGISG/VIA 
KND/GLPRVHGATAPSCASQFL 

VP A A PTPP PHP I-ir;* I?TPvP»QTP<^ 
V r AAr I rivrUKriLj K. 1 JJUo I ry£ 

RLSSPAVEKAPTASSASGNSRN 
DKPLRE1TLITSDRPVPDAAVSP 
TGFWPLT1PFHRCRRMSSLPGIPI 

RQSSA 


28798 


59166 


A 


28973 


475 


661 


AYGNPVEYSGRRAPGGR*FHW 
RFI1G11GFPGAGGGSPAKPVNR 
RAAAPIDSAPAPAADGRVSR 


28799 


59167 


A 


28974 


367 


1464 




28800 


59168 


A 


28975 


904 


1473 




28801 


59169 


A 


28976 


738 


893 




28802 


59170 


A 

— 


28977 


1 




1108 


MADTRYFGMHMSQETPASTTE 

AQIKNERR1SPFWLLPFIALMIA 

SWL1WDSYQDRGNTVTIDFMS 

ADGIVPGRTPVRYQGVEVGTV 

QDISLSDDLRKIEVKVSIKSDMK 

DALREETQFWLVTPKASLAGV 

SGLDALVGGNYIGMMPGKGKE 

QDHFVALDTQPKYRLDNGDLM 

Vul\V i U i AliNrJNJv^u V V JU V Li 
Dlw 1 ULj V IviSAJ l5I\T W IN V V U 

ANVS1SGAKVKLESLAA 


288Q3 


59171 




28978 




861 




28804 


59172 


A 


28979 


5 


337 




28805 


59173 


A 


28980 


1 


612 




28806 


59174 


A 


28981 


128 


1742 




28807 


59175 


A 


28982 


1 


2688 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28808 


59176 


A 


28983 


361 


738 


FLQPFPFKREINKFIRDI ANN MK 
1 ur r bA V 1 Lr 1 L>C V 1 VMLWirr 
FQRKFFLKG FI * PPLG SF YRE * 1 IT 
SLFLYLLCN 1FL ATH Rl SCDDFSF 
Nl QH VKKF WDSCNL I RF LIRLDL 
SDDQTVHC . 




||1ZZ — 




2^9~8l 


i_ 



















K.GYSRRSGKHRQGCCNVLRLR 
FPDHQTAPRPMPLKRQTRAPGQ 
SPPGLPADPHPGQF*LPLLRGRF 
AR 


28811 


59179 


A 


28986 


1 


1035 




28812 


59180 


A 


28987 


275 


721 


LMVSGFLTSPK.DHERIMSGEAR 
A1LIASNSSVLVCAFRNFNKSFT 
DLLPSELAQSASERISFNNTLKD 
bOlVIrOol WLro 1 IVlrLi 1L V Krr 

TSSDLTVSISCRVYAAPYASSA 
HTSISPKR*PPNTQRLLTGPVGT 
FWGRKPPLFPTP 
















28814 


59182 


A 


28989 




1567 




28815 


59183 


A 


28990 




453 




28816 


59184 


A 


28991 




777 




28817 


59185 


A 


28992 




1431 




28818 


59186 


A 


28993 




561 


VDSRGYPYGSRGAGKCRESERL 

GSESRNPGSIGLENELTAEDVAS 

ADM VI LTKD1GI K.FEERFAGKTI 

VRVN1SDAEFLMTNRISRLKTA 

LFANTRE1SLERALLYTASH RQT 

EGEPV1LRRAKATAYILEHVEISI 

RDEEL1AGNRTV/1TARRDYVA 

GNGPLLAAERAGS1PDASAGPL 

CYQRRRL 


28819 


59187 


? ..... 


28994 


1 


3414 




28820 


59188 


A 


28995 


1082 


1297 


MIMWLAAVA 1REINHDSGSATF 

K i rKJJr Kl V AUK. Y iNLUAoL Y Js. 

SELLA* LHSAGAGCLSCQRAK.L 




Irilo" 




2^91 
















768 


JTT 




28823 


59191 


A 


28998 


1331 


1471 


RWSNGTLENGTL*LLTLPSASLI 
STNKSPLDDVE*RSLISKAPGDT 


28824 


59192 


A 


28999 


147 


1456 




28825 


59193 


A 


29000 


1 


439 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


28826 


59194 


A 


29001 


722 


2805 


TPRAERTASSVALPTSRLLRAR 
AETTTAPSTPMKTHRV1SMVFF 
TCSQTGTPSASPVKSSLKVSSLN 

iiiasttnrps/vqqf/wpvsppg 

dgtrrypxsisltvltgndnvnl 

lragidla1yfddapsaqlthh 

flmdeeilpvcspeyaqrhalt 

dt v1n lchctllhdrq a w snd 

sgtdewhswaqhyavnlptss 

gigfdrsdlaviaamnhigvam 

grkrlvqkrlasgvypprcay 

prthlletsttsgvngvgtysa 

pfwrmllnsfvmafsitlgk.it 

vsmlsafaivwfrfplrnlffw 

mifitlmlpvevrifptvevian 

lqmldsyagltlplmasatat 

flfrqffmtlpdelveaarjdg 

aspmrffcdivfplsktnlaalf 

vitfiygwnqylwplliitdvdl 

gttvagikgm1atgegttewns 

vmvamlltlippvvivlvmqr 

afvrglvdnpaanyihygvre 

sgmta1ang1ahhggfvpytat 

flmfveyarnaarmaalmka 

rqimvythds1glgedgpthqa 

veqlaslrltpnfstwrpcdqv 

eaavgwklaverhngptal1l 

SRQNLAQVERTPDQVKEIARGG 
YVLKDSGGKPDIILIATGSEMEI 
TLQAAEKLAGEGRNVRVVSLP 
STDIFDAQDEEYRESVLPSNVA 
A R V A VE AG I AD Y WYK Y VG 


28827 


59195 


A 


29002 


2253 


2546 




28828 


59196 


A 


29003 


279 


629 


NGAGHL*RPPVDGATAAPAGG 

DVAUI PVfDPQl T>\\n LI I DAW/1? I 

YRSGS*SAPCHCRNHRSGSAWQ 
K.H YGN RFRFRT VRP YRG RALH 
LRGRNTA1TQA A D WRL ATAQL 
LEIAGVGDE 


28829 


59197 


A 


29004 


313 


638 


RWRQRWFWCLHCLVLFRITPR 
TFALSQCRPWDDSRSQDTSMSH 
SIQWNRMYCNCSMQDEQEADE 
ANGKGPAQVGDRQAWAGR/CR 
SHRREGTIPGNPHPRAS* RAG W 
QR 


28830 


59198 


A 


29005 


1 


1182 





3750 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location or first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28831 


59199 


A 


29006 


1 


535 


RPYVLP\VAGSNALGA\LGYVES 
ALERAQQCEGAVNISSVVVASG 
SAGTHAGLAVGLEHLMPESEL1 
GVTVSRSVADQLPKVVNLQQA 
IAKELELTASAEILLWDDYFAP 
GYGVPNDEGMEAVKLLARJLEG 
ILLDPVYTGKAMAGLIDGISQK 
RFKDEGPILFIHTGGAPALFAYH 
PHV 


28832 


59200 


A 


29007 




1953 




28833 


59201 


A 


29008 


1 


656 


MKLMAIQEQARGEQCFRDSEW 
DLQFHIQVALATQNSALAAIVE 
KMWTQRSHNPYWKKLHEHIDS 
RTVDNWCDDHDQILKALIRKD 
PH A A KL AM WQHLENTKI MLFN 
ETSDDFEFNADR YLF AEN P V AI 
AKELELTA S AEI LL WDDY FA PG 
YGVPNDEGMEAVKLLPRLEGIL 
LDPVYTGKAMRGLIDGISQKRF 
KDEGPILFIHTAGGAPALFAYHP 














— 


28835 


59203 


A 


29010 


338 


528 


RHPRCDPYGFCPFTADADDA** 
LGACHHYWRGQRKIYAGSGDS 
RCQPDGRRSAPARRPLRRQR 
















28837 


59205 


A 


29012 


48 


320 


LCRPDKAFTPHPA*TKRILSA1*P 
SSFKEG1 DH SATFFFAARFAL VA 
AAIFCVFADGFFAFLASFFAAFG 
F V FF SPRKA L SG S K.FTFL PT 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28838 


59206 


A 


29013 


767 


1428 


FTPLSLRAVV1QLANRQYLDEK 

SDRAVHQGHIPRQFY*SLRRNL 

TNRHIQLIAIGGAIGTGLFMGSG 

KTISLAGPSIIFVYMIIGFMLFFV 

MRAMGELLLSNLEYKSFSDFAS 

DLLGP W AG YFTG WTY WFC W V 

VTGMADVVAITAYAQFWFPDL 

SDWVASLAV1VLLLTLNLATVK 

NVGEMEFWFAMIKIVRPLSGSR 

TKKMSKSDDNRNNVIGLLEDP 

KSVVKKIKRAVTDSDEPPVVRY 

DVQRPKRSALLERAPERFQEVF 

ILKGREDKRLLPLIHALESQGG 

GYPVGKPP1SRREKRPCRASGA 

YSPPVLLILIMDPLGNLPIFMSV 

LKHTEPKRRRAIMVRELLIALL 

VMLVFLFAGEKILAFLSLRAET 

VS1SGGIILFL1AIKM1FPSASGNS 

SGLPAGEEPFIVPLA1PLVAGPTI 

LATLMLLSHQYPNQMG HL VIA 

LLLAWGGTFVILLQSSLFLRLL 

GEKRVNALERLMGLILVMMAP 


28839 


59207 


A 


29014 


1 


632 




28840 


59208 


A 


29015 


1 


1215 




28841 


59209 


A 


29016 


38 


457 


LNRLLKLVHASQSSRAMVFSSI 
RSFMFFSTLF]LVRRQFSR*TIML 
SANSDSLTSSLPIWLLF1SFSCLT 
ALARTSSTVLKRSGESGHPCLV 
PVFRGNTFNFSPFSIMLAVGGV 
LHCEINCRICSTGRSANPPLDSCI 


28842 


59210 


A 


29017 


899 


991 




28843 


59211 


A 


29018 


1740 


1868 




28844 


59212 


A 


29019 


1 


1084 


MSAE1TAPWYRLQLDLFTKLVA 
TCMEQFRPKTIPPLAIPERLNAH 
CEELYELIASLNNILNLYMPAG 
QEAEHRFAMGELPDEVLEICQR 
LAK.LTEMLRGLAELFLNDLSEK 
TGSHDIVRLHRLILQMNRALGM 
FEAQSKLWRLASLAQSSGAPVT 
KWATREEREGQLHLWFHCVGI 
RVSDQLERLLWRSIPHIIVTSAT 
LRSLNSFSRLQEMSGLKEKAGD 
RFVALDSPFNHCEQGKIV1PRM 
RVEPSIDNEEQHIAEMAAFFRK 
QVESKKHLGMLVLFASGRAMQ 

YRLVEL\PANASPTVSAACWW 
AYSHLPKGLI*KVICSARCISTK 
SLFRPSTARW 


28845 


59213 


A 


29020 


1 


2022 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oriast 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28846 


59214 


A 


29021 


878 


1267 


LNSWLPSVPTV*SSVFNAL*TG* 
ISPAFNPFADM*SASGLP*IKSPL 
STSTLFFTSLRASLIRLAVRTSPN 
FSVAVSL**SKSIMLLCRSVVSM 
IRRSTVAAFTLAAISVARSVALN 
RFLIKSTGNACK 


28847 


59215 


A 


29022 


294 


2305 




28848 


59216 


A 


29023 


5 


337 


GAPQHQMMSTYRINGRESPML 
TYPSTPNFFWLAWQARDFMSK. 
KYG\RRFPIARFLWRSTPAPGVR 
KT1FIFISLVFVLMCANSWITIW 
RTSAAAGCHCQVVCAGMNTW 
RVG 


28849 


59217 


A 


29024 


1 


1753 


MPSTRYQKINAHHYRHIWVVG 
D1HGEYQLLQSRLHQLSFFPK.ID 
LLISVGDNIDRGPESLDVLRLLN 
QPWFTS V KGNHE A MALEAFET 
GDGNMWLASGVYRIPLAVIW1I 
GSLTSKAYKAEVQQRREAFNR 
AKM DYDHLVRQIQQVGGLEGF 
IAKRTMLEKMKDEILGLPEEEK 
RALAALHDTARERQKQKFLEG 
FFIDVASIPGVGPARKAALRSFG 
IETAADVTRRGVKQVKGFGDH 
LTQAVIDWKASCERRFVFRPNE 
AITPADRQAVMAKMTAKRHRL 
ESALTVGATELQRFRLHAPART 
MPLMEPLQPTVSVVDKVVEKK 
GTKEVAEAYLKYLYSPEGQEIA 
A KN Y YRPRDAEV A KKYENA FP 
KLKLFTIDEEFGGWTKAQKEHF 
ANGVIAVVAAGIGYWKLTGEE 
SDTLRKIVLEECLTNQQQNQNP 
SPCAEVKPNAGYVVLKDLSGPL 
PYLLMPTYRINGTESPLLTDPST 
PNFFWLAWQARDFMSKKYG\R 
RFPIARFLWRSTPAPGVRKTIFIF 

TCT \/17\/T AAC 1 AATC WITTU/TJT'C A A 

LoLi Vr VLMLAlNoWI 1 1 WK1 iAA 


28850 


59218 


A 


29025 


865 


974 


IMPRJSGSQSGEHQQPLVATAR 
WFARA*ILIIPL 


28851 — 


59219 




29026 


\936 


2490 




28852 


59220 


— 


2902 ^ 


H05 


2518 




288 ^ 


slli — 


— ■ 




■j 


lib 










29029 








28855 


59223 


A 


29030 


3338 


3553 




28856 


59224 


A 


29031 


95 


1289 




28857 


59225 


A 


29032 


1 


732 




28858 


59226 


A 


29033 


1 


672 





3753 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














ARNEVAQPGVHETLDELTTRL 
AEGLLEAAEEAGIPLVVNHVGG 
MFG 1FFTDAES VTC YQDVMAC 
D/GGTL*AFLPYDAGRRCLQHG 
RYQ 


28860 


59228 


A 


29035 


852 


933 


PAPYALLLLPMHPHGLRRRDR 
QGRIHNLNDRRRHWHRVRVCH 
LLRRERSRKDAPADGHPPLVRA 
VGGRNQN*FGELRTTTCFTQTD 
FLTFNLTSVTSNEASFTQFRTQG 
LVVFHQSAGDTVTDRTSLTRDT 
TTFNGDVQVQFLNHVDQFQRL 
TNYHAGSFTTEVLFQRTLVDYD 
FTVARFDENASCGTFAATSAVV 
LIFSHCLRLLCRV V VL VTRVN F 
QFTEHSTTQRAFWQHAFNRDF 
N HTLRTA SN HLFKG RLFDTTD V 
AGVVIVHFVSTLVAGYSNFVSV 
QNDDVITGIYVRSVFRFVLTAQ 
ATSQFSSQTAQSFTGRVNNIPV 
AFYGFWFSCAKYYRHGARWCS 
NGRKIDQRHTHCFFCPCIRTDFA 
VE1GKEEFIT 


28861 


59229 


A 


29036 


1 


797 


MiVFlENFKTSSPKYADILLPDL 
MTVEQEDIIPNDYAGNMGYLIF 
LQPVTSEKFERKPIYWILSEVAK 
RLGPDVYQKFTEGRTQEQWLQ 
HLYAKM LAKDPALPSYDELKK 
MGIYKRKDPNGHFVAYKAFRD 
DPEANPLKTPSGKIEIYSSRLAEI 
ARTWELEKDEVISPLPVYASTF 
buWN 5>rbKK 1 r rHJLr u r H Y Js.b 
RTHSTYGNIDLLKAACRQEVWI 
NPI DA QKRGIANG DM VR VFNH 
RGEVR\LPAKVTPHPVGTWTAE 


28862 


59230 


A 


29037 




1019 




28863 


59231 


B 


29038 


1 


2727 




28864 


59232 


A 


29039 


1 


2250 




28865 


59233 


A 


29040 


1 


2850 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28866 


59234 


A 


29041 


1 


1339 




MTGK.CGKFGNFLESWRAQKTG 
1CGKVWNFLENLLNGFGQNAY 
SDTDNEVQAEVVSDKDKELVG 
NWSKGHSCYAKRLAAFCPCLR 
DLWNFELERDDLGYLVEE1SKQ 
QT1QEEADHKNLESLQTEDA1E 
KKTPFSGEKFKLAAEICISNKDP 
NINSQDDGENVPRVAVHPNGC 
FAWKLPVLSRKFERKPIYWILS 
EVAKRLGPDVYQKFTEGRTQE 
QWLQHLYAKMLAKDPALPSY 
DELKKMG IYKRKDPNGHF V A Y 
RAFRDDPEANPLKTPSGKIEIYS 
SRLAEIARTWELEKDEVISPLPV 
YASTFEGWNSPERRTFPLQLFG 
FH DK.SRTH STYGN IDLLKAACR 

l^fc V W JJNrllJAi^lVKUJANUJJMr 

YVFSSQMAKFTPRTVGLSSLIWK 
AHKCGEALETLQKQ*C*QSGAT 

LrAlirKAKA W rrirKLrr 1 ULA 

CVDLHGNARJCAT 







59235 


A 





j78 





AFLPYDAGRRCLPG 1 VSV*SGL 
YVRGAQHGRYQ*HHRCCTSDK. 
IWRADKG 


28868 


59236 


B 


2904j 


' 


1617 




28869 


59237 


A 


29044 


417 


607 




° 
















59239 


— 


— — 





— — 




28872 


59241) 


- — 


29047 


475 


732 




28873 


59241 


A 


29048 


1 


219 




28874 


59242 


A 


29049 


1 


2438 




28875 


59243 


A 


29050 


2 


175 









A — 





i— 


^75 
















i qi i dpi r.PWA ai t pAnp a ri<i 

AL l/V tvN K r L/A r\ Y KA 1 L,l^J Y kjD 

rvinnQ a a cr.vpcpn r.w/r.vtriT 

UuuuoAAouirjrrLuWuYrl 1 


28878 


59246 


B 


29053 


1 


1641 




28879 


59247 


A 


29054 


1 


3036 




28880 


59248 


A 


29055 


1 


1419 




28881 


59249 


A 


29056 


1 


1500 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28882 


59250 


A 


29057 


2 


1760 


KSQLHDPCCAP1QQEAVRAVV 

GQPPQQHLGFPVERGVCQREC 

DFEKELEARIASLSDSVSNAREE 

RMALRQEQEQLQSRIQSLMQR 

APVWLAAQNSLNQLSEQCGEE 

FTSSQRTHGHSEGNITKRGLLG 

ELRFENGDPSNDQSYGRHKDG 

MAE1GTFHGGDLRGLTNKLDY 

LQQLGVNALWISAPFEQIHGW 

VGGGTKGDFPHYAYHGYYTQ 

DWTNLDANMGNEADLRTLVD 

SAHQRG1RILFDVVMNHTGYAT 

LADMQEYQFGALYLSGDEVKK 

SLGERWSDWKPAAGQTWHSFN 

DY1NFSDKTGWDKWWGKNWI 

RTDIGDYDNPGFDDLTMSLAFL 

PDIKTESTTASGLPVFYKNKMD 

THAKA1DGYTPRDYLTHWLNQ 

WVRDYGID/GFRVDTPKCLRCN 

PSITIGTNYSAS*PQWSSIPGAL* 

GVPAWAG/GLPWAPSVLLLDH 

LRQGFTMLEEN LGNTIQDIGMG 

KDFMSKTPKATVTKAKIEKWN 

L1KLKSFCTAK.ETTIRVNRQPTE 

WEKIFA1YSSDKGLISRIYKELK 

QIYKEKNKQPHQQVGEGHEQT 

LLKRRHGCSQQTHEKMLNHQ 


28883 


59251 


A 


29058 


1 


1119 




28884 


59252 


A 


29059 


3 


2599 




28885 


59253 


A 


29060 


225 


1245 


RGSTGAHPRSAGKHYAKTSAG 
NAAGDP* YGQMGPHHRGCGKP 
VPLPDHQSENLRWW*RRAWCG 
SGGYR\MAEGRHAAQGIIDWLG 
LDVDKLGALEERRKVLQVKTE 
NLQAERNSRSKSIGQAKARGED 
IEPLRLEVNKLGEELDAAKAEL 
DALQAEIRDIALTIPNLPADEVP 
VGKDENDNVEVSRWGTPREFD 
FE VRDH VTLGEMH SG LDF A A A 
VKLTGSRFVVMKGQIARMHRA 

Lol^rML/ULrl 1 cl^riu Y ^cIN Y Vr 

YLVNQDTLYGVGLYPLGALAS 
G WLPKRRERKD ATPGPTG YPG 
AHGNLELPERSEGPRAGGEPRR 
RTGHTQKGSPDRGQTPPKGP 


28886 


59254 


c 


29061 


201 


1244 


















28888 


59256 


A 


29063 


675 


920 


RTYRLAGRQKQRRGGGTDSRS 
QNPWRSHRRHLP* RSSGAGKR 
GGKRFAGGAERRNPRLCRKPEP 
PAGGDGRRRRL AAAG A D 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


28889 


59257 


A 


29064 


498 


707 




28890 


59258 


A 


29065 


510 


554 




28891 


59259 


A 


29066 


600 


734 


PECLSAPDH*YKHCCSTGTQAR 
QPDADCPLLPPRLAAHNERQTR 


28892 


59260 


A 


29067 




1295 


MCCNRCRNYAPGKGFSDVSFD 

LWPGEVLGIVGESGSGKTTLLK 

S I S ARLTPQQGEIHYEN RSLYA 

M SEADRRRLLRTEWG V VHQHP 

LDGLRRQVSAGGNIGERLMAT 

GARHYGDIRATAQKWLEEVEIP 

ANRIDDLPTTFSGGMQQRLQIA 

RNLVTHPKLVFMDEPTGGLDV 

SVQARLLDLLRGLVVELNLAV 

V I VTSSPDQDWGFTPEPRLA AR 

FPGSTHSSRSRRNRGRRHPRPRS 

LPTPSAPHSRAPGDGVKLVPPP 

ARVTRNEPAPSDSVTLGVPHEP 

GACIGTP1LTFVRPSTSAINAAA 

EESTGTILFGAGGFKRTDLNDT 

ESDSTTLVASRYWDLSSGWQR 

AINLRWSLDHFTQGEITNTTML 

FYPGVM1SRTRSRGGLMPTWG 

DSQRYSIDYSNTAWGSDVDFSV 

FQAQNVWIRTLYDRHRFVTRG 

TLG WIETG DFDK VPPDL* LKSR 

VGQRSELGSQYTPRARVEPPKL 

LSRKVRAHFGSRAPGAGRA*RH 

LRAPDCGVRWVWAGSGAGDG 

GGRGCGGSGTSEWILGSGRRGE 


28893 


59261 


A 


29068 


84 


128 




28894 


59262 


A 


29069 


1547 


1822 


CSRCS1PAFRVKPAPLKPRVFSP 
AWNVPERLWHLAPSTFSGGEQ 
QRVNI A R/EL YRRL PHS A A * RN 
YRLP*RQNSAALSRLYAAFLPR 
PQYHH 


28895 


59263 




29070 


1520 


_1656 






Hii — 


— 


2 J2ZI 
















— 


ToTi 




28898 


59266 


A 


29073 




1097 




28899 


59267 


A 


29074 




2490 


















28901 


59269 


A 


29076 




1317 




28902 


59270 


A 


29077 


1428 


1619 


YAARRRALCGSPCPFPGGCNGE 
NCRLPPQLHADLTARJFYETRG 
WWWWSPRRWILNE*LPGWQ 


28903 


59271 


A 


29078 


468 


638 


AQTSPDCGRCPWLSDYAKSG* 
HQLWARWQNNGLAHTPRADS 
THQQSALDGRISSLT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28904 


59272 


A 


29079 


1886 


2329 


PLLVWINTRPSLTTGRESASPAT 
LVCHATVPSLVIASHVLSFL*W 
SFTVLVISRIGVAFAHAIFWSIT 

ACI A TDlVyt A D A CVQ AC°i A I Q1 IAT 
AaLAlr\JVIAr7\ulSj\Av^ALoJLlA 1 

GTALAMVLGLPLGRIVGQYFG 
WRMTFFAIGIGALITLLCLIKLL 
PLLRRTVKYTSGC 


28905 


59273 












28906 


59274 


A 


29081 


3 


194 


STSSLAAQSLRFGYETSQTGLA 
TYCGEKIQ* FFADLQQPVCADS 
YPLL VQMKKLGPI VF FFDI 


28907 


59275 


A 


29082 


3109 


3384 




28908 


59276 


A 


29083 


703 


1000 


DCFLRRLIKRPFGTSMKDQAVR 
FEEGFMAMGALGLAMVGMTA 
LAPVLAHVLGPVIIPVYEMLGA 
NPSMFAGTLLA\W1WAAVFLAK 
ELAGGVRLLVL1F 


28909 


59277 


A 


29084 


2040 


4603 




28910 


59278 


A 


29085 


3 .... 


94 




28911 


59279 


A 


29086 


3 


148 


Y Acn IVLLJb V IVloilUiJY 1/JNrivrA 
SRPVTKFDQRGHRLGHGV WHI- 
MPER VK. 


28912 


59280 


A 


29087 


V 


227 




28913 


59281 


A 




^ 


i^i 










29089 








28915 


59283 


A 


29090 


1 


1473 




28916 


59284 


A 


29091 


1 


720 




28917 


59285 


A 


29092 


45 


208 




28918 


59286 


A 


29093 


1 


2499 
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SEQ 11) 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28919 


59287 


A 


29094 




725 


MHPRFQTAFAQLADNLQSALE 

PILADKYFPALLTGEQVSSLKSA 

TGLDEDALAFALLPLAAACART 

PLSNFNVGAIARGASRRSAKNIP 

RAVRQVFWR1LLFYVFAILIISLI 

1PYTDPSLLRNDVKDISVSPFTL 

VFQH AGLLSAA A VMNA VI LTA 

VLSAGNSGMYASTRMLYTLAC 

DGKAPRIFAKLSRGGVPRNALY 

ATTV1AGLCFLTSMFGNQTVYL 

WLLNTSGMTGFIAWLGIAISHY 

RFRRG Y VLQG HDINDLP YRSGF 

FPLGPIFAFILCLIITLGQNYEAF 

LKDTJDWGGVAGTYIASGGEPA 

VNSHAFGVLRNVVS1AVFFHQF 

GDAIKRLFPTDLLPFIRTWRTVF 

RKLQTAFGVDEIHQASAFRTKC 

TAVDRVIRIAFDMDRLDFFSWR 

SGYISR1PL1GLYFACALERHQN 

ERQPI 1LLSDQNAI ATINQLA1ER 

DVLNCRVIIARSLSELVAIREEIE 

PLLIINNSHYLLDDAVNNYITVK 

N1ITAAG1EQIKHFLATAFIRQQP 

ERFFSAPGSFHYSNVRGESWQH 

1TRQICAQLVAQHHITADEAQRI 

I A REGEG ENLI VN RL A IPHC WS E 

QERRFR*TVAWWRAA*CAVCD 

DGDCRSVLPDLHVWQPDGIPV 

A A EHLRDDGF YRLAGDCH 


28920 


59288 


A 


29095 


3 


453 




2l^2T~ 


— 




IjUt — 


| 



















LLVF1NQEEADFHTQRGGPVFQ 
QATFTL*QLALFAIEPGLMTDP 
DIQVRGTTLPYGRGAAHGVYT 
SNWKLTFRRJLY 


28923 


59291 


A 


29098 


1 


2862 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28924 


59292 


A 


29099 


1 


1567 


MKLNKAGFNVPESYSLLKMPP 

VGCLISALKKAEDRQEVILRLF 

NPAESATCDATVAFSREVISCSE 

TMMDEHITTEENQGSNLSGPFL 

RVRAGESIKFFNVLLADTPGLDI 

DTMDKDVAHDSRSIQLAMLRD 

DEILTHPVFNRYHSETEMMRY 

MHSLERKDLALNQAMIPLGSCT 

MKLNAAAEMIPITWPEFAELHP 

FCPPEQAEGYQQMIAQLADWL 

VKLTGYDAVCMQPNSGAQGE 

YAGLLAIRHYHESRNEGHRDIC 

LIPASAHGTNPASAHMAGMQS 

RKTAGICCVHLWAGFGKVAIIG 

AG PAGLQASVTLTTQG YDVTIY 

EKEAHPGGWLRNGIPQFRLPQS 

VLDAEIARIEKMGVPMKCTTEV 

G\NTLTLEQVKAENRAVLVTVG 

LSSGSGLPLFEHSDVEIAVDFLQ 

RARQAQGD1S1PQSALIIGGGDV 

AMDVASTLKVLGCQAVTCVAR 

EELDEFPASEKEFTSARELGVSII 

DGFTPVAVEGNKVTFKHGDLR 

TAPFLGVADKRNKSAGNHP 


28925 


59293 


A 


29100 


107 


892 


LAICTGTYSGRQVLPRFVDRGA 

SL1AEERNGAGRRRAGIRTTSA 

GGGLCAYAIVEF*CWRNCARFE 

LN/AGISVPI/SEFIGATMQQTVH 

AEQSAISHAWLSGEKALAAITV 

NYTPCGHCRQFMNELNSGLDL 

RJHLPGREAHALRDYLPDAFGP 

KDLEIKTLLMDEQDHGYALTG 

DALSQAA1AAANRSHMPYSKSP 

SGVALECKDGRJFSSEYAENAA 

FNPTPDIQRAVLAEKADAPLIQ 

WDATSATLKALGCHSIDRVLL 


28926 


59294 


A 


29101 


1 


3100 




28927 


59295 


A 


29102 


1878 


2699 


GTARNLTVSLSLSYSSSGTPSNA 

PNARMEELGPHPGEASSLFHPE 

SPLLDELFLPEYKAGRTPNPDA 

GHYVRRADVVDGKSRLLRGLDS 

NKDQSYFLYTLSHEQIAQSLFP 

VGELEKPQVRKIAEDLGLVTAK 

KKDSTGICFIGERKFREFLGRYL 

PAQPGK1ITVDGDEIGEHQGLM 

YHTLGQRKGLGIGGTKEGTEEP 

WYVVDKDVENNILVVAQGHE 

H PRLMS VGLIAQQLH WVDREP 

FTGTMRCTVKTRYRQTISLGPL 

RKPPHNRCLEI 


28928 


59296 


A 


29103 


358 


1160 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oMast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


28929 


59297 


A 


29104 


234 


930 


KRAFLCSFCANRRNAANSALAL 

PGNCPVAHAQKRHSAPGTLSPD 

ARNEKQPLYGVGAAPETPNPRL 

PPLDSGILGGYIAPDNLTITLSV 

GHSLFDERFGLAPQMPKKLQK. 

MTRFPNDSLDAALCHGDVLLQI 

CANTQDTVIHALRD1IKHTPDLL 

SVRWKREGFISDHAARSKGKET 

PINLLGFKDGTANPDSQNDKLM 

QKVVWVTADQQEPAWTIGGSY 

QAVRLNQFRSVMN 


28930 


59298 


B 


29105 


1 


837 




28931 


59299 


A 


29106 


1 


1701 




28932 


59300 


A 


29107 


733 


1323 




28933 


59301 


A 


29108 


1 


736 


MK.PSV1LYKALPDDLLQRLQEH 
FTVHQVANLSPQTVEQNAAIFA 
EAEGLLGSNENVNAALLEKMP 
KLRATST1SVGYDNFDVDALTA 
RKILLMHTPTVLTETVADTLMA 
LVLSTARRVVEVAERVKAGEW 
TASIGPDWYGTDVHHK.TLG1VG 
MGRIGMALAQRAHFGFNMPI/R 
L*RAPPP*RSRRTLQRPLLRFGY 
SVTRVRFRLPDPAVN**DASSV 
WRRTIRGPSLGLSPGWNTRVSL 


28934 


59302 


B 


29109 


1 


1359 




28935 


59303 


A 


29110 


874 


1926 


















28937 


59305 


A 


29112 


137 


376 




28938 


59306 


A 


29113 


1197 


1391 


EIRAT1VRSSTEGGRMSGLQSGN 
FC*RHGS*K1TAGYIVPLPEESA 
TATGASWTHPWGRQDASW 


28939 


59307 


A 


29114 


1846 


2126 


LMELIEKH V SFGG WQNM YRH Y 
SQSLKCEMNVGVYLPPKAANE 
KLPVLYWLSGLTCNEQNFITKS 
GMQRYAAEHNIIVVAPDTSPRG 
SHVADADRYDLGQGAGFYLNA 
TQAPWNEHYKMYDYIRNELPD 
L VMHHFP AT AKK S I SG HSMGG 
LGALVLALRNPDEYVSVSAFSP 
IVSPSQVPWGQQAFAAYLAEN 
K.DA WLD YDPV SL I SQGQ/LRCG 
NHG*SGVE**FLRRQLRLQI*KD 
WPQ*EAAHVH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28940 


59308 


A 


29115 


184 


985 


LGKRL VTYHTDANGQP VNQI L 

VEAATD1AKELYLGAVVDRSSR 

RVVFMASTEGGVEIEKVAEETP 

HLIHKVALDPLTGPMPYQGREL 

AFKLGLEG KL VQQFTKIFMG LA 

TIFLERDLALIEINPLV1TKQGDL 

ICLDGKLGADGNELFRSLILRE 

MRDQSQE\DPREAQAAQWELN 

YVALDGNIGCMVNGAGLAMG 

TMDIVKLHGGEPANFLDVGGG 

ATKERVTEAFNPPGYIGPYQGV 

PPAGPGVTRMGKSVRRIVQVG 

CQVAAGSH 


28941 _ 


5930 _ 9 _ 


A 


291 16 . 


1825 .. 


3186 




28942 


5 ? 310 .. . 


A 


29117 _ 




1903 




28943 


59311 


A . 


29118 




2139 




28944 


59312 


A 


29119 


345 


431 


AASGSADDNLHHQYN*GDIAF 
CLHALLP 


28945 


59313 


B 


29120 


1 


2616 




28946 


59314 


A 


29121 


1 


1521 




28947 


59315 


A 


29122 


1 


783 




28948 


59316 


A 


29123 


96 


215 




28949 


59317 


A 


29124 


1 


292 


MWWGGLLYWLAALVTLLWA 
ASQIQALKKLTCAISQTLEEQPV 
LNSKSWLTSLQNDYSLPDSLTE 
RIWLTLISQRJSRGELREFTGRR 
KLVTEQCLV 


28950 


59318 


A 


29125 




529 




28951 


59319 


A 


29126 


1 


884 


MVDSLIARVGVMARGNA1TLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDL1 

PSFLLTGQQTPAFGRRVSGVIEI 

GDGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERESRSEGLDLLRMKVEEG 

DVILVKKLDRLGRDTADMIQLI 

KEFDAQGVSIRFIDDGISTDGEM 

VLDKLARGYADLSKAESQWDE 

MMRTAGSLKLGTIHASEL1RSL 

LKSSRPSGLAQAIMEVGRVNKT 

L YLLN YIDDED Y RRRILTQLN R 

GEGRHAVARAICYGQRGEIRKR 

YREGQEDQLGALG LVTNAVVL 

WNTLYMEEALSWMRRNGEE11 

DEDIARLSPLMHGHINMLGHYT 

FTLPEDILKGELR*RHLPPPSSSA 

SPALPIGIHVHKHLLGDNRYPI 

WIMQPSAHHPARQPEHDNHFR 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28952 


59320 


A 


29127 


143 


523 


NQTLMIKG AAHG 1 FN PLCIKAT 
AGVAGAYHGARKRLCANAALA 
N*RNAGISVSCATTAPLSLALFT 
GAGQIAASNTGELDVLQQLGFS 
PIPRLI LPGRSS ARNRS ARPRJGS 
AGAAVMFSNNELMDA 


28953 


59321 


B 


29128 


1 


4107 




28954 


59322 


A 


29129 


1892 


2720 


PTAWSPPRPTSMTS1SWV1CCM 

ERSNLSQPMPATKGR\QARGAG 

\EVDVDWLIAERPGKVRTLKQH 

PRKNKTGINIEYMKASIRAQVE 

HPFRIIKRQFGFVKARFKGLLK 

NDNQMGDVFHAGQPVSGGPN 

DTIGKFA DVACAGPLLA AELDA 

LGKALKEPARPMVA1VGGSKIV 

GALILLIAGFAILRLLFRALISTA 

SALAGLILLCLFGPALLAGYITE 

R1TRLFHIRCAGSAYF1KNIQQN 

GITPED1SKRNGRVFLLVF1LPFS 

LRRVGHAHH 


28955 


59323 


A 


29130 


1332 


1635 




28956 


59324 


C 


29131 


1 


1677 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28957 


59325 


A 


29132 




1114 

i 


MAEACNIGLEPLIKHNIPALTRH 
RLSWVKQNYLRAETLVSANAR 
LVDFQSTLELAGRWGGGEVAS 
ADGMRFVTPVKTINSGSNRKYF 
GSGRGITWYNFVSDQYSGFHGI 
VVPGTLRDSNFVLEGLLEQQTG 
LNPVEIMTDTCGCLEKQEEPPS 
LLRLNNRIKQLLPPVDLTELLLE 
IDAQTGFTHEFAHVSESGARAQ 
DLHISLCAVLMAEACNIGLEPLI 
KHNIPALTRHRLSWVKQNYLR 
AETLVSANARLVDFQSTLELAG 
RWGGGEVASADGMRFVTPVK 
TINSGSNRKYFGSGRGITWYNF 
VSDQYSGFHGIVVPGTLRDSNF 
VLEGLLEQQTGLNP/D*NHDRH 
LRLSGETGRAT1IASSK*SDQTA 
TPTGRFNGTVTVEIDAQTGFTHE 
FAHVSESGARAQDLH1SL\LRY* 
WLKPVIS/ALEPLIKHN 1 PALTRH 
RLSWVKQNYLRAETLVSANAR 
LVDFQSTLELAGRWGGGEVAS 
ADGMRFVTPVKTINSGSNRKYF 
GSGRGITWYNFVSDQYSGFHGI 
VVPGTLRDSNFVLEGLLEQQTG 
LNPVEIMTDTCGCLEKQEEPPS 
LLRLNN RIKQLLPPVDLTELLLE 
IDAQTGFTHEFAHVSESGARAQ 
DLHISLCAVLMAEACNIGLEPLI 
KHNIPALTRHRLSWVKQNYLR 
A ETL VSAN ARL VDFQSTLELAG 
RWGGGEVASADGMRFVTPVK 












ir~ 









— 


— — — — 


— 











5H2I 











— 












2TT31 








28962 


59330 


A 


29137 


177 


361 




28963 


59331 


A 


29138 




849 




28964 


59332 


A 


29139 




564 




28965 


59333 


A 


29140 




1593 




28966 


59334 


A 


29141 


1164 


1635 


EGPNRQNGRDYRSVMPTNL\LL 
RRFHEATAQNAPDVVVWGSGT 
PMREFLHVDDMAAASIHVMEL 

AIJT7VUAI T7XTTr*r>\/fT CI-jrM\/r , Tr > 
VUL 1 IKbLAy liArvV vui 1S.OKV 

VFDASKPDGTPRKLLDVTRLHQ 
LGWYHEISLEAGLASTYQWFLE 
NQDRFRG 


28967 


59335 


A 


29142 


538 


1116 




28968 


59336 


C 


29143 


1 


2967 




28969 


59337 


C 


29144 


1 


2214 
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SEQ ID 

iNO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 
















28971 


59339 


A 


29146 


780 


1052 




28972 


59340 


A 


29147 


617 


2408 




28973 


59341 


A 


29148 


2 


488 




28974 


59342 


A 


29149 


1 


1083 




28975 


59343 


A 


29150 


527 


3213 


SWRSVQLLPATSIPSWQTETNQ 

FMGRDRPTPTAESPYAVLLRQP 

LAKLNIIQ/RPVMNMVENMLDQ 

AFKKLNPHEHPVLHSDQGWQY 

RMRRYQNILKEHGCGVTPIMS 

MRRWLAKNRPQADVRVIYNVR 

TPQDVIFADEWRNYPVTLVAE 

NNVTEGFIAGRLTRELLAGVPD 

LASRTVMTCGPAPYMDWVEQE 

VKALGVTRFFKEKFFTPVAEAA 

TSGLKFTKLQPAREFYAPVGTT 

LLEALESKNVPVVAACRAGVC 

GCCKTKVVSGEYTVSSTMTLT 

DAEIAEGYAVVAL1KPGAQIGR 

SPVNCDVASCHVISFNLRVELAI 

MRRLLCRJ A VLM SYRIEQRLM F 

LERLRH VGLIAH PAKKAIKKTR 

KPGMK.VTFEQLKAAFNRVLISR 

GVDSETADACAEMFARTTESG 

VYSIIGVNRFPRFIQQLENGDIIP 

DAQPKRITSLGA1EQWDAQRSI 

GNLTAKKMMDRA1 ELAADHGI 

GLLRLAGGGKRLYWHLLDQLH 

RRNDN1SLDLGNNAEAVILRED 

MLPRENFRPGDRVRGVLYSVRP 

EA RGAQLFVTRSKPEMLIELFRI 

EVPEIGEEV1E1KAAARDPGSRA 

KIAVKTNDKRIDPPTQHEDEED 

EGLYDDPFPLNECSVGPGHRHR 

FAPPEAQ FRRPETLKG APTSRIP 

ETSVGVSAGSDFEPHLMRELTC 

RLTALT WCY PG S A YA VHQPDE 


28976 


59344 


A 


29151 


1 


812 




28977 


59345 


A 


29152 


1 


1830 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28978 


59346 


A 


29153 




1308 


MMPL1DLEDPRLLVRREIGMLL 
HVDYLDLVHEK.VTCRGRNGGQ 
DREKTTMEKVRSSGTICPQAPE 
VVNHYFTTDDGYRIISARFGVP 
RTQVRTWVALYEKHGEKGLIP 
KPKGVSADPELRIKVVKAVIEQ 
HMSLNQAAAHFMLAGSGSVAR 
WLKVYEERGEAGLRALKIGTK 
RN I Al S VDPEKA ASALELSKDRR 
IEDLERQVRFLETRLMYLKELK 
ALAHPTKKVTLSLHREGKQINH 
KAVQRLMGTLSLKAAIK.VKRY 
RSYRGEVGQTAPNVLQRDFKA 
TRPNEKWVTDVTEFAVNGRK.L 
YLSPVIDLFNNEVISYSLSERPV 
MNMVENMLDQAFKKLNPHEH 

D\/T UCnrinwr^VDH/fODVAXlTT V 
J^rlOliS.t^oMoKA.ljINt^LL'iNA VVt 

CFFGTLK.SECFYLDEFSNISELK 
DA VTE YI EY YNSRRI SLKLKGVL 


28979 


59347 


A 


29154 




836 




28980 


59348 


A 


29155 


1 


1566 




28981 


59349 


A 


29156 


297 


936 


RTSSSLMRSSSSLLRICSGVSPRS 
1PRWFTSVSLPSSF1R\R1TTFRYT 
PGHVAPASRRSCYKYRR*PMRL 
YTMJQSLS/VGSRPSGLRAFSSD 
CSPLPRTCSLSRRRVLMITTSRS 

SRR\YAGFQNPHNLLVSG*YQG 
NYRHFGILRGYPG/TLKNSNFQL 
TRSARISLSSRSSICTSTGGNTTL 
PPSSPPDC 


28982 


59350 


A 


29157 


5 


861 


SWRSVQLLPATSIPSWQTETNQ 

FMGRDRPTPTAESPYAVLLRQP 

LAKLNIIQ/RPVMNMVENMLDQ 

AFKKXNPHEHPVLHSDQGWQY 

RMRRYQNILKEHGCGVTPIMS 

MRRWLAKNRPQADVRVIYNVR 

TPQDVIFADEWRNYPVTLVAE 

NNVTEGFIAGRLTRELLAGVPD 

LASRTVMTCGPAPYMDWVEQE 

\n<r a t nvTC wv pv fftpv a c a a 
V JwVLLj V 1 Kr r JVCJvr r irv AlAA 

TSGLKFTKLQPAREFYAPVGTT 
LLEALESNNVPVVAACRAGVC 
GCCKTKVVSGEYTVSSTMTLT 
DAEIAEGY 


28983~~ 


59351 


— 


29158 


— 


7991 


SPSHIRRTAPNGLRH YQR* IQQ* 
APSDQKRDFLVPHGADSAMAK 
HGGSHRAVLPQGW 


28984 


59352 


A 


29159 


3 


601 




28985 


59353 


A 


29160 


415 


549 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


28986 


59354 


A 


29161 


2 


501 




28987 


59355 


A 


29162 


1 


1347 






IIP — 




Irni — 
















T419 


ilio" 


11 LA0L0LULY AO lliAK.lL 1 IV O I 

TRK*IQQ*APSDQKRDFLVPHG 
ADSAMAKHGGSHRAVLPQGC 
DPHMESLI 


28990 


59358 


A 


29165 


] 135 


2067 




28991 


59359 


A 


29166 


1 


1364 


MAGNRRFMCTPKTHGLS1SQH 

GTFPEHAGCK1RCAGRSGRVRP 

AELLA P YTGD1 A AEG ISKAMRG 

GAKFLHHGIKRQQRYVAEAITE 

EWRMAPGPLEVAWFAGVIYHL 

YYYRARFFCAAQPLVSGFHEAE 

LSLDDAKWVLHPGPDAGFHVF 

DVDGRFVLAWMLFQGSYLAG 

ALGDQPVHIHLGQLLALWRPL 

QITQLIEVMLVGRGGDQAVGQ 

ATLGIDTNGGLYAKGPLIAFLG 

LMHLRIALLLFVLGRTGCAYDG 

GRPQLAEKLYSELRAQGIEVLL 

DDRKERPGVMFADMELIGIPHT 

IVLGDRNLDNDD1EYKYRRNGE 

KQL1KTGD1VEYLNAALL1AVT 

VLTSMEASDLVDLGMTLSPAD 

YAERLAALTQKCGLDGVVCSA 

QEAVRFKQVFGQEFKLVTPGIR 

PQGSEAGDQRRJMTPEQALSAG 

VDYMVIGRPVTQSVDPAQTLK 

AINASLQRSA*CRDAGTLRLRA 

WLC*FLQRRYHRYKGPAVPQV 

ELCQ I CQRN EFCTQRVPGMCH V 


28992 




59360 


A 

— 




29167 




627 

- 




854 


MAHnDR'MDMPQrTA Al?nvr.*Q 
[NAOUrvrviNivlNr oL- 1 AnK^ IU o 

RFVKTPRT?*RHnRK'>JI QAPPMP.T 
Kr I FnUivK ivi iLjiviSJN Lo/\CK1nUL 

rt I KINUlNr UriivrO V r LAAUKLr 

APTMCHDASE 




5ST61 




29168 




T593 




28994 


59362 


B 


29169 


1 


3789 




28995 


59363 


A 


29170 


940 


1326 




28996 


59364 


A 


29171 


1 


1377 




28997 


59365 


A 


29172 


1 


2547 




28998 


59366 


A 


29173 


561 


845 


AKIVQLR.PRJLRPSRSARRCPSA 
ppcppnpppcnpi pppappa/c*h 

RGQIVNVPARRI1RQKR1CCCKV 
AGS A 


28999 


59367 


A 


29174 


1 


1284 




29000 


59368 


A 


29175 


624 


866 




29001 


59369 


A 


29176 


1 


1384 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29002 


59370 


A 


29177 


2268 


2684 


RCRRCKRRLLRRFRRSLLSLAG 
SPENHARFYCRNSLPDEWFFRH 
HPRST*PPRSREIRRCHCG*RQC 
SSDGRKITSVHRGRNADGRELT 
HQAVRLLAYLSDRFARHHRHL 
RNAHRRGPDRIPKERHFPATKL 


29003 


59371 


A 


29178 


1 


2142 




29004 


59372 


A 


29179 


1 


2463 




29005 


59373 


A ... 


29180 


3 


ijjF 


















29007 


59375 


A 


29182 


891 


1000 


FDSFHWHSHPMLCCDRGQHKE 
NPQSRGPISCQ*1QQ 


29008 


59376 


A 


29183 


1 


846 




29009 


59377 


A 


29184 


90 


411 




29010 


59378 


A 


29185 


1 


1580 


MSKPKYPFEKRLEVVNHYFTT 

DDGYR11SARFGVPRTQVRTWV 

ALYEKHGEKGLIPKPKGVSADP 

ELR1KVVKAVIEQHMSLNQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALK1GTKRN1A1SVDPE 

KAASALELSKDRRIEDLERQVR 

FLETRLMYLKKLKALAHPTKX 

AAEIPRSTFYYHLKALSKPDKY 

ADVKKRISEIYHENRGRYGYRR 

VTLSLHREGKQ1NHKAVQRLM 

GTLSLKAAIKVKRYRSYRGEVG 

QTAPNVLQRDFKATRPNEKWV 

TDVTEFAVNGRKLYLSPVIDLF 

1WEVISYSLSERPVMNMVENM 

LDQAFKKLNPHEHPVLHSDQG 

WQYRMRRYQNILKEHG 1KQSM 

SRKGNCLDN\AVVECLFGTLKS 

ECFYLDEFSNISELKDAVTEYIE 

VVXTCDD I C f 1/1 VTil V A T\/r\ 

Y Y JN oKKl bLJvLKlJL. Y AbUL 1 Vl^ 

I nr'\7Q'T\7AAn T TPTI C C WCWf A T 

xnck'TCCi7\/ a vtttft r:rYMCTDAi 
IN]r>ls.Iiior VA V 1 1 IrLO^iNillrAl 

V JSJ\rlVllAc.c>nc V LriiL. Y UlVlOrl 

ppCDD UA/A TTW/D DT T-ID VI_J CDCP 

UuoKKWYAcWK^LnKV nbrou 


29011 


59379 


A 


29186 


1375 


3174 




29012 


59380 


A 


29187 


604 


1268 




29013 


59381 


A 


29188 


1 


288 




29014 _ 


59382 


A 


29189 




2412 




— 


liH — 




Inff 


- 










j- 




T587 


W2 




29017 


59385 


A 


29192 


1 


3156 




29018 


59386 


A 


29193 


1 


1824 




29019 


59387 


A 


29194 


1 


1922 




29020 


59388 


A 


29195 


1369 


1743 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29021 


59389 


A 


29196 


21 


432 


GPGCNGVHRLCTE\QRDVRGTV 
RJVLKTFNNCRDTVFVAFEVNN 

T\/CT I \/ A TTn\4TCnnT A H/VTT 

[ VoLLVA 1 1 LHV11 ouU 1 Al V V 1 1 

Tr.rvcA Axirvnii Arrrinrw/cn 

1 ur VoAAINcV^/lLAu r^UUVor 

FPVATTTDTLSVTFNFPFNYQG 
VNDFDFDFKQFLHSSFDFCFGR 
VFSNFE 


29022 


59390 




— 










29— 3_ 


59391 








217T 

— 




29024 


59392 


— 

A 


— 

29199 




170 


4 




29025 


59393 


A 


29200 


1 


1713 




29026 


59394 


A 


29201 


1 


6729 




29027 


59395 


A 


29202 


1 


753 




29028 


59396 


A 


29203 


1 


1470 




29029 


59397 


A 


29204 


665 


1773 


ASSQVKSGWLSAK1PV1SS1YGP 

LLSVRLLSHAWPNSLCPQLHCF 

LPGA1WSASSLLKSGNRPLIRLA 

SI VLPVPGGPI SKRLCPPA A V/HF 

QSSLSLFLTDNITE1ML*RPDTW 

THVMYVLHHADK.PNLYHGLPE 

NPEISETVKFWKGIWKPLAAVG 

FAATFAASIFHYVGVGPNRADE 

EENNLHEEK.DEERKCSQD1QLV 

KERVIFLTGQVEDHMANLIVAQ 

MLFLEAENPEKD1YLYINSPGG 

V1TAGMS1YDTMQFIKPDVSTIC 

MGQAASMGAFLLTAGAKGKR 

FCLPNSRVM1HQPLGGYQGQAT 

DIEIHAREILKVKGRMNELMAL 

HTGQSLEQIERDTERDRFLSAPE 

AVEYGLVDSILTHRN 


29030 


59398 


A 


29205 


948 


1620 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


29031 


59399 


A 


29206 


1782 


3667 


H RRRCRHG YPVPA YRCRI WKG 
GQFHPTGIAGCGRTGHRRLPW* 
RRLSAEQTWRTFYGALCAERQ 
RPG GP*RG\SRSIM IEIREGRGCD 
GPWGPHA K.LKLDH LGKEVLES 
RLPGILELSRTFAHVDPSRFRLS 
HLSLHDGRYSDQSYRYNDTRD 
MVP1NGSIHRIGREPHYHYQRG 
QQ Y IG LCRNCN V IDTHICI YL VD 
QPIMDDIRRLLLYSEISSAIIWLL 
PVVQGEHYMLVDPDTNEREER 
GRSETRGFPRVPLGRTVSTVWY 
PLSNAATLAATRCSRSPHAFAE 
PSSNNGFITATPLGRTHFLGMA 
FPPSACWRLLRAEPERVEAVLS 
ASGMNKAMRCGVSLICNFRLD 
YAPIEK.QWDLHFADYFAEDLK 
LLAPLAKDGLVDVDEKGIQVT 
AKGRIRRLRRIRHLSMMPDAAL 
VASYQAYDFLRIRHK.QRASAK 
QPNHCGTQHGSNGSLRTLWNS1 
DSG S VLTWCASLIFSSRKSLSPI 
QLVRSVDRGDVKKRYSMREFS 
LGETHSE A EFRELLEQN PSFVFF 
KPQSFAPVKGASAVPLVGRASV 
ASDRSIIPPGTTLLAEVPLLDNN 
GKFNGQYELRLMVALDVGGAI 
KGQHFD1YQG1GPEAGHRAGW 
YNHYGRVWVLKTAPGA 


29032 


59400 


A 


29207 


1351 


1806 


V1VG1TSNSVTVAAVSSWCRTW 
VPVSVLCLNCYPASMALVRGVI 
RGV*TCLSLCPNCAAIFIFAFGA 
VIFCITSVGFLFPPMVYKSGLRF 
FVFT*MRDTGVPQRLRAPRRSL 
SAKLGPACPFAYIVPHIWCRWI 
GWGTCVCLAICVCVCVAD 


29033 


59401 


A 


29208 


1308 


1647 


RSWEVSIVEFYVVRPTGHV*HA 

tr".\ii cuudvdudi AnnA Aoi^r 
oUFNLonnKJVKj^rL.AIJt^AAKJs.U 

ETVPPRGRRS\WRTQAHP*HLR 
QH RG QHP AS LPTRTGTPQPGRR 
AIYRIPVRTAGQFQRIEVGDFQR 
VGHQ 


29034 


59402 


A 


29209 


1 


2184 




29035 


59403 


B 


29210 


81 


1356 




29036 


59404 


A 


29211 


1 


2349 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


29037 


59405 


A 


29212 


514 


1136 


ILRIMQRGMKQFAGLLRLSGIK 

MLPSA**LGELLHAAGSFFQRG 

CLLFSTGGKIGVARRNFTGTG1 

DGI*TFADMSDGVSQRALHM* 

NALRQVAHFTAPVNGQGIRQV 

TTG DFAN VSNNFCQRSKQHTA 

NA VPRHQQNQYHHQRDNRQLP 

LGKSyilCVVSDDIAIQFFTAEG 

VLSKRFAHCLMPSLGGLSKIGP 

SMPLFR1ISQFS 


29038 


59406 


A 


29213 




2992 




29039 


59407 


A 


29214 




168 




29040 


59408 


A 


29215 




537 




29041 


59409 


A 


29216 




1881 




29042 


59410 


A 


29217 


1532 


2160 


KHWSDSIPGTEADWSASTTSGC 

AGFAAFACSSS*VICLLSGAVA 

AYAPQLRHQA1RKVIIRRTSAFP 

LMD*TWSFLSSTNGLASCSASIS 

SAGSGAGSASGVTKVSVDTAS 

GWP1FVTDRLSSCSTRFTLPGAN 

RLITVEPSLKRPISWPFSSATEPS 

FSPAGQVQRLMIPSRGGVMVP 

AQTVSMLPT1VAPTGPYSSHLL 

GSFTLSPP 


29043 


59411 


A 


29218 


1 


1713 




29044 


59412 


A 


29219 


2159 


2715 


TIPAKPVPSMVASGTVRFGFLTI 
PVLTAADSTPTKAHRQSR1LLMI 
A*PSVVSAVFQLAA*VAASNQC 
QPTIAVITTGIRTSTRPIVA/CITG 
FVTGAVEIVLVA'NSVIDISVGSP 
FSIPQMFSARLGIATMAICPIMV 
SFSVAAINSASHNRQGFALQFFF 
NDAACGSGEFRJLMQEEHPDSV 
VFC 


29045 


59413 


A 


29220 


2 


102 


DFADFGTT1KQDFRLLGQTSVD 
RLLQLSQGQAVKGNQLLPVSL 
VKRKTTLAPNTQTASPRALADS 
LMQLARQVSRLESGHHWRSGE 
SGVPAACINLVCSALYAAGNM 
SVDLCHRDFADFGTTIKQDFRL 
LGQTSVDRLLQLSQGQAVKGN 
QLLPVSLVKRKTTLAPNTQTAS 
PRALADSLMQLARQVSRLESGM 
IGG AG SLAFPLPALI WCA VRYT 
PQVTCLLTFVTG1LPISEPPSNRI 
FACWGKPAWTACCNSLRARR 


29046 


59414 


A 


29221 


1 


1464 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29047 


59415 


A 


29222 


i 


29 


MQTEQQR/AVTRLCIQCGLFLL 

QHGAESALVDELSSRLGRALG 

MDSVESS1SSNAIVLTTIKD/GQC 

LTSTRKNHDRGINMHVVTEVQ 

HIVI/LAEHHLPDPEP*EQQRR 


29048 


59416 


A 


29223 


5 


307 




29049 


59417 


A 


29224 


5 


948 




29050 


59418 


B 


29225 


1 


696 




29051 


59419 


A 


29226 


J 


1083 




29052 


59420 


A 


29227 


817 


978 


LAutI 1 MLrUlNljrAUIVlnAUla 

KLDK*AAVKKR1SEIIHENRGRY 
GYRRVPLSLH 


29053 


5 ?i 21 . 


A 


29228 


198 


362 




29054 


59422 


A 


29229 


1 


2907 






5^4~2l 


A _ 


2^pT 


i 





















29057 


59425 


A 


29232 


3 


601 




29058 


59426 


A 


29233 


1 


1347 




29059 


59427 


A 


29234 


940 


1326 




29060 


59428 


A 


29235 




2547 




29061 


59429 


A 


29236 


527 


1383 


SWRSVQLLPATSIPSWQTETNQ 

FMG RDRPTPTAESPY AVLLRQP 

LAKLNIIQ/RPVMNMVENMLDQ 

AFKKLNPHEHPVLHSDQGWQY 

RMRRYQNILKEHGCGVTPIMS 

MRRWLAKNRPQADVRVIYNVR 

TPQDVIFADEWRNYPVTLVAE 

NNVTEGFIAGRLTRELLAGVPD 

LASRTVMTCGPAPYMDWVEQE 

VKALGVTRFFK.EKFFTPVAEAA 

TSGLKFTKLQPAREFYAPVGTT 

LLbALfcbJNIN V rv VAALKAOVL 

GCCKTKVVSGEYTVSSTMTLT 
DAEIAEGY 


29062 


59430 


A 


29237 




2496 




29063 


59431 


A 


29238 


3 


2056 




29064 


59432 


A 


29239 


1135 


2067 




29065 


59433 


A 


29240 


1 


1566 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29066 


59434 


A 


29241 




1605 


MKVPRGDVMFQLNLRKDDGQ 
FEDQLLLLVLLPKHRGHLLLQV 
ADDVWFKNRRAKCRQQRQQQ 
KQQQQPPGGQAKARPAKRKAG 
TSPRPSTDFRSRDGIPEKATRTS 
CPSDSSVFSLQRPPLSSTGRGSS 
LSWDSSQVLV1LSTLTPSGTIVT 
AEPKYPFEKRLEVVNHYFTTDD 
GYRIISARFGVPRTQVRTWVAL 
YEKHGEKG LIPKPKG V S ADPEL 
RIKV VKA VI EQHM SLNQ A A A H 
FMLAGSGSVARWLKVYEERGE 
AGLRALKIGTKRNIAISVDPEKA 
ASALELSKDRR1EDLERQVRFL 
ETRLM YL KKLK A L AH PTKK VT 
LSLHREGKQINHKAVQRLMGT 
LSLKA A 1 KVKRYRS YRGE VGQT 
APNVLQRDFKATRPNEKWVTD 
VTEFAVNGRKLYLSPVIDLFNN 
EVISYSLSERPVMNMVE1MMLD 
QA FKKLNPH EHPVLHSDQG WQ 

Y KMKK Y V^lNILK.bHOlN.^oMoK 

KGNCLDNAVVECFFGTLKSECF 
YLDEFSNISELKDAVTEYIEYYN 
SRR1 S LKLKG\LTP1 


29067 


59435 


A 


29242 


J 


1119 




29068 


59436 


A 


29243 




846 




29069 


59437 


A 


29244 




3383 


MSEKLQKVASARAGHGSRRE1E 

SIIEAGRVSDDGEIAKLGDNVE 

AWYRARLAGAFTLQECVMAA 

STFFIPSVMVIGADSLTDAMNM 

MADYGFTRTLSVTDNMLTKLG 

MAGDVQKALEERNIFSVIYDGT 

QPNPTTENVAAGLKLLKENNC 

t^qviqi nnp.QDunr a vn at \/a 
L)o V 1 oLLiOUorrl LJL, AJvUl AL V A 

a "Mfinni i?T"*vpn\/riP c a i/Dni d 

AlNUOIJIIvU I tLi V UKbAiS-rv^L,^ 

MIAINTTAGTASEMTRFCIITDE 

AK.rlllS.lvl A I VDivriv IrLLbVJNJJo 

SLMIGMPKSLTAATGMD 


29070 


59438 


A 


29245 


104 


1381 




29071 


59439 


A 


29246 


1 


375 




29072 


59440 


B 


29247 


1 


5082 




29073 


59441 


A 


29248 


119 


343 


RMPKRRRWGKLSTIRCSTTCKK 
RLT*IVLPVRTPGRLCSSLKSVP 
ASHCLASCKAYSNKPWKRQPS 
KRHYVTMR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
endon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29074 


59442 


A 


29249 


468 


935 


VPLAVPYGRLWRTIFSPLPSSFR 
STRVR*EVSGRSSPSISSLASLVR 
PIT/SLLIVNAHPVELLQVVFPTL 
DKHIAAARIHAVFDNRHFATRL 
FTRRVFRTVNKAAQVTLFNPTE 
AVDLFFHFNAVTKGFHLRQGD 
KEGYVQAHTNNGDLRVRTSNP 


29075 


59443 


A 


29250 . ... 


407 


2145 




29076 


59444 


A 


29251 


1 


177 




29077 


59445 


A 


29252 


1 


1767 




29078 


59446 


A 


29253 


1 


2499 




29079 


59447 


A 






^ 07 _ 




29080 


59448 ... 


A ..._ 


29255 ..... 


2 






29081 


59449 


A 


29256 


2977 


3913 




29082 


59450 


A 


29257 




2091 




29083 


59451 


A 


29258 




751 






59452 


A — 


29259 




927 


















29086 


59454 


A 


29261 




875 




29087 


59455 


A 


29262 




450 




29088 


59456 


A 


29263 




522 




29089 


59457 


A 


29264 




912 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29090 


59458 


A 


29265 


1 


2416 


MLAQSLQALEQDGFLNRIAYPV 

VPPHVEYSLTPLGEQVSEKVAA 

LADWI ELNLPEVLAVRDERTR Y 

DIAVPRKRYGHAVSRNTFALRS 

QERYGHSVLETVGNSGSSKQFS 

MDILDPCARGPGQISLITVNHKL 

HVRCESIAYSVQTMVVKGGSA 

FAAFF1AVVLWMIGYVPNVEQS 

TQALLGMQFIMIALPTLFFMVT 

LILYFRFYRLNGDTLRRIQIHLL 

DKYRKVPPEPVHADI PVG ARLS 

FAERVMEGLSDGGQSLQSPSAL 

FSKQTLKNMSIYKIPLPLN1LEA 

ARERITWTLNTLPRVCVSFSGG 

KDSGLMLHLTAELARQMGKKI 

C VLF1 DWEAQFSCTINY VQSLR 

ELYTDVIEEFYWDALPLTTQNS 

LSQYQPEWQCWEPDVEWVRQP 

PQDAITDPDFFCFYQPGMTFEQ 

FVREFAEWFSQKRPAAMMIGIR 

ADESYNRFVA1ASLNKQRFADD 

KPWTTAAPGGHSWYIYPIYDW 

KVADIWTWYANHQSLCNPLYN 

LMYQAGVPLRHMR1CEPFGPEQ 

RQGLWLYHV1EPDRWAAIGSP 

ADREEDAEEYLEAIMEARVTV 

AGMGLVMEVQDYFDGEA\DRL 

AKA W LP\E YTPQ I K S LKDER K E 

AYRQIVEMSTEPQDVDLVRPA 

NKFEMTRVREGEKEADLPVWK 

HHLLCDESGNYPALLNHWETK 

VFEIETKREGFAFWYRNPQYTG 
















29092 


59460 


B 


29267 


1 


10161 




29093 


59461 


A 


29268 


1 


882 




29094 


59462 


A 


29269 


1 


2484 




29095 


59463 


A 


29270 


548 


945 




29096 


59464 


A 


29271 


17 


352 


DLQDTGCFMLMNTGEKAV/KS 
ENGLLTTIAC/GPTGE/VNYALE 
GAVFMAGASI/QWLRDEMKL1N 
DAYDSE/YFATKVQNTNGVYV 
VPALPGWSLLWTRTCHRIFPRH 
RISGAAGYK 


29097 


59465 


A 


29272 


799 


984 


QGDIALVIATNQFCIKLAPI 1ELN 
TDFLCLINHMVVGQHIAFTGVD 
DDTGA*TFEGLCRLIR 


29098 


59466 


A 


29273 




975 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29099 


59467 


A 


29274 


65 


562 


DFRWHGDSRKVHRKNRLIKPL 
M1LLTRLSNRTNWPLTAAVIWP 
GKV* SACRKSANAPKNI RRLCV 
SGWKSANWMSTQSSSSSSSTSS 
SIIIIIINSSSSLQCQPCASKYLAH 
YFTVSSIAAYSTPVVSTQEPWA 
TRHHPHHQQTDRRRPATRKSPR 
QYHNETNRQ 


29100 


59468 


A 


29275 


1409 


1641 


PENGRPVYAGGRDAAWRDVY 
AEFPRLSLPDGFRAAAVHRADA 
ALHHADL*HHE*APSALGLCL* 
RLAGGDWCRDYSL 


29101 


59469 


A _ 


29276 




j252 




29102 


59470 


C . 


29277 




2760 




29103 


59471 


A 


29278 




723 


















29105 


59473 


D 


29280 




1201 




29106 


59474 


B 


29281 




1866 




29107 


59475 


A 


29282 


1067 


2753 




29108 


59476 


B 


29283 




1144 




29109 


59477 


A 


29284 




724 


LAQLYGDPPAWPTPTRGVSE1R 

LALRFKSNDSLLRHFKDTSTLY 

LEIVDYPGEWLLDLPMLAQDY 

LSWSRQMTGLLNGQRGEWSA 

KWRMMSEGLDPLAPADENRLA 

DIAAAWTDYLHHCKEQGLHF1 

QPGRFVLPGDMAGA PALQFFP 

WPDVDTWGESKLAQADKHTN 

AGMLR/ERFNYYCEK1VLVD/CL 

Q/PLNSGHSIYDMRWPDAL1KFS 

YG/QRTVQRCF1TPRAQSA*SGT 

TSGDLTRR 


29110 


59478 


A 


29285 




1863 






59479 




29286 




813 




29 || 2 


i^i — 


— 
^ — 


292 |j 7 


















2691 




29114 


59482 


A 


29289 




1212 




29115 


59483 


A 


29290 




2328 




29116 


59484 


A 


29291 




531 




29117 


59485 


A 


29292 


188 


358 




29118 


59486 


A 


29293 


2545 


2713 


LLVVQFFFQHL VPSGTSP L*H 

T Cr:iT AX/TJT7F T HAI T VDD\/CI \/T 

LoulLWnrLLl^ALL Y r IvV rL VL 

LCRSLGAVCLY 


29]19 


59487 


— 


29294 


- 


2046 




29120 


59488 


A 


29295 


3 


654 




29121 


59489 


A 


29296 


2 


182 




29122 


59490 


A 


29297 


1 


1215 




29123 


59491 


A 


29298 


141 


266 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29124 


59492 


A 


29299 


669 


887 


VYRSSVYRDSGCLSGGDLRSGN 
ASGHAKRQSDGDLRSRAATGG 
DHSAGDWCGRR VQTSAG * L WR 
KARPWPNR 


29125 


59493 


A 


29300 


2353 


2758 


SQAYHQVLPVCEAAPIPDDNHT 
LAALR*HGVYEKHMDQDCWA 
SFLPEERLFWRPIPAPRSDRVEC 
VDSLPLTAVGK.VDKKQLRQWL 
A SRA S ARAQRRSPL AE ARKPQ Y 
VHQGMDNARTALQKPEQARA 
HTEVHWT 


29126 


59494 


A 


29301 


5 


793 


FLQRFVADLPCGAQVVKFSTFR 

TQCRQTEATLKVLFLHGTFNVV 

TS 1 G ATTQ VTND ARTDL RKQL V 

ID1LFGIRRQTLLHFLDRHNRHF 

CRCRSRNTFLFQLLRMIRDFND 

FELV/NPLSLDSVLGMQPLREEI 

QQADRDDDKHHQGAGLLELET 

ANRFPQGDADPACADHADDGR 

RADVGFEAIEGVGDQQWHHL 

WQHAVEDLFELVGTGGANAGP 

GSIASTASESSLESTPVVWINSA 

STPARQRTGRGRRRPRTAWRRP 


29127 


59495 


A 


29302 


] 


2457 




29128 


59496 


A 


29303 


1 


292 


















29130 


59498 


A 


29305 


593 


864 


RTSAEPINPAPPVIRIFL1SARLC* 
WTLSPLITLN*L* STSITSTSAVA 
SASSSCARVQSPVSFFGNWWM 
LGSTTRVSPLCHWAISSADF 


29131 


59499 


A 


29306 


2 


696 


VPAGRYTGRDLHLHI/ILPFRES 
LPARHRVRRYRPLEAC*TPCTD 
G Y HRIF Y RLKGES A KDGS VMT 
LRSFLDKDGHPIDVEDINDQAR 
HLVRLMPVLRLRDARFMRRIR 
NGTVPNVPNVEVTARQLDFLA 

RRRASNEQRSWRYLDIINRMID 
RPGGRSYRVILLGLFATLLQAK 
GTLRLDKDARPLLLIE 




5H0T 


















29308 


1204 


TTTT 


LRPALYQPARLSDAAVRKTG*F 
AVVSGSEHAESDAG*SGELLEQ 
LSEVLR*PDEIFLWRCRAEREQL 
GL 


29134 


59502 


A 


29309 


236 


645 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29135 


59503 


A 


29310 


1 


776 


MELAALRSENPQPDEKPLGETL 

KDLFSRPVLPEMTDVHLPLNLN 

IEEFMGEQLHVTGDTD1YREHH 

AAEMSNIDGNTKLDALDTDSSQ 

GIVDASGTAHLSDNWPVD1TLN 

STLIVEPLKGDKVKLKMGGAL 

REQLEIGVNLSGPVDMDLRAHT 

RLAEAGLSLNVEVNSKQLYC/L 

AHCMSSMPKESGADEKNSDNR 

WCRVYWLGAGALYHQRNERR 

GGSGR*ADLRRKPDVAGTGRA 

KRALCL*ES*YLRSGRTGTR1H 


29136 


59504 


A 


29311 


955 


1095 


HRRHPIPFLIHHRDQPFRHQLRK 
SFP*RPNAKCITRCQQTHS*FFIR 


29137 


59505 


A 


29312 


1029 


1490 


RLPPAVDPTARLRRPASGRRYP 
CIPAFVGTPAVSLLCWPTGADD 
SYCRKSLFRRWRGIRAAGKAAF 
RGWSGLADRQANPAQVEIJEIRQ 
L/VRKSPQTAHSPARIWRRLRSA 
SSRTYARRCCRFQCSKGPADGF 
PSVGSGKYQRSRRARRPASAG 


29138 


59506 


A 


29313 


22 


443 


RRRH SCN SPTDEG A SHT WTQTL 
SLSDKCRQGTVSGRLSLRKSDC 
TPISHASCSSSSLHGH* VSVAVR 
LRMTDFS RTVGKDVQRFDAGL 
GWTLERLLSAHAAFRVALKAG 
DM AILA SRPPTVTPNSM RLLG R 
LYRSGVYGR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location 
codon for last amino 
of peptide sequence 


rinst 

acid 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29139 


59507 


A 


29314 


2 


2104 


STLAQQWQAGDS1WSRPAIRVF 

ATYAKWDEKWGYDYTGNADN 

NANFGKAVPADFNGGSFGRGD 

SDEWTFGAQMEIWCSYLLALR 

QCQADIHSAGCICHGVVLVND 

QCLPPVKCWGRCGAKSPFCAIT 

FRVRWTIRKSTK.CCANRAYKR 

NITVGRIRRLRRIRQPLPDATLC 

VLSGLQTEHNRRWPNSVCHFSP 

DSTFYNDLSGRMKNVRLMFNG 

IHRDNGFSKRPTDLNYTRKPLV 

LAFQTAWFITVRVEIVGFRGINR 

LSLMLEQNNVLIGENAWGKSS 

LLDALTLLLSPESDLYHFERDD 

FWFPPGDINGREHHLHI1LTFRE 

SLPGRHRVRRYRPLEACWTPCT 

DGYHRIFYRLEGESAEDGSVMT 

LRSFLDKDGHPIECRGPPIKAR 

HLVVRLM P\VL\RLREC PV LMRR 

IRVNGTVPNVPNVEVTARQLDF 

LARGGQARYRLMRRRASNEQR 

SWRYLDI1NRM1ERPETRYTREI 

GFTSTNIDLIYGLPKQTPESFAF 

TLKRVAELNPDRLSVFNYAHLP 

T1FAAQRKIKDADLPSPQQKLDI 

LQET1AFLTQSGYQFIGMDHFA 

RPDDELAVAQREGVLHRNFQG 

VTrnr.nTni i r;N/ir;\/Q a ic\/iTr:r» 
X 1 1 ^UU 1 L>LLUIVIU V oAloJvllvjLJ 

CYAQNQKELKQYYQQVDEQG 
N ALWRG 1 ALTRDDC 1RRDVIKS 
LICNFRLDYAPIKKQGDLHFAD 
YFAEDLKLLAPLAKDGLGDVD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


29140 


59508 


A 


29315 


1 


2237 


MLTGYRAVSRHKSQRYTADDA 

EEMIGKLTGMPIPLNSLRQWIL 

GLPGDATDYKLDDQYRLSE1TY 

SQNGKNWKVVYGGYDTKTQP 

AMPANMELTDGGQRIKLKMD 

NW1RADGYHTLQTLFQFLDYG 

DT1S1ELRDDGDIRLLTPVEGVE 

HEDNLIVRAARLLMKTAADSG/ 

LSSDGKR/RSSSCARVQSPVSFF 

GNWWMLGQTTRVSPLCHWAIS 

S A I SH RR AF AQ V IN I RFKRQTK A 

GDFQFTGAFIGSRQAISHRRFHL 

1DNPERFVIVHFARGTDKPRLLG 

VLCHDKPRINSNAVTAHARAR 

LKNINARVTIRQANQFPDVNPLI 

GTNQRHF1SKSDIHIAEAVFEPSI 

IAADRLNPLVNELIIMPDIEKRL 

DAFVRIAHEELLYLLGILMNPA 

NKDHVLPLILTGPKESADYFRV 

LDEFVVHTLGENARRHYRII1DD 

AAEVARQMKKSMPLVKENRR 

DTGDA YSFN WSM RI APDLQMP 

FEPSHENMA1MLKLYPDQPVEVL 

AADLRRAFSGIVAGNVKEVGIR 

AIEEFGPYKINGDKEIMRRMDD 

LLQGFVAQHPGSYNDLLLMEL 

LPHLLVEG ML1 SA VSAESLPWL 

H LSC VANI SKRQLICA VPLPKPP 

KAGLLGKN1MGTGFDFELFVHT 

GAGRYICGEETALINSLEGRRA 

NPRSK.PPFPATSGAWGKPTCVN 

NVETLCNVPAILANGVEWYQNI 


29141 


59509 


A 


29316 


1 


2892 




29142 


59510 


A 


29317 


19 


649 




29143 


59511 


A 


29318 


2471 


3036 


KVTWVTCSILPMTLSPSAAFSSL 
FRMKILSLK**KRILR/SSGKPAA 
RQGDMTQ YGG SI VQG SAG VR1 
GAPTGVACSVCPGGVTSGHPV 
NPLLGAKVLPGETDIALPGPLPF 

ILoKl i do Y Kl rvl rAr VujLUrvj 

Ai/i^A/iPAriiRi rtt ptymti it QrvMr; 
uK5>LYrr.riLrrljfc,lJvj YbryivV 1 

VACAPRRGKTG 


29144 


59512 


A 


29319 


1 


1476 




29145 


59513 


A 


29320 


688 


1578 




29146 


59514 


A 


29321 


-j 
















27T 


MLIVFSLPSDTLVLSPL*PNFRT 
RPFRPSSVPR**PKKDLKIATSA 
MMEAAYSSVIANVVLVPVMDA 
KWLAR 


29148 


59516 


A 


29323 


3 


260 





3780 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 




Amino acid sequence ( X=llnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






29149 


59517 


A 


29324 


1 


1545 




29150 


59518 


A 


29325 


443 


1041 


LSSLK.IVKLLRSTANSQVIDFQR 














WLGHDKRATLLLWKLEAAGSP 














LRPLSVQVTTPQEVAETDNHAD 














NSYNAGLFIVNSLYTAEGVMD 














K.H SL WQRY VPL VRH E ALRLQ V 














RLPASVELDDLLQAGG1GLLNA 














VERYDALQGTAFTTYAVQRIR 














GAMLDELVAAVTGCRAACDAT 














RVKWHRQ*GNWSRNLAAKPR 














KLR*RNV 


29151 


59519 


A 


29326 


1 


2349 




29152 


59520 


B 


29327 


1 


747 




29153 


59521 


A 


29328 


275 


729 




29154 


59522 


B 


29329 


1 


2469 




29155 


59523 


A 


29330 


1 


969 




29156 


59524 


A 


29331 


148 


1180 




29157 


59525 


A 


29332 


56 


170 


VHA*GSLFFPELSMHQDLSQGH 














EVQLPPVNRSLK.PNQK 


29158 


59526 


A 


29333 


1 


3246 




29159 


59527 


A 


29334 


482 


765 




29160 


59528 


B 


29335 


1 


1713 




29161 


59529 


A 


29336 


123 


287 


GDCSGCVEKQERCCNRNTT**A 














S APGN/ARWNS Y VG * KHH\SCQ 














WGDYRRQCFRGE 


29162 


59530 


A 


29337 


1 


3189 




29163 


59531 


A 


29338 


1 


1344 




29164 


59532 


B 


29339 


1 


1233 




29165 


59533 


A 


29340 


1 


1572 




29166 


59534 


A 


29341 


1 


3591 




29167 


59535 


A 


29342 


1 


843 


MNYSHDNWSA1LAHIGKPEELD 














TSARNAGALTRRREIRDAATLL 














RLGLAYGPGGMSLREVTAWAQ 














LHDVATLSDVALLKRLRNAAD 














WFGILAAQTLAVRAAVTGCTS 














GKRLRLVDGTAISAP/GGGSAE 














WRLHMGYDPHTFVTDFELTDSR 














DAERLDRFAQTADEIRIADRGF 














GSRPECIRSLAFGEADYIVRVH 














WRGLRWLTAEGMRFDMMGFL 














RGLDCEVPDPKRRTNSLWRITK 














MVIWSLQVAIRGTVSLTAYKTQ 














LKN A RHRLNE APRRRI LQMVQ 














PLS 


29168 


59536 


A 


29343 


2 


3203 




29169 


59537 


A 


29344 


227 


634 


IKTLPLSPDKLTR1SKSIYRKQR 














AALFTHSFTTWVLAILEHRRFF 














AK*TRSISKAHVISCVAGHTLA 














AAPQPHYFTRETYSPERVSTLM 














TSPICTNSGTLTTAPVDRVAGLP 














PVPAVSPFRPGSVSTISSSTKFG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29170 


59538 


A 


29345 


1 


1425 
















1QTMQAACSPYQTGLSGHCW* 
W*GSRRPLEPPFH 


29172 


59540 


A 


29347 


1 


1203 




29173 


59541 


A 


29348 


918 


1021 


1QTMQAACSPYQTGLSGHCW* 
W*GSRRPLEPPFH 


29174 


59542 


A 


29349 


656 


1629 


GllNVRKNRHTGSPGHRGKPGT 

REDEHGV/ELRDRRLNFEWWK 

PEYG INL YQDY YKQDGFVEI PD 

QNNPSLGDMVIMQIGQNVPVW 

NHAGIYLGDNQILHHAFGSQT 

MNDVKLIKLSGSLGRRFGVFHR 

FAVDSYPEAIRALSSQVDGFKE 

YMQSEIGSRSKFAIFVDGVNVG 

HHEEEKFKCAKEIRIVPIPTGSK 

TGGLFQVVLGAAIMVAAFYTG 

GASLALMGTMSSSLFMMGGA 

MVLGG VMQMI SPQPG WRN FE V 

QSSKNKPSYAFGGAVNTTGGGI 

PSPGPVWISRRRWRNFLSRFLC 

RGYELKLTRLARVFFRLYNEST 


29175 


59543 


A 


29j50 


1 


8043 




29176 


59544 




2935J 


i 


876 




29177 


59545 


— 

A 


29352 


2020 


2224 


CVESRCCHATRCGSK*YSGP\PE 
DTDLKTEAAGAGVACDAAEAP 
DEAPPAKLHVLPPIIPEIVLKITI 


29178 


59546 


A 


29353 


1 


2346 


















29180 


59548 


A 


29355 


284 


520 




29181 


59549 


A 


29356 


2 


304 




29182 


59550 


A 


29357 


79 


177 




29183 


59551 


A 


29358 


236 


373 
















RRLAIFHDQVGGKRRLCQLKAF 
MQSIAVALNHDRHHWH\GNRE 
NKVNCQLICVDIIINTAQPITSES 
/DQRQH/TLLRRQTRRDRRHWS 
HEP 


29185 


59553 


A 


29360 


2 


388 


YTVSFLLVITQLGFCSVYFMFM 
A DNLQQM VEKA/TRDLQHLPA 

t^tjlJ^lJALIrnrOrlorljriAIJNrA 

LPDPVGVYPEPQGAVRLLDIGQ 
HHHPWEHGSDL*VYHGGDSIS 
QQPTLDGKLEDLLAVLWYSHL 


29186 


59554 


A 


29361 


467 


3014 




29187 


59555 


A 


29362 


1 


1174 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


29188 


59556 


A 


29363 




986 


MKVTFEQLKAAFNRVLISRGV 
DSETADACAEMFARTTESGVY 
SHGVNRFPRFIQQLENGDIIPDA 
QPKRITSLGAIEQWDAQRSIGN 
LTAKKMMDRAIELAADHGIGL 
VALRNANHWMRGGSNGWQA 
AEK.GYIGICWTNS1AVMPPWVP 
KECRIGTNPLIVA1RSTPITMVD 
MSMIKHTLPQRAAGTDRKLAM 
SREAQLLERHGYAFNELDLGK 
REPVTEEEKLFVAVCRGEREPV 
TEAERVWSKYMTRIKRPKRFH 
TLSGGKPQPGKKIVIRPLPGLPV 
IRDLVVDMGQFYAQYEKIKP/V 
PVE*WTKSASSRAFTDARAARK 


29189 


59557 


A 


29->64 


99 


375 


THQPARRFPAYHYAHPAAAAA 
PGDPLGADLQLCARHYHRQRH 
CVPRHAGYPRSDGLHPQPRGR 
WRIRCSDCLRVPVSDRGDAGDY 
FHL*LADR 


29190 


59558 


A 


29365 


871 


1206 




29191 


59559 


A 


29366 


1784 


1966 


RPLDVSFMSSFTSNSPLTDLVG 
YLTFSAIFLSWRLSLLSDAATP 
YPPWGSVHCRRFCSL 


29192 


59560 


A 


29367 


1 


1276 


FH1KLVLTGATWTALPYCHSHV 

GLRASLKPTPPFWGRAPLGTRP 

SQQKTECRLTN FPETP1 FGN S FK 

YDIEVSNKSPDEEVKLRRHHLA 

RCMKNFKTDIYFVSTFEPSTKS 

VDLLTVETFAGTVCEYADMPK 

EWTTTRGLYDPTHLISASCHKV 

EGLFSFEDRTV ATL1 RLFIHP VK 

SMRGIGLTHALADVSGLAFDR1 

FMITEPDGAD1 A VKTFTG IRLK V 

PCPPDHPAFSITNHQTEVTALV 

VFECD1AVRGSDRLRLSPGPGG 

SNTDWVIFGLLIKENPGSLLAV 

GVNLLGKILLSVVAAVSESGQN 

fi qvi pvp Qpr,PPF\/\/invn vpi 
rLjVLrVKocurLr v viuvjj vtL 

PGLRDIADEVKTGVIAVTPAVIP 

ALWEAEVDVNIAAFRSQKAYIS 

GQVNKSGQQAITN/DATDYSRG 

HQKLPCLQSECFHGIYHR1DVA 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID ISO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


29193 


59561 


A 


29368 


1 


1815 


STLEDPHYYHIAEVSPVVIIISIY 

GATGEKYGFITYRCSEHAALSL 

TKGAALRKRNEPSFQLSYGGLR 

HFCWPRYTDYGYFELQ1NRLAL 

FSTN VTAETPYMHL A PPVGTQL 

PLPHLSHDMSSKNSGGCLPGAS 

VSCNYREPAVRLALASTLPLLR 

AQSPFFMHKDKDPLFWFLTVPP 

KWFRKGEVILSSRPRKKTEGSW 

FPKTFFG FGKSHVL VKEF YNRK 

HHIAKQQHAVERTARELFCPKG 

LG\YSKPQTQGDYAIAQHF/L*T 

NLPTGCWAKYAVISFMRTD/TV 

DDKH\WPEEHLAKN*LGLLADS 

GURU KLPWGAPHEEERAKRLA 

EGFAYVEVLPKMSLEGVARVL 

AGAKFVVSVDTGLSHLTAALD 

RPNITVYGPTDPGLIGGAPENG 

DSDSALYRLRKEMEEFHLVVG 

SDIFGKHQHGTETDSTTCPSTLE 

EFETQWFITGGINRILLATDGDF 

NVGIDDPKS1ESMVKKQRESGV 

TLSTFGVGNSNYNEAMMVRIA 

DVGNGNYSYIDTLSEAQKVLNS 

EMRQMLITVAKDVKAQ1EFNP 

AWVTEYRQIGYEKRQI.RVEHF 

NNDNVDAGDIGAGKHITLLFEL 

TLNGQKASIDKLRYAPG 


29194 


59562 


A 


29369 




1993 




29195 


59563 


A 


29370 


1 


1782 




29196 


59564 


A 


29371 


1 


3858 




29197 


59565 


A 


29372 


1 


705 




29198 


59566 


A 


29373 


104 


471 


LWWAGA/SYLCWMGYQMLRG 
A LKKEAVSA PAPQVELPKSGRS 
FLEAIIYFGSVFSLFVGDNVGTT 
ARWGIFALIIVETLAWFTVVAS 
LFALPQMRRGYQRLAKWIDGF 
AGALFAGFG1HLIISR 


29199 


59567 


A 


29374 


50 


620 




29200 


59568 


A 


29375 


194 


767 


LWW/AGGLYLCWMGYQMLRG 
ALKKEAVSAPAPQVELAKSGRS 
FLKGLLTNLANPKAIIYFGSVFS 
LFVGDNVGTTARWG1FALIIVE 
TLAWFTVVASLFALPQMRRGY 
QRLAKWIDGFAGALFAGFGIHL 
IISRLALIVPGLLQKNGGWRRM 

ATTQAVTAT VPT-IAIAT CADTT DPif: 

DSGQNLSLLNVGSLVS 


29201 


59569 


A 


29376 


1 


1038 




29202 


59570 


A 


29377 


1 


513 




29203 


59571 


A 


29378 


485 


1166 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29204 


59572 


B 


29379 








29205 


59573 


A 


29380 


2 


215 


IFLLLLPPHHLLLLLLLLLLLLLL 
LLLLLLLQ/MIPLEFCRLYRKQG 
C1CFWGSLGEILLMAEGEAGAS 


29206 


59574 


A 


29381 


100 


393 


FLLLLLLLLLLLLLLLLLLPLLL 
LFSSSFLLLSSSFFFFL\SSFSFSSF 
SFSSSPSSPSPSPSFFLLSSSFFGV 
ISLDVVTLAWQSARITGVSHRT 


29207 


59575 


A 


29382 


264 


911 


ILGFLRDGNFWRKSQSFFPVHH 

LLICLLRKSSETMQLTDEHLIHD 

HPKRPPI TEL WPG LHEHLRSN 

VGDYRCEPPHLTKRNIFCILSEA 

TDITY*LTS1SFPGFCFRLT*LLPL 

TEITGEAVVQIP1KFCPMCFFQS 

CAKIWTRGMQWHLEAWRCQK 

PQSPKGGVTALAQEAPK.SGLLE 

GQFMPMPPQYLAVQKKVVWF 

DVSVDESKLVNRVYG 


29208 


59576 


A 


29383 


1 


261 




29209 


59577 


A 


29384 




195 




29210 


59578 


A 


29385 


1 


399 


LERLSAPC1SLLLSRSLSSLSLSS 
LLFFFFFFLLLLLLLLLLLLLLLL 
LL/SPPPLLLLLLLLLLLLLLLLL 
LLLLLLLLLLLLLDPPGDTIQGA 
PSRGYHPRDT1QGAPSRGHHPG 
DT1QGVPSRGYHPGGT1QGAP 


29211 


59579 


A 


29386 


15 


159 


SPLHLSLV*VKQLLLLLLLLLLL 
LLLLLLLLLLLLLLLLLLLLLLL 
LLLLLLSSSSFLPS 


29212 


59580 


A 


29387 


17 


429 


SFFFFFFFFFFFFFFFFFFFFFFF/C 
LLLLLLPLLLLLHRKHLICVTLG 
CLRWLGQLCVRLQGSCAWLQT 
LGWVHTYACVCTFFLDQQVAG 
R1LLVEDPRSSLLQCCLLLDA\P 
LCCRFQKNMHFIRT*R*VHCSGI 
TSIQFNLEP 


29213 


59581 


A 


29388 


3 


282 


RELLRGGNVYIGP*SILSFFLLLL 
LLLLLLLLLLLLLLLLLLLLLLL 
LLLLVN*GVCCTLLSGPEISCRS 
DFAQGPTPLQGAPQTALGNLAS 
















29215 


59583 


A 


29390 


296 


421 




29216 


59584 


A 


29391 




210 




29217 


59585 


A 


29392 


1 


252 




29218 


59586 


A 


29393 


1 


1731 
















MT r.TA ATT PPT CurcrppcrPFFF 

FFFFFFFFFFFFFFFFFFFLFLFLF 
L/VPLLLLLLLLLLLLSSSSCSSP 
PPSSSSLEKLYLS1 


29220 


59588 


A 


29395 


3 


2368 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29221 


59589 


A 


29396 


1 


318 


MEKKSPAYFCCRDMQVIHSDA 

ALQRLLTRFNDPEG WSNL A KN 

QYLSTSMKQKIWQRALSHRKN 

NPKADSDAYETSADMILSELIS 

HGEVDDQMLLNATALIRSDDW 

DFLESALISWDNLPAVVLKELQ 

QNTPRNDIWAKFFLRQENSSRA 

QVDEALRVYYALDPDALAQLD 

VLAKRPYKTAAFRGEKTHRVP 

RRSVRQNIIDQADRLHGAQRLV 

1NTNRTRVVDQLIEFLHHQHVN 

AHLAEIVRHHQPNRAGTSDRHL 

NAMVNSRLDVRNNEQTEYKTV 

RGLTRGLMLLNMLNKLDSTSP 

CRMLVCCVPRAPPNPGGLNPR 

AHSLNRSP*NPLKLLSPTGPFEG 

MRPLGTHFWGG1GHGQGPEWG 

PQFGLGMNLLVKSLGHWATW 

VLARAKILRFELGASMMVAST 


29222 


59590 


A 


29397 


2 


4002 


WQE*VHY1WGVMHGDLGISMK 

SRIPVWEEFVPRFQATLELGVC 

AMIFATAVG1PVGVLAAVKRGS 

IFDHTAVGLALTGYSMPIFWW 

GMML1MLVSVHWNLTPVSGRV 

SDMVFLDDSNPVTGFML1DTAI 

WGE/DHGTFMGAAP1R1LPAYG 

LGT1PVAGFGRMTRSSMLEVLG 

EDYIRTARAKGLTRMRVI1VHA 

LRNAMLPVVTV1GLQVGTLLA 

GA1LTETIFSWPGLGRWLIDALQ 

RRDYPVVQGGVLLVAT 


29223 


59591 


A 


29398 


187 


1710 




29224 


59592 


A 


29399 


1 


791 




29225 


59593 


A 


29400 


j53 


646 


r Y WIN W Vrr i N W^NrKLMUylv 

+ T4ADAA/T T-TI DCf T DAU* ATI T *D 

nAKWLrlLKoLLrAM A 1 Ll^K. 

VSKP*VKAKKKTRLIIWSTSKFL 
SCMMLKFT 


29226 


59594 


A 


29401 


406 


1023 




29227 


59595 


A 


29402 


1 


1129 




29228 


59596 


A 


29403 


1759 


2100 


FAG1GRSPGEALVLLLIEKMRES 

r 1 rsTUCT4ijr , u/7 ui dp»i_jl' a r'trcn 1 
UUlrlbriHU WLriLrUHK^ur J>b 

enn a ixxirw a nt>T cr.ncDu/uA/D 
cv^AI W ^KAcrLr UUcr WWVK. 

UorUirALMVKAKrNJNL'VlVrK 

R* AQQRHRYTD V V VEIACRI KR 
VAALA 


29229 


59597 


A 


29404 


86 


426 




29230 


59598 


A 


29405 


657 


3595 




29231 


59599 


A 


29406 


1973 


2582 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29232 


59600 


A 


29407 


1 


1483 


MFVLADFGHTRRTNRSLGHNIL 
PARIAPDAINKWLSGFFSREVQ 
LRWVGPQMTRRVKRHNTVPLS 
FADGYPYLLANEASLRDLQQR 
CPASVKMEQFRPNLVVSGASA 
WEEDRWKV1RIGDVVFDVVKP 
CSRCIFTTVSPEKGQKHPAGEPL 
KTLQSFRTAQDNGGGEGEARA 
ANTGATHRGRHRSPSAVRYRD 
RLNMYVLRRMDLLYRVKTLW 
AALRGNHYTWPAIDITLPGNRH 
FHLIGSIHMGSHDMAPLPTRLL 
KKLKNADALIVEADVSTSDTPF 
ANLPACEALEERISEEQLQNLQ 
H1SQEMG1SPSLFSTQPLWQIAM 
VLQATQAQKLGLRAEYGIDYQ 
LLQAAKQQHKPVIELEGAENQI 
AMLLQLPDKGLALLDDTLTHW 
HTNARLLQQM\RAGGWSVKEG 
REKEYFQSPRG WGRSLMPSLG I 
I1RPP*RKPKNTENRRC1SASVTS 
EKEAPETINQYKAAVRRPFLFL 
ATALAQSEVRVC1AWTN 


29233 


59601 


A 


29408 








29234 


59602 


A 


29409 


1 


1818 




29235 


59603 


A 


29410 


441 


583 


GVYRFPWRFSSAGYGRSGLLV 
QVEPRLDA*HPGLHEARPGLSS 
VSSR 


29236 


59604 


A 


2941 i 


835 


114j 


RQLPVSLYVRAVAFENGCFGSC 
SVGG*GPPAARLGEEQVRGGSS 

LLLLLLLLLLLLFHLSSSSSFSST 
SSSSSCSRSFM 


29237 


59605 


A 


29412 




1487 




292j8 


59606 


A 


29413 


149 


534 




29239 


59607 


A 


29414 


1002 


1145 


Kj\ I KrrWKrboAuiuKouLLV 

QVEPRLDA*HPGLHEARPGLSS 




29240 


59608 




29415 





289 




29241 


59609 


A 


29416 


1 






29242 


59610 


A 


29417 


329 


— 

405 




29243 


596U 




29418 


48 


268 




29244 


596112 


— 


29419 




4625 




2924 ^ 


— 


— 
A — 


29420 


1 

i 


jj^Z 


















29247 


59615 


A 


29422 


409 


543 


















29249 


59617 


A 


29424 


2 


664 




29250 


59618 


A 


29425 


3 


202 




29251 


59619 


A 


29426 


222 


296 


RSPRD*LPFKFSDPSLQSLKRGH 
S 
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SEQ ID 


SF.Q ID NO: 


Mel 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 

1 


of peptide sequence 


deletion, \=possible nucleotide insertion) 






== 







— 




— 

29253 




59621 




A 




29428 


3 


184 


MSENMRCL VFCPCDTLLRMMV 














SSFIHVPPKDMMSIFSICLSAASI 














SSL*ASVCSYPSLNF 


29254 


59622 


A 


29429 


667 


834 




29255 


59623 .. 


A 


29430 


1 


738 




29256 


59624 


A 


294j1 


39 


230 


QMAQHLPHLVFGSHSGSLWEL 














LSH*VYLL1LSLPPPHTPQQAPV 














WDVPLPVSKCSHCSIPTYK 


29257 


59625 


A 


29432 


985 


1205 


1PGSRGKNWVVTGTGQGCHRG 














PAESDGPAG\GARHWEQPPA*Y 














LVLFLCSQRRWPGRQQRGQSG 














RSWPSVRAAP 


29258 


59626 


A 


29433 


339 


592 


PLQAWGPSLCS*A1GTPSRKPSP 














STAHVKHRRLC1PTRRGFSSDN 














WDPVSSPTCNDARQLHAQVDL 














E1PVRTCSVWFFVLVIVC 


29259 


59627 


A 


29434 


633 


894 


FAENDGFQLHPCPFFQGS*LLCI 














GL AH APLAQRSLLLSTF* CLLLS 














IHQTHSPSSFCPLLARSCDPLEE 














KRHSGFRNFQPFCSGFSS 


29260 


59628 


A 


29435 


517 


603 




29261 


59629 


C 


29436 


1 


1 188 




29262 


59630 


A 


29437 


1 


1722 




29263 


59631 


A 


294 j 8 


1064 


1330 


MCGIISEGSVLFHWSISLFWYQ 














YHAVLVTVVL*YSLKSGSVMPP 














ALFFWLR1DSAMRALFWFHMN 














FK.VVFSNSVKKVIGSLMGMAL 


29264 


59632 


A 


29439 


1 


1308 




29265 


59633 


A 


29440 


162 


377 


YSHCS1YTRK.1QFLCCPSIKTHL 




























FSFLDLGRADKGSSLTGVRSIIT 


29266 


59634 


A 


29441 


1 


480 




29267 


59635 


A 


29442 


731 


850 




29268 


59636 


A 


29443 


531 


845 




29269 


596^7 




29444 




6_9 




29270 


596j8 


- — 

A 


29445 


— 

J 


2433 




29271 


59639 


A 


29446 


1247 


2420 




29272 


59640 


A 


29447 


29 


94 




29273 


59641 


A 


29448 


1637 


1830 




29274 


59642 


A 


29449 


3769 


4263 


RGGRRSSTSGKGTAGCPQSPCF 














r , t>r~ , O r TT DDTA ACDTTCDDrDl^irC 

LKLj 1 LKK 1 AAsrutbrrCrKICo 














CSPLESIWMSNGLCRSCPPSEDS 




























RRCPSLG SDAGTELETQRPG AG 














TGPGPTVAPATFLQSRRLMVGA 














GTPTLGVRTPGFGLQLGFFYWL 














EDVERDTS 


29275 


59643 


A 


29450 


492 


585 




29276 


59644 


A 


29451 


2909 


3174 




29277 


59645 


A 


29452 


1 


1617 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknovvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


29278 


59646 


A 


29453 


1 


599 




29279 


59647 


A 


29454 


1 


504 


MWNCLTNKLLFQESLQKTATR 














LSAFSWEEAKVQLSWVVLNLA 














TSAMLPKFYPNEIKVTYLRCTG 














DEVGATSVLAPKISPLGLSS/VK 














ALKEPPRARKKQICTIKHSGYNIT 














FDEIVNVAQHMWHRSLARELS 














GIIK.EILGTPQSVGCNVDGCHPH 














DIIDDINGGAVECPAN 


29280 


59648 


A 


29455 


1 


1269 




29281 


59649 


A 


29456 


434 


655 


PFSSPASSSGR*KTTSFPAKLFN 














ACRISLLASAEVNPNISAYLAT 














W1SQIPSCSCRVPSDFLIWSTNR 














YSIRF 


29282 


59650 


A 


29457 


1 


801 




29283 


59651 


A 


29458 


2 


722 


GRVGGGGQGANYLRVVPESGV 














YSTPSRLPPLPPKVRPPTRFKSV 














YLEVAPKGE\VGA\TSALGPQRI 














G P\LGP VS KKKLG\DDI SKA\TG\ 














DWKGP*G1TVKLT\IQNRQAQD 














*GGCLSASALIIKALK\EPPRDR 














KKQKNIKHSGN1TFDEIVNIVAR 














QM\RHRSL\A RETLWN H LK.RSL 














GTAQSVGCNVDGRHPHDIIDDI 














NSGAVECPAVSDIFIVTVGVKG 














GPPSVFTEISWEVLEMVTGGVG 


29284 


59652 


A 


29459 


1 


330 




29285 


59653 


A 


29460 


140 


214 




29286 


59654 


C 


29461 


181 


381 




29287 


59655 .... 


A 


29462 


427 


957 




29288 


59656 


A 


29463 


3 


241 


\l/r D ACD A DCrCDCTI/rC\DDDDD 

WLKAbKArtOSrtl Nba^rfrrr 














KbVLrlLoA\borUbKr^rliUL, 














RG S PS AD SP RRG KH G GKTTHL V 














SWLSQQK1PMAR 


29289 


59657 


A 


29464 


122 ... 


473 




29290 


59658 


A - 


29465 


1 


771 




29291 


59659 


B 


29466 


1 


1017 




29292 


59660 


8 


29467 


1 


2568 




29293 


59661 


A 


29468 


1680 


1899 


XT A CDAyfC A r,rDT A CVK} A V\*T CC*T 
IN AolviVloAOUKl Av^rNAlJ Lot 1 














SQ*PQQRYECRDNQQPLDQLA// 














EQF1QTLEKAITQHRQQLNQWT 














QKVDIARRR 


29294 


59662 


A 


29469 


1343 


1714 




29295 


59663 


A 


29470 


321 


2645 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


29296 


59664 


A 


29471 


611 


1215 


RWCVWSLFLQML/EMCPEFLPS 

GGFVVSLTSGVKLQTFTVNVTA 

HKGSVDPKRVKLKTLAVSVTA 

LKAACLELFLLPGGFVVFAGFR 

SEAADLCAEGASSGLGQPREGL 

PRCSGGLKGSSSAARMGAEAK 

GAPRASQGCEGRHHAVTSHRS 

DMGEEEGESQRYLSCPQPSCP1 

NLLQEDASKVIVFAESGINPDSV 

LDLIMLH 


29297 


59665 


A 


29472 


335 


453 


KYIWNVNLQHSVSMLL*F1TS*L 
SGMDSLFPAAHCV 


29298 


59666 


A 


29473 


1 


104! 




29299 


59667 


A 


29474 




874 


TEGQK.N LI V EV TSN DA VRF Y P 

WTIDNKYYSADINLCVVPNKFL 

VTAEIAESVQAFVVYFDSTQKS 

GLDSVSSWLPLAKAWLPEVMI 

LVCDRVSEDGINRQKAQEWCI 

KHGFELVELSPEELPEEDDDFPE 

STGVKRIVQALNANVWSNVVM 

KNDRNQGFSLLNSLTGTNHSIG 

SADPCHPEQPHLPAADSTESLS 

DHRGGASNTTDAQVDS1VDPM 

LDLDIQELASLTTGGGDVENFE 

RLFVSKLKEMRDKAATLPHEQR 

KVHAEKVAKAFWMA1GGDRD 

EIEGLSSDEEH 


29300 


59668 


A 










29301 


59669 


A 


29476 


1 


1023 




29302 


59670 


A 


29477 




616 




29303 


59671 


A 


29478 




972 




29304 


59672 


A 


29479 


1 


339 




29305 


59673 


A 


29480 


3 


441 


PLTCTSRAAAAMHKYEKLEK1G 
EGTYGTVFKAKNRETHEIVALK 
RVRLDDDDEGVPSSALREICLL 
KELKHKMVRCAGGGCSLPVW 
PLGGGGG*HWTSVRRTCLAEPF 
FCPRLHDVLHSDKKLTLVFEFC 
DQVKGGVWRTVALGR 


29306 


59674 


A 


29481 


1 


843 




29307 


59675 


A 


29482 


1 


873 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29308 


59676 


A 


29483 


13 


945 


NRGPAGVPAAAAMQKYEKLE 

KIGEGTYGTVFKAKNRETHE1V 

ALKRVRLDDDDEGVP\SSALREI 

CLLKELKHKNIVRLHDVLHSDK 

KLTLVFEFCDQDLKKYFDSCNG 

DLDPEI\VKSFLFQLLKGLG\FCH 

SRNVLHRDLEAPATWLINREW 

GSWKLG\DFGPGVRAFWGFPV\ 

RCYSAEV/VSHLW\YRSPDV\LF 

GAKLYSTSIDMWSAGCIFAELA 

NAGRPLFPGNDVDDQLKRIFRL 

LGTPTEEQRPSMTKLPDYKPYP 

MYPATTSLVNVVPKLNATGRD 

LLQNLLKCNPVQRISAEEALQH 

PYFSDFCPP 




59677 




29484 


92 




SF'ELFADKVPKTA/WLDGKHVV 
FGK VKEG MN1 VE AM ERFG SRN 
GKTSKKITIADCGQLE 


29310 


59678 


A 


29485 




1225 




29311 


59679 


A 


29486 




864 




29312 


59680 


A 


29487 


1 


1413 


MVNPVFFD1TVDGEPLGRISFEL 
FADKVPKTTENFRALSTGQKGF 
GCKSSCFHRIIPG FMY/QGG DFT 
RHNGTGGKSI\HGEKFDDENFIL 
KHTGPGTLSMAIAGPNTKGSQL 
FIYTAKSEWLDGKHVVFGKLSR 
GDSLKEPTSIAESSRHPSYRSEP 
SLEPESFRSPTFGKSFHFDPLSSG 
SRSSSLKSAQGTGFELGQLQSIR 
SEGTTSTSYKSLANQTRNGSLS 
YDSLLTPSDSPDFESVQAGPEPD 
PPLGYTSPFLSARLAQQREAER 
HPRLVPTGPTHREPSPVRYDNL 
SRHIVASLQEREKLLRQSPPLPG 
REEEPGLGDSGIQSTPGSGHAPR 
TSSSSDDSKRSPLGKTPLGRPAV 

rKruNrUuLKUKuVuarErur 1 

APYLGRSMSYSSQKAQPGVSET 
EEVALQPLLTPKDEVQLKTTYS 
KSNGQPKSLGSASPGPGQPPLSS 
PTRGGVKKVSGVGGTTYEISV 


29313 


59681 


A 


29488 


1 


3126 




29314 


59682 


B 


29489 


46 


114 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29315 


59683 


A 


29490 


1 


704 


A ALLA LG PRNPWTL WTPLTPN 
YPDRQPWTDKHPDLLTCGRCL 
QTFPLEAITAFMDHKKLGCQLF 
RGPSRGQGSEREELKALSCLRC 
GKQFTVAWKLLRHAQWDHGL 
SIYQTE\QRPRRPRSWAWPRWL 
QPCRQWWGQQLRPRAPV/HSG 
SGLTRRSPTCPVCK.KTLSSFSNL 
KVHMRSHTGERPYACDQCPYA 
CAQSSKLNRHKKTHRQVPPQSP 
LMADTSQEQASAAPPEPAVHA 
















29317 


59685 


A 


29492 


1 


453 




29318 


59686 


A 


29493 


2 


128 




29319 


59687 


A 


29494 


1 


543 




29320 


59688 


A 


29495 


39 


J092 
















PPRQ AKM QNL A APG SH SQSPW/ 
TLRPKAL*LTPSQ1FS A * RLKTD 
TARSPRKPPSFQGPVSLASITVV 
GIDGQASKPLKTPQLWCQLRQ 
YSFK 














VSDHAGTPALVL11P*RQV PLF* 

GRGKYPSTPSPSPLAELATSAR 

NLTTRPRNACSPGFLPSRVPSVR 

DPTGNRTVQLTWQPLPEPLEL 

WPKAL 


29323 


59691 


A 


29498 


1 


542 


MRAPPKSGQLQHCRPSRGALRS 
GDLPWEINPLSSCSLLHEKDPP 
MTSGPQTNQPKEHLTNFKSGV 
RP/LQGRLPWSFTLSGKSRFSGE 
GASTPTPY1S/GAPIPYFRTPTSY 
LCAPIPYVRTPTSYLCALTPFPL 
F WRH IRTSKRLN/LQQPG I PPEPP 
PPG/CLLQVPEI* PPGQGMPA AQ 
















29325 


59693 


A 


29500 


596 


833 


LLLDLPAED*CCLIASEAP*TITD 
AEL*VTLTVEGKSVPFLINTEAT 
HSTLPSFQGPVSLASITVVGIDG 
QASKPLKNE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


29326 


59694 


A 


29501 


1006 


1118 


RSKYPNLVSLCPSPLFPRPDLLS 

LWPNPLFLHPNLLYLCAPIPYFH 

APTSYLCTPTPYFHDPTPFPLFW 

KELATCAGNLATGTRNAGSPG 

FLLSRVPSVWDPTENRTVQLT 

WQPLPEPLELWPKA/HLTDSFP 

DLLGLAA\ED*HCTIASEAP*TI\ 

TDAELWVTLYTVEGKPFPFLINT 

EATHSTLPFFQ\GPVSLAS1T\VV 

GI DG\QA\SKPLKTPQ\L WCQH * 

TIRRFKHSFLV1P\TCQVPLLG\E 

DTLTKLSASLTIPGLQLYLIAAL 

LPNPKPPLRPPLVSPDLNPQV*D 

1GVEWGKGD 


29327 


59695 


A 


29502 


6958 


7935 




29328 


59696 


A 


29503 


1 


486 




29329 


59697 


A 


29504 


1 


492 




29330 


59698 


A 


29505 


2 


502 


RRAHACARRRRKKEMLGVNVL 
TSHSSQERMKLTFKKKAVNFA 
DAAAAQGPLLPAMVNPTMFFH 
IAVDGEPLGCVSFEVRGLESKK 
*LL1*SIKLC*QIG\LFADKVPKT 
AENFHALSTGEKGFGYKGSCFH 
Rl 1 PG FMCQGG DFTRHNGTG GK 
TSKXITIADCGQLE 


29331 


59699 


A 


29506 


2 


727 


NRVLLAMVNPTVFFDIAVDGEP 
LGRVSFEVRGLDTKK*LL1*SIK 
LC * QIG\LFADK. V\PKPA ENFR/A 
L*S1EEKGFGL*GVPCFHR\1IPGF 
YVSRGGDFTPP*MAPGGQVHL 
MGKKFER*RTSSLKHTG\PGHL 
VPWANAWTQTQMGSQFFICTA 
\KTAEWLDGK\HVVVLAKVKER 
HEILWEAMVERFWVPGNGKTvS 
KK1ISIADCGQLLISFDLCFYLNH 
QDHSLLCSPLRESTPLPHLLAGS 


29332 


59700 


A 


29507 


1 


380 


LCCSPCRRRLLGREEAGEEPTSP 

V 1 Y Lt^r Kor tt,UIsJYlr AC A N.L 

ACTPSLIRAGSRVAYRPISASVL 
SRPEASRTG/EGAATVGVAGSG 
AGIGTVFGSLIIGYARNPSLKQQ 
LFSYA1LGFALSEAMG 


2933j> 


59701 


A 


29508 


76 


385 


EEPTSPVTQYLQPRSPEECKML 
ACAKLACTPSLIRAGSRVAYTP 
TSASVLSRPEASRTGEGSTAFN 
GAQNGALHLMQRELHTSAIRRD 

I U I WLIvrluLoAA 1 E, 


29334 


59702 


A 


29509 


2 


230 




29335 


59703 


A 


29510 


242 


427 


SAPDLTCNSKTWKNGRIICFHP 
ASLVSLY*QPQLASWTMKKQD 
ENTQEGKSWDSFSRDVIHI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


29336 


59704 


A 


29511 


1 


1497 




29337 


59705 


A 


29512 


199 


766 


EEPTSSCHPNISSRAVPEECKMF 
ACAKLAMRPPSLIRAGSRV\AY 
RPIS\ASVVISTQRLSRTG\EGST 
GI*MGPQNGVS\QLIPKGSFQTS 
CNQAGGHLITGCQIYLGAGCLQ 
Q*GVGWFLVAGIGNSLLGKPYP 
LGYGQKTLSPESQQLVPP*CYP 
GDFALALKLKAMGL\FCVLMVA 
FLILFADVTEITA 


29338 


59706 


A 


29513 


427 


840 




29339 


59707 


A 


29514 


1 


477 




29340 


59708 


A 


29515 


45 


344 


PKGTV1DLEKRRQ*DGTLLC\RR 
CGS*GLPTFKKSTCGKCGYPAK 
RKRKYNWSAKAK RRVNTFGTG 
RMRHLKIVYRRFRHGFREGTTP 
KPKRAAVAASSSS 


29341 


59709 


A 


29516 


1 


668 




29342 


59710 


A 


29517 


649 


992 




29343 


5971 1 


A 


29518 


1 


2994 




29344 


59712 


A 


29519 


3 


486 




29345 


59713 


A 


29520 


2 


898 


NSRVDDFVCPRSRRSKRDLIEFS 
CR1ILFPLPSLPPR1SFHPSPTLAR 
VRJGGAVRRPHQSHSISSSSFGA 
EPSAPGGGG\SPGSLPRPWGPKS 
CSSSLCGARS*FFWRDVKN\TGL 
VFG\TTLIMLLSLGSFSVSSVVV 
S\YLILGFSSSVHHQLSGI*QSSVI 
PSCNRKFRKKGHPFQK.PNWNV 
DITLSSKSFSINNMNAAMVHIN 
RALKLIIRLFLVEDLVDSLKLAV 
FMWLMTYVGAVFNGITLLILAE 
LLIFSVPIVYEKYKTQIDHYVGI 
ARDQTKSIVEKIQAKLPGIAKK 
KAE 


29346 


59714 


A 


29521 


24 


93 




29347 


59715 


A 


29522 


2146 


2313 


VSS1FFMSM KLGFFFTQVANIIS 
VAWNLVFC1RFLENTVGIVTPR 
RCPIPFSWAF 


29348 


59716 


A 


29523 


1 


4368 


MLFSYLEKYFYVADELSHCVEP 
EPSQVPGGSSRDRQQGKPPPLP 
ALKAKTSSRSGPYATEIKKSTD 
DSIFKVLDWFNRSSYSDDNK/L1 
PPTSPRNRVQRKNR\PKSQVAV 
DLVTDDTTLRENGSKTLSPSKIE 
LKPVRSDSPFQAEGDMLVSESC 
QDNNVNIKSKFMNLSQKGTPK 
EGPGILQPFESYGTPSQGSKNM 
DYSQDSKSPGKGNGASPSNSNY 
SYSVLKESDAENQVPCNTNNIG 
NLGEEEPKFHAH 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29349 


59717 


A 


29524 


33 


3339 


TDQAKVDNQPEKLVRSAEDVS 

TVPTQPDNPFSHPDKLKRMSKS 

VPAFLQDESDDRETDTASESSY 

QLSRHKKSPSSLTNLSSSSGMTS 

LSSVSGSVMSVYSGDFGNLEVK 

GNIQFAIEYVESLKELHVFGAP 

VEGLNSSGWKKTGVIPY*KG\Y 

LLPNKGQMGKKK.TLVVKKTLN 

P V YNEI LRYKIEKQI L* TQKLN L 

SIWHRDTFKPvNSFLGEVELDLE 

TWDWDNKQNKQLRWYPLKRK 

AKALQRFQLKAMGNS 


?2 35 .0..- 


59718 


A 


29525 


946 


1183 




29351 


59719 


A 


29526 


2048 


3359 




29352 


59720 












29353 


59721 


A 


29528 


1 


1495 




29354 


59722 


A 


29529 


1 


2769 




29355 


59723 


A 


29530 


450 


3061 




29356 


59724 


A 


29531 


421 


1464 




29357 


59725 


A 


29532 


238 


930 


RLSLVSSHCGT1LSSEVVCAPPT 
AY 1 DFARQKLDPKI A V AAQNCY 
KVTNVAFTG EISPGM1 K.DCG/AT 
WVVLGHSERRHVFGESDEL1GQ 
KVAHALAEGLRE*FAC1G\EKL 
DER\E AG I I I* G RLFFEQTK VI AD 
NVKD\WSKVVL\AYEPLLAIGT 
CKTSTPQQAQEVHEKLYRGWLK 

c\ivcn a \/ a riCTtMivr^\c\f r rr' a 
ofN V bUAVAl^k) 1 Kll Y uu\ov 1 OA 

TCKELASQP\DVDGF\LVGGASL 
KPEFV\DI\INAKQ 


29358 


59726 


A 


29533 


1 


929 


















29360 


59728 


A 


29535 




202 




29361 


59729 


A 


29536 


1 


1046 




29362 


59730 


A 


29537 


1 


1320 




29363 


59731 


A 


29538 


1 


1052 
















IN KOHjIN or KOr 1 Lv^ V vj KAH A 

FLLCSDFMPCEAVCSSUYSFIPV 

WTHr A A nUTD\ AUCI TDHDFDC 

KruijlJrOnlVl^ V V Wr 

WQPSVIYAKYWTYEHAQW 


29365 


59733 


A 


29540 


3 


130 


RPEPEGRGC*GILGGGGGAGPS 
GHYALQEAQETSQSGRESQA 


29366 


59734 


A 


29541 


1364 


1916 




29367 


59735 


A 


29543 


1 


451 


ALPAPRRKVGLNLAPVTEPRDQ 

PWAMIIDVFS\RYSGS\EGSTSDP 

*PKGE\LKVLMDKELPRLSLQS 

GKDKDAVDKLVLKDPGRPMGD 

AQGGTFSEVHPCSVAAIT\SA\C 

HKYF\EKAG LKLMP WEMFTDF 

LGQSIGSQGFPKMFCLGIYFP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29368 


59736 


A 


29544 


175 


355 


FSQQLLGQA D* * SFLLAGCSRLL 
TAVSRPKRPGEAGITPRVRCLLS 
NMKDILVASKFWQL 


29369 


59737 


A 


29545 


482 


U96 




29370 


59738 




29546 


— 


818 




2937 ^ 


lp4~o" — 


- 

A — , 


|piz 


1Z2 


IP 


















29373 


59741 


A 


29549 


i 


1278 




29374 


59742 


A 


29550 


2 


152 




29375 


59743 


A 


29551 


2 


187 




29376 


59744 


A 


29553 


1 


915 




29377 


59745 


A 


29554 


62 


430 


RQQDELALIAETLKCVDH*LSL 
DVLPRGCA*HRELCIHDLLKGN 
PLRRNILAG*TQERMQLQVESQ 
SIPEE1LGLQPQLGPMGGLWNV 
RFLL1PTVLWGFHCSQERAFPR 
KLQVKSFPVAQG 


29378 


59746 


A 


29555 


149 


381 




29379 


59747 


A 


29556 


1 


656 




29380 


59748 


B 


29557 


146 


1320 




29381 


59749 


A 


29558 


629 


1417 


WCASHWGSGHAARHA*ASHPL 
HGLLCSPSLPEEHHPLLHGAQS 
HRPPKG*GM*AHGTGLAGSSTC 
SPAQGL*IHQSAPCV*LKVCECT 
NRHSVSSCSDEDVCICSLCLGQ* 
GP/ECPCRIFLGPFNRLIEGAPH 
L/CRSAMLNPLQEGAREQASAR 
SGWLLRLLTQEQLLCRACIQTR 
RDREGKTRHRKGTPEIGKGRAF 
WKKSLKIILILFNCLRYWNAYM 
EIWVPALTG1PPNVTVNYATSSS 
KDSRTDGRVDLLMAVTDGM 


29382 












1SQARRAAPWGPVQPEPSR*APP 
PASGHPVPSTTQRLRSAGARRG 
TGGQLHLQPRCGDPLGETSWA 
PESRRSAASLLKPARPRAHWEE 
QTTPDALL 


29383 


59751 


A 


29560 


88 


564 


SCLPVLRRALAFLSPWVVDGTG 
RRGAAGGGRWGGSGRTGAHG 
VGGRLRHGGLQVPSPALQEGS* 

/^c:\/dxtd a r^wnm Air r:nt>\/T-JD 
U5>V KlNJvAi^\rOLil_yALLLilJr Vrir 

LQPLARVLSPSLPG/DQQGWPA 
APSVGPTKPTPTRNSSWPPSAA 
HSPGSCSCLSLHTSLESCRCPS1N 
TSLHKHA 














RYKDSPRPHQTQEPSWLHLVDP 
APRLQVELPASPALCARIPQPLG 
G\HGTGRRGQGAALVGEARAG 
LPSLPSFFFSFLLSFLSFFLPSFPL 
FFSLFFPFCPVNCGEQCPIGKM 



3796 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29385 


59753 


A 


29562 


327 


890 


VMRJQVLLYYLRFADQGTGFH 
LVLCLRHTAGVQ* S WDS* SGLT 
PEL V/HLDG SH V/L A A SPRG SPG/ 
SPK*MGADQRSSESSPGPQPGG 
PRAEGPHHIQEAPRSA*AQGAG 
AEAARLGAGQASGCQSTRRPA 
GSRREPGVSLDGGHRAVVGIQF 
QAPSRRAAWGHPLHDAPGRRL 
MSRQLLTPRRRRHRGD 


29386 


59754 


A 


29563 


609 


972 


HPGQWLRKVYWVPQQCRPTG 
AVLDFSPGCSCLPAGQGSGPAA 
RHA*ASHPLHGLLCGPSLPDEH 
HPLLHGAQSQRPPKG *GM RAH 
SAGLAGSSTCSPGAGSTR*SQL 
GS*VW*GRGESLCL 


29387 


59755 


A 


29564 


1 


2715 




29388 


59756 


A 


29565 


3 


644 


KMPASPLPSAMNGSLLRPPQKQ 
KLLHFLYSLQKGISPNAIPPHSP 
HPTTAPVYSSQCERRRRQVISAF 
PT/GD*SLHSN*E*QGGVEGEAP 
AGTWAVRGA*GPAGVPGGRGL 
GGLRTRSSWPALLAPGRQGSGP 
A A RH/GLSLPQPP W A PVQPEPP* 
GAPPPAPRRPVPSATQGLRSAS 
ARRRTGRQLHLQPPCGIHLVKP 
AC.I.ESLVGTWRVFMS 


29389 


59757 


A 


29566 


I 


470 


MGQPLLLVRDSGGLQLWQKV 
KGEPVQQHERRI I PPAREEKVK 

DCDATDDDCrni nrcn iti/ incu C 
KsrAu rr V 5UULL>J>SKrlJS.lr bn t 

QA/SGVQPACRTNHQPRGIWCS 

PSLPDEKCPLLHSAQSHRSPKG* 

GVRAHGVGLAGSSTCSPSAGSN 

G*SQLGS*V*NKGR*IYPRTGRC 














QLPPPSVFPTTPKTELVLGTPGH 

GQPHRGGHESSDSAGGHLP/LR 

ALRSGWDPSPPSSVCATPTSSGL 

SSTPQLPLHQRTSSSTASWSPG 

WGMGSC 



3797 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29391 


59759 


A 


29568 


195 


1899 


gsasgvvrssrwarglagfrs 
eaadlhsecyss*kqcgpkd*a 
earfiaksegtklpqcgrgph*i 
qrfstsppdsgaqlaspsgsr.tr 
aaggaacqswcrap/stpqplg 
grwdwapwsrgwrssgtsgr 
tgahgaggr/pqawraagpqp 
cpagrqlrpetlkqniilsl1qc1 
gaslvptgtaelepspslqlrgt 
tdaaqaikn efarvqkrnlcr 
rgp1cfegdalswffek1nkidr 
rlarr1kkkreknqieaikndk 
gdittdpteiqtt1reyykhlya 
nklenleemdkfldpytlpris 
qeeveslnrpitgseieaiinslp 
tkkspapdgftaefyqrykekl 
ivlevlarairqekeikgiqlgk 
eelklslfaddm1vylenpivsa 
qnllkl1snfskvsgykinvqk 
sqaflysnnrqtesqimselpft 
1askr1kylg1qltrdvk.dlfk.e 

NYKPLLNEVKEDTNKWKMIPC 
SW1GR1NIVKMA1LPK1EKQTWN 
NSQTLQCQPFCESDVCTSTLQIQ 
ERFEVAPLHKKALSSEEITIDKT 
DPSPAIEELTV 


29392 


59760 


A 


29569 


77 


640 




29393 


59761 


A 


29570 


384 


746 


APWSRGWCSSGRLGLHRSPWS 

GWEAQAWRAAGPEPRPAGRQL 

GAMSCKVETGT*DSEQRHRFG 

ESWGHPWAGAQPTGPVLSGIL 

NVLSSFSVLALPRPTGWPRPCS 

AASPSRCPAQSHQH 


29394 


59762 


A 


29571 


189 


545 


GLSCLPAGQGSGPAARHV*ASH 
PLHGLPCGPSLPNEHHPLLHGA 
QSHRPPKG*GMQAHDAGLAGS 
STCSPGAGSTR*SQLGS*VCCTG 
RLVGTQQLRPESG*VSQPSPRL 
WAAAEGSC 


29395 


59763 


A 


29572 


87 


374 


AYSSQLGESRRYSLDQCLAK*! 
CEGRTCIFEEPCNCSSLYVRSNG 
GN HSHSTTTFKYNGSN W1PRW 
QGPSGSTQPSKARRPVAFSQGN 
CAMEKGN 


29396 


59764 


A 


29573 


1 


2453 




29397 


59765 


B 


29574 


182 


1356 




29398 












1 W 1 Muur Lr UClNr L>r OA V LLr o 

LGLSCLPVEQGSGPAARHA*AS 
HPLHGLLCGRSLPDEHRPLLHG 
AQSHRPPKG*GMRAHGAGLAG 
SSTCSPGAGSTRNREN 



3798 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


29399 


59767 


A 


29576 


142 


442 


PKGVGRALAAFPQDRAPGPAA 
RHA*ASHPLHELLCGQSLPDKR 
HPLLQGAQSHRPPKG*GVQAQ 
GTGTGRQLHLQPWCGIHWVKP 
AGLLSSLGPRCFYKL 


29400 


59768 


B 


29577 


1 


2464 




29401 


59769 


A 


29578 


985 


1292 


WIPHRGCRWSCLPVLCRALTFL 
SPWVVDGTGCRGAGGGAHRG 
GSGRTGAHGVGGR/PQAWQAA 
GPEPCPMGRQVRPGEKSSAVPV 
GQPGWGTQYTLRSHWLGC 


29402 


59770 


B 


29579 


1 


2598 




29403 


59771 


A 


29580 


1 


2028 




29404 


59772 


A 


29581 


5917 


6355 


QEAQPEESANDAQGDGPPGGK 
PQPQPEERSSCAQGVGPPGGQQ 
ESQDEERSSDAPEDGPPGGQQK 
PQPEERSSDAPEHDPPGGQQQP 
QPEERSSDAPEHDPPGGQQQPQ 
SEERSNDAPGDGPPGGQQQP*P 
EERSSGAPGHSSPDV 


29405 


59773 


A 


29586 


875 


2090 




29406 


59774 


A 


29587 


228 


505 


MLGRKPNI 1TSASRNTRLR1 ICSR 
ARAQVK.RMRQQRREEREAKAR 
QPGTASGTSGIAERDSGKCSRK 
RGVQKVPG**NTRQSKLRPREQ 
CTTADP 


29407 


59775 


A 


29588 


188 


592 


AAPPRSPSYRMIRKTR*MLGR/E 
AEPHVCQQEHQVEALQHGQGP 
GETDATAAERR/RGRQRRQPGT 
ASGTSGIAERDSGKCSRKRGVQ 
KVPG**NTRQSKLRPREQCTTA 
DP*TLSTFPEGRGTELEPGFDSG 
ASVLMRGCRAALSASSSPVQGP 
GPQEM*ATRNSWGRRQ*GRHC 
KLPVLITGLQGDVVEGVHVGC 
A SQEPL1QNDQEDE VD A WQKA 
EPHVCQQEHQVEALQHGQGPG 
ETDATAAERRAGGKDASLVQH 
LVPAVLLSVTQGSVPEKEEFKX 
S L VNEILG KVN YDQGNN VPQQ 
TLEHCPPFPKGEARSWSLASTP 



3799 



WO 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


rVucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29408 


59776 


A 


29589 


524 


1318 


NGCDSSGEKSGRQRRQPGTASG 
TSGIAERDSGKWSRKKREFKKS 
LVNEILGKVTMYDQGNNVPQQT 
PSHHPNLEHCPPFPKGEAGAGA 
WLRLRGLGSYEGLPGCALCFFF 
PSRVLGLRRCEQQEIAGQQQGR 
DTQHGQQ/RSAEGRGRPG*GPG 
RTGPPAAQLPQSLRTTRRSRPW 
GRRQ*GRGR*PPQGLMRC*RRP 
HHTGWSPQNEKRQPGRSFQQH 
K.SH*RE/RR/RARPVGQQVKAK 
RSQQFDDECGEDVRQEHSSRRD 
RVAVKS 


29409 


59777 


A 


29590 


2 


394 




29410 


59778 


A 


29591 


j5j 


693 


GSLFLVKRREPER/QVQHEELTE 
GEADHSGYAGELGFRAFSGSG 
NRLDGKKESPSPIKPGDIKRGIP 
NHEFKLGK.TPFIRNACPLVKKF 
EEDEAGGRFVAFSGEGQSLSKK 


29411 


59779 


A 


29592 




561 




29412 


59780 


A 


29593 


725 


922 


VFKRVYIPFRSKLSSFFKCFP*W 
TALWEMLYAEEANPFSTIR1LF 
QLEQPALGTSQYK1LCLSST 


29413 


59781 


A 


29594 


2 


704 


WRGGSGSGGWESGRRGFFVAL 
PERSGVCQVVSIMFSFNMFDHP 
IPR VFQNRFSTQY RCFS VSMLA 
GPND\R1MPPSALDQLSRLNITY 
PMLFKLTNKNSDRMTHCGVLE 
FVADEGICYLPHWMMQNLLLE 
EGGLVQVESVNLQVATYSKFQ 
PQSPDFLD1TNPKAVYLFQISGV 
LLDKGECAGECVCRLENALRN 
FACLTTGDVIAINYNEKIYELRV 
METKPDKAVS1IECDMN 


29414 


59782 


A 


29595 


1 


1680 




29415 


59783 


A 


29596 


1 


2220 





3800 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29416 


59784 


A 


29597 


2 


1114 


SGRRGFFVALPERSGVCQVVS1 

MFSFNMFDHPIPRVFQNRFSTQ 

YRCFSVSMLAWPNDRSDVEKG 

GKIIMPPS ALDQLSRLN ITYPML 

FKLTNKNSDRMTHCGVLEFVA 

DEGICYLPHWMMQNLLLAEEG 

GLVQVESVNLQVATYFQELSSC 

YLPHW\LMQNLLL\EEGGL\VQ 

VESVQPFKWATY\SNFQPQSPD 

FLDITNPKAVLENALRNFACLT 

TGDVIA1NYNEKIYELRWMETK 

PAKPVSlH\ECDlVrNVDFDA\PLG 

YKEPERQ VQ\HEESTEGE ADH S 

v a r.PT r.cp APcr:cr:\TT?T r\c*v 
yj i ALifclAjr KAr MjoOIN KLJJLiiv 

KKGVEPSPSP1KPGDIKRGIPNY 

EFKLGK1TFIRNSRPLVKKVEED 

EAGGRFVAFSG EGQSLRKKGR 


29417 


59785 


A 


29598 


15 


569 




29418 


59786 


A 


29599 


30 


525 


YCLHHFFFQVSLLVFAWCSEM 
HGNRQLWEVRTGEMGRRTPGL 
SWTAKSP1GR/RSLRSARVPRTV 
AH SQRA KG SH SL WV L RPQKRR 
CAGKSPPPSRLARSPRCPEPLVA 
LARQPLCVRRAGPEERARAQR 
RPPRVPPLLSQPGRALLLLLLRS 
SFLRSPASGSEQQP 


29419 


59787 


A 


29600 


1121 


1420 




29420 


59788 




29601 


758 


1076 


I PMMD PPT? WTY"""T1T AOITCT I I C 

T OOV PT\.TlV/f A I r;QPTT4T-ir;CCPXlC 
L^^lVc-lNlVJALOoK. 1 rlnuo!)r IN 3 

GSAFCQMACCSSLKPAL*SGRC 
SQP*WLWMSPLSRIFS1SNSTSA 
SSSIGNA1RRRRSRPGP 


29421 


59789 


A 


29602 


632 


835 




29422 


59790 


A 


29603 


428 


1214 


F1AITVLPHWRSPQWYYPYWRG 

PVTA/LVRKVPAVAGERSSLWS 

VVGLIWKPGLGLALQGVGFAV1 

GTFVSLYFASKGWAMAGFTLT 

AFGG AF V VMRVM FG WMPDRF 

GGVKVAIVSLLVETVGLLLLW 

QA PG A WVAL AG AALTG AGCSL 

IFPALGVEVVKRVPSQVRGTAL 

GGYAAFQDIALGVSGPLAGML 

ATTFGYSSVFLAGAISAVLGIIV 

TILSFRRGQETAHQPDQQRAAY 

DLQRSNRRVLPASPASACRCSD 

AHSR 


29423 


59791 


A 


29604 


1 


825 





3801 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


29424 


59792 


A 


29605 


242 


945 


NGC1VRGKTSGSTFICVAMSVA 
ASTVRR*CWLPGRKAAAWRTC 
WAPMT*AVMC/WSRLMYGAR 
LSLLVGCLVVVLSLIMGV1LGLI 
AGYFGGLVDNIIMRVVDIMLAL 
PSLLLALVLVAIFGPS1GNAALA 
LTFAGLPHYVRLTRAAVLNCL 
APLIVQASLGFSNAILDMAALG 
FLGMGAQPPTPEWGTMLSDVL 
QFAQSAWWVVTFPGLAILLTV 
LAFNLMGDGLRDALDPKLKQ 


29425 


5979j 


A 


29606 




243 3 






59794 




29607 


i 


1j>83 




29427 


59795 


- — 
A 


29608 1 


i 1 


218 




29428 


59796 


A 


29609 


1055 


1873 






_9_97 




29610 




82j_ 




29430 


59798 


— 
A 


29611 




IP 


! ,6j 


















29432 


59800 


A 


29613 


1800 


2031 




29433 


59801 


A 


29614 


2 


848 




29434 


59802 


A 


29615 


886 


949 




29435 


59803 


A 


29616 


123 


315 
















HLCSYGRVYAADPYHHALAPA 
PTYGVGAMNAFAPLTDAKTRS 
HADDVGLVLSSLQAS1YRGGY 
NRFAPY*MTKP*KPSNVGRKEA 
FRGLS1A1HAVVHHFSNS 


29437 


59805 


A 


29618 


1 


305 


AAAYRGAHLRGRGRTVYNTFR 
AAAPPPPIPAYGGVVYQDGFYG 
AD1YGWMLHTATPSLPLPLPLP 
TVTVTDEFMTFSPLSPLTCSSPH 
LRRWCHECFCTFD 


29438 


59806 


A 


29619 


1 j 


2115 




29439 


59807 


A 


29620 


1 


273 


FFSRVVPP\DSYQAQA/MVDIVT 
ALGWNYVLTLASEGNYGESGV 
EAFTQISREIGYPSLFGIQGCLHE 
CFAILCQVVYQFLLLMQLSDAQ 
TVY 


29440 


59808 


A 


29621 


1 


405 




29441 


59809 


A 


29622 


1 


582 





3802 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 


29442 


59810 


A 


29623 




3429 


MAAGGGSGGAGRRPIAAAGGS 
ICYSHGRDLAPARPAQPPQPRD 
QPQVRPLCSPHAAAAAAAAAL 
TWSCGPPAGFLTAPSAGSRVRL 
AARQQKAAPRKASAEPRDKKP 
LAPKLPQNALLVGKGESPRF1PL 
SVFFSKTFQRTARILKRSASDRL 
PWVTSRTCPGGIRTCPAEMTRY 
LRFANLTGG1SEVSGFRDESGIN 
FGS WI A IPP VEKM VCEGKRSA S 
CPCFFLLTAKFYWILTMMQRTH 
SQEYAHSIRVDGD 


— — 


—-j 


— 


29624 





2740 




29444 


59irn> — 


— 


29621 


1 


7<fu 




29445 


59813 


A 


29626 


88 


540 




29446 


59814 


A 


29627 


2 


577 






HIyI — 




mi — 



















7679" 






59817 


— 


§96^0 


674 


867 


LDGDG1ESINSLGQYGHFHD1DS 
SYP*AWNENVLPFVC1LFYFVE 
QWFVALLEDVLHVPCKLDS 







|— 





— — 


746 


— — 








— 


796T> 





2271 




294 ^ 2 


59820 


— 


29631 


— 


247 


KTSAAHEKPKWRKE\RNARG* 
KRKRRKMLQ RSQVNR 


29453 


59821 


A 


29634 


335 


556 




29454 


59822 


A 


29635 


1 


586 




29455 


59823 


A 


29636 


908 


1260 




29456 


59824 


A 


29637 


222 


1686 


ICRTCEVACAVSHHENQDCAA 

LSPDEF1SPVCWLARLVRWRCF 

FAQKAR*SPAKYGILGELTTGS 

KLVKANGLMEASTIAAILLGSV 

AGGVLAYWHVLVAWPHAHWP 

TVSRQQQQLMASTLPFTSPLAQ 

IFPWRAITQRTMRMPFVIDARD 

ALLQGVFAAVNPSAHLNDSRH 

RRINKNVIEPGISCQRPQHLDRI 

AHPFGIH1HQLNAFTGRQFHRQ 

QLLYLRQTFVVDIDHHHPRRLY 

AAVNGV1DSANAHRTCTRQQC 

NIAARFDAHAML1NILRGVIIGM 

ISTNNAAHRLCQRRRSKIRSRDT 

GNTQPKLMQI 



3803 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


29457 


59825 


A 


29638 


59 


600 


KWSRSEAGIDELCS/RNRVIIDH 
CWTTAVACHQCEDAPCANVCP 
VDAISREHGHIFVEQTRCIGCKS 
CMLACPFGAMEVVSSRKKARA 
IKCDLCWHRETGPACVEACPTK 
ALQCMDVEKVQRHRPRLNFLR 
LWYVVHAHTLMRMRPRFIQPW 
EEVVPRHHQHAACFQALIELLG 
RNGQILKP 


29458 


59826 


A 


29639 


391 


812 


HSALCSCRMRRERL1 RPTKTCK 

FNRLQRLCRPDKRSASGNFAVV 

IRLERVSLLAPFFYGVLLLKCL 

MPKRQCNEADHHQTHTCAGQ 

KKMATHPLPGENKFIIGEDREY 

RWALMFPNENAPVCWVGHVR 

*KSPLHQHIDRA 


29459 


59827 


A 


29640 


589 


1075 




29460 


59828 


A 


29641 




435 




29461 


59829 


A 


29642 


9 


661 




29462 


59830 


A 


29644 


403 


567 




29463 


59831 


A 


29645 


404 


706 




29464 


59832 


A 


29646 


114 


851 


CDHRNIVIRSAEN1SANFSHTGS 

V*GWMFTVP*SPSGRVVF*FCH 

L*ATCGN*LN*THSLSQGQRAF 

CILGFLPWHSRRIRSHVGLENEC 

KVLLSGRSSQQMGEP*GR*FSP* 

VGPLGGRALLQLPQPNSV/YVL 

PVSGLLVPAGE/CPLNV*PLVCS 

SANVLLSTSSCFCLCLARVSGF 

YRHRMGA/SGGFL/M*V*RKGS 

SFNFLHMA\ASSWDSYSGHHFF 

*AGADYFFASSVSSLPLVLLHSL 

HSFF 


29465 


59833 


A 


29647 


1 


1422 




29466 


59834 


A 


29648 


1 


768 




29467 


59835 


A 


29649 


1 


885 





3804 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29468 


59836 


A 


29650 


1 


1253 


MVSVTALKAAFLELFIPPSGLV 
VSLASGVKLQTFAVSVTAHKG 
SVDPKSDQHGLVVSLASGVKL 
QTFARRAEFPASQQQREVPRHD 
GGNHADRFTHDHRQLMATGG 
RHFAIHFVDRFGVPANGARRAG 
NIITQTVTNRFAGVESFQQCQLF 
GIYAVCERQGAEIPGPYARLFL 
ATFFIYTSSFKPPLPWLRSLPRN 
TTPAVVRTAKGQVTAKYVIVA 
GNAYLGDKVEPELAKRSMPCG 
TQVITTERLSEDLARSL1PKNYC 
VEDCNYLLDYYRLTADNRLLY 
GGGVVYGARDPDDVERLVVPK 
LLKTFPQLKGVK1DYRWTGNL 
QLTLSRMPQFG RQDTNI YYMQ 
GYSGHGVTGGSSRVGLMAGSQ 
ISRVSV/CINP*YHRFNLHWRYV 
ADA1SADGAFRTVSGGGGRRSG 


29469 


59837 


A 


29651 




354 


1FSRTD1SLYQHTAEQKHPYCW 
YPYPADSAD1\SVNKHRRNATQ 
LHVSCSFFLLSDQRFHHEAVPR 
RVVLFTFNTCVDKYIAD1RSRT 
NGLGFLYAFKQRNSHFVFNAQ 
RHRHSACLR 


29470 


59838 


A 


29652 


1164 


1273 




29471 


59839 


A 


29653 


1 


1161 


MKNKLPPFIE1YRALIATPSISAT 

EEALDQSNADLITLLADWFKDL 

GFNVEVQPVPGTRNKFNMLAT 

RRHEGRY1TCMQPLP1IAEQEQE 

PEMTVRYY1SSADLTAEKFATA 

IRNHWHVENKLHWRLDVVMN 

EDDCK1RRGNAAELFSGIRHIAI 

NI LTNDKVFKAGLRQG WEDIED 

FG ETH LDFLKQ YGDFENG I PVH 

DTIARVVSCISPAKFHECFINW 

MRDCHSSDDKDVIAIDGKTLRH 

SYDKST/RRRGAIHWNNAFSTM 

HSLVIGQIKTDEKSNEITAIPELL 

NMLDIKGKIITTDAMGCQKDIA 

EKIQKQGGDYLFAVKGTQGRL 

NKAFEEKFPLKELNNPEHDSYA 

ISEKSHGREEIRLHIVCDVPDELI 

DFTFEWKGLM 


29472 


59840 


A 


29654 


2 


1587 




29473 


59841 


A 


29655 


236 


666 




29474 


59842 


A 


29656 


1 


1953 




29475 


59843 


A 


29657 


2202 


2333 





3805 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


29476 


59844 


A 


29658 


1 




1126 


MHEVTLEDPSSAQILITVITGHG 
EIITLKRSSRRQNDIRMYCRRRP 
EAFRDHHQLRFLPGTDQAIGI L 
MMSKVGTARPPDKTNIREMSV 
HTVVLICATRVFQCFNNAGNR 
DF1HRIAATRQAALHGREHRRT 
PRGVTTIGKMVRKTKTAAGWE 
HESGFYLDGVVKLNRFKSNVA 
GKMSSGGAANGSYHSNGLGGH 
IETGMRFTDGN WNLTPYASLTG 
FTADNPEYHLSNGMKSKSVDT 
RSIYRELGATLSYNMRLGNGM 
EVEPWLKAAVRKEFVDDNRVK 
VNSDGNFVNYLSGRRGIYQAG 
KDLDRFKNLVLVHAARYAADL 
SYLPLMQELEKRYEGKLR1QTV 
VSRETAAGSLTG\GYRH*LKVG 
NWKARLACR 


2947? 


59845 


— 
— 


29659 


- 


— 




29478 — 


59846 




29660 




759 


YKELNLADSSLSEEALIQAMVD 
IPKLMKRPKVVANGKAR1GRPP 
EQVUEIVG 






^ — 




j60 


qsj! 






"5555 




2ggg2 








29481 — 


59849 


- — 


— — 


— 


446 


1CRQYPSPDDR1ASGAGGGDHQ 
QYGAGLRQTFCLCQRLSARTC* 
RLSASVCAT 


294g2 


59850 


- — ■ 


29664 ' 


-j 


1601 




29483 


59851 


A 


29665 


1 


2568 




29484 


59852 


A 


29666 


1 16 


283 




29485 


59853 


A 


29667 


207 


1270 




29486 


59854 


A 


29668 


114 


503 




29487 


59855 


A 


29669 


1124 


1216 


LSGKMVM*S1KATCQRVPLKYF 
FTFECYML 
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SEQID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29488 


59856 


A 


29670 


1 


1167 


MPWLSTGAAALITALAVVELN 

DDDDHHHRNNSPLPPTPPDDES 

DDTPVPPTPGGDEIIPDDPDDTP 

TPPKPVSFNNDVILDKTEKTLT1 

RDSVFTYTENADGTISLQDSNG 

RKATINLWQIDEANNTVALEG 

GNTSACRQALKIPKGSSDYTVT 

WKGGHFTFYRRWRCKVHKVV 

FEGSPPVTICRYVLNRKNSWHV 

AH 1 FRRHAKPEEQ/CSHLFPYPF 

HAHDLDEVLNDPDVKLVVVCT 

HADSHFEYAKRALEAGKNVLV 

EKPFTPTLAQAKELFALAKSKG 

LTVTPYQNRRFDSCFLTAKKAI 

ESGKLGEIVEVESHFDYYRPVA 

pwpr:i pnnr. a Trvr:T nAi PTMr\ 
c 1 N.rULr t^JJOAr Y ULuALr I IN l^J 

nfiFFii'Qc;! t cmc a r\c?ccc v a r;p c 
PHNL VKKRGG 1 V Al S AF AG 


29489 


59857 


A 


29671 


285 


431 




29490 


59858 


A 


29672 


112 


314 




29491 


59859 


A 


29673 




1191 




29492 


59860 


A 


29674 


282 


660 


GPSSSEPSWAVAPGKAGDPHHS 
AEWARNSTPSKDQA*RRPHT\IC 
vTAvnnvvi t vnncpxi a ca 

V 1 A i l^u\ V LL VO^or IN AtLoA 

RAKQIAMGVDGANEVYNEIRQ 

vjt s< ;rlUi>tJCAoJNL' 1 Wl 1 1 rvVKov 
L,L, J JUL V IvooIN V IS. V 1 1 CfN 




— — 


— 


— 


— 


4521 







— 




- — 


— — 

7 — — 


— 


— 








— 




— 


W- 




29496 


59864 


— 


29678 


- 


222~9 




29497 


59865 


A 


29679 


2 


235 




29498 


59866 


A 


29680 


279 


1275 




29499 


59867 


A 


29681 


692 


1052 






i^H — 






— 


^ 










29681 






TLRFGANSVLKPEIKRGFEYSD 
CWVDDARJLVLANAQMVVRKG 
GEVLTRTRATSARRENG\GKKY 
SWQARGLESLSQPVERLSP 


29502 


59870 


A 


29684 


1 


1941 




29503 


59871 


B 


29685 


1 


4107 




29504 


59872 


A 


29686 


840 


1006 


CHESHRQTDGGAVFRVYPGGG 
PRRECWFGSSLDEATPGWLLQ/ 
LYERDRH*PASTG 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29505 


59873 


A 


29687 


1475 


2280 


NAPGIKTSWRTLRKRLLLLSRK 
TRMP/GFTNPRYGAGAATNPDP 
EVFSWAATQVVTAMEATHKLG 
GENYVLWGGREGYETLLNTDL 
RQEREQLGRFMQMVVEHKHKI 
GFQGTLLIEPKPQEPTKHQYDY 
DAATVYGFLKQFGLEKEIKLNI 
EANHATLAGHSFHHE1ATAIAL 
GLFGSVDAN RGDAQLG WDTD 

OPPMQVP'P'MAI VA/IVFTT VAnP.P 
l^rrTNo VcJbJNAL. V1V1 Y nlLJVAUUr 

1 1 UULlNi JJAK VKKyo 1 JJK Y JJL 

FYGHIGAMDTMALALNIAARM 
1EDWQLDKRJVQR 


29506 


59874 


C 


29688 


1 


2130 


















29508 


59876 


A 


29690 


22 


219 


RIFPTMCSMPTP1KQPRRW*VR 
KSVRTQXALSAADVRAKLFTLK 
VQDPK1DRANPTMVNMRWMM 
SA 














MCASAP* WCELPAGVVRPPAST 
TADYFPLFTLVHGGCAHGRF 


29510 


59878 


B 


29692 


1 


441 




295 1 1 


59879 


A 


29693 


1 


1422 




29512 


59880 


A 


29694 


1 


2856 




29513 


59881 


A 


29695 


2 


367 


QKAGAVQVLLSLWSSLSAAAA 

ITEQGLSNTA1FSIRHTMAFLHS 
GSLDRPSALHSGTILSGKITSDIC 
CPHF*SPGRPCSKQHWAEMLV 
HHVCLPCRCT 


29514 


59882 


A 


29696 


735 


956 


SRLLGE1TSPAI1FSPTLHSPAAH 

ti\J Y KI'vAi^rlUivr rAKoKUrrALA 

PG WRS ARRER* SSPARAA ARW 
CRKFAG 


29515 


59883 


A 


29697 


217 


378 


ADGTGRRALGG*ATGPAGRWE 
SYSFTDSV 


29516 


59884 


A 


29698 


279 


732 


PPGATLPTVARGTPQMGKEGSS 
PAKSLAPPLCEQMGQEDGHWG 

a r.wr.i ahvi i i at r\m t r\ a r^r\ 
Au WULAy V J^LiALiJULJ-<]JA*s<J( s ^ 

nuuLrLUr AUK. W oKl ror 1 KLo 

CPHSAPRGPLAIFSSTCIPGNQR 
KLGTAPHTFGQPAWR*ACRCRS 
GRGPP*RSSLWRCTEEGAVH 


29517 


59885 


A 


29699 


353 


2776 




29518 


59886 


A 


29700 


158 


605 


PERSGLQEAGGGSRGWGKRSL 
PPAETAGLSGYMCFRAWLSLSR 
WDSEDGHWGAGWGLAQVLLI 
ALGWSS*CASNGWLSHWFQPG 
R\*SRIPFTDSV*LVHILLPVGPL 
AIFFINLAFPGIRESWEQLLILLE 
KPVGLEACPCKSGKGRP 
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SEQ1D 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
deletion, \=possible nucleotide insertion) 


29519 


59887 


A 


29701 


1 


753 


MLALDQREAMRMIFPAVAGAP 

APALSPYAS/AR1LVDQQFCYRQ 

VVEQNAIAKSCAMIVAADEF1P 

GNG1PVDSVV1DRKINPLQIKQD 

GGKALKLLVLWRSDEDAQQRL 

DMVKEFNELCHSHGLVSIIEPV 

VRPPRRGDKFDREQAIIDAAKE 

LGDSGADLYKVEMPLYGKGPQ 

QELLCASQRLNDH1NMPWVILS 

SGVDEKLFPRAVRVAMTAGAS 

GFLAGRAVWASVVGLPDNELM 

LRDVCAPKSGEPIL 


29520 


59888 


A 


29702 


294 


479 


K1HFGFFCHCAESGSLDGRHFA 
PGV*RSEQHESGSGAVSGTGY 
WCSRDYRSREIDGLYRNW 


29521 


59889 


A 


29703 


1446 


2103 


1HTDHRPGEIAATTLANRAALS 
GAALRRRRRQNQT1AVGWRLA 
GTAHACN1ISIRGYGSDEDA/Q/ 
QRLDMVKEFNELCHSHGLVSII 
EPVVRPPRRGDKFDREQA11DA 
AKELGDSGADLYKVEMPLYGK 
GPQQELLCASQRLNDHINMPW 
V1LSSGVDEK.LFPRAVRVAMTA 
GASGFLAGRAVWASVVGLPDN 
ELMLRDVCAPKLQQLGDIVDE 
MMAKRR 


29522 


59890 


A 


29704 


370 


1080 




29523 


59891 


A 


29705 


547 


928 


RLTK VEM PF YG KGPQQ\ELLC A 

SQGLNDH 1NMPWV1LSSGVDEK 

LFPRAVRVAMTAGASGFLAGR 

AVWASVVGLPDNELMLRDVC 

APKLQQLGD1VDEMMAKRRFIP 

LLRRWVDLALTRWLITVSKP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29524 


59892 


A 


29706 


1 


550 


MESGVATRPIADFDVYIDKLTE 

FVYKTNLFMKPIFSQARKAPKR 

VVLPEGEEARVLHATQELVTLG 

LAKPILIGRPNVIEMRIQKLGLQI 

KAGVDFEIVNNESDPRFKEYWT 

EYFQIMKRRGVTQEQAQRALIS 

NPTVIGAIMVQRGEADAMICGT 

VGDYHEHFSVVKNVFGYRDGV 

HTAGAMNALLLPSGNTF1ADTY 

VNDEPDAEELAE1TLMAAETVR 

RFGIEPRVALLSHSNFGSSDCPS 

SSKMRQALEL VRERAPELMI DG 

EMHGDAALVEAIRNDRMPDSS 

LKGSANILVMPNMEAARISYNL 

LRVSSSEGVTVGPVLMGVAKP 

VHVLTPIASVRRJVNMVALAVL 

FVNADETTVVNFHACFACVEV 

FTVRHTTORYQHGVVTLRFSG 

CFFAFHRHrNAVFFRFNIQAVFV 

ALRPEVIA1MHKLREQGHRVVV 

LSNTNRLHTTFWPEEYPEIRDA 

ADHIYLSQDLGMRKPEARIYQH 

VLQAEGFSPSDTVFFDDNADNI 

EGANQLGITSILVKDKTTIPDYF 

AKDKARHRTRPLWAWLKLLW 

QRIDEDNMTTLAGNLAYVSLLS 

LVPLVAVVFALFAAFPMFSDVS 

IQLRHFIFANFLPATGDVIQRYIE 

QFVANSNKMTAVGAGQSGDQF 

LFALFNCQCFDADELKRIKNEL 

EPKMGMELNLVQLIAYTDWNE 

TQQK.QPDGSWVNYNYDWMFK 


29525 


59893 


A 


29707 


898 


1163 




29526 


59894 


A 


29708 


81 

— 


454 


NRLLAGRJSSGTGDHFSGAAGI 
DSSLRPVW*T*TLRDQMSGGQS 
AKQPGRFAQWFYP*RLPETG*V 
PE*CL**CELIRAN/DHFLVSILPL 
RSPC VPLHLSTTPLRLAM DLTG 
LSGFPIPLSQSA 




59891 


— 
— 


29709 




2973 




29528 


59896 




29710 


1 


2218 




29529 


59897 


A 


29711 


68 


432 




29530 


59898 


A 


29712 


740 


859 




29531 


59899 


C 


29713 


! 


3126 




29532 


59900 


A 


29714 


642 


825 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Me( 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29533 


59901 


A 


29715 


107 


1315 


KCADLPVRGLRHCWRRREDPS 
GADRSFSALIHSGRAAFWPCR* 
QGALMSEDIFDAIIVGAGLAGS 
VAALVLAREGAQVLV1ERGNS 
AGAKNVTGGRLYAHSLEHIIPG 
FADSAPVERLITHEKLAFMTEK 
SAMTMDYCNGDETSPSQRSYS 
VLRSKFDAWLMEQAEEAGAQL 
1TGIRVDNLVQRDGK.VVGVEA 
DGDVIEAKTVILADGVNS1LAE 
KLGMAKRVKPTDVAVGVKELI 
ELPKSVIEDRFQLQGNQGAACL 
FAGSPTDGLMGGGFLYTNENT 
LSLGLVCGLHHLHDAKKSVPQ 

IVll^fclJrJvl^rl.r A V ArLlAOOIvL. V 

EYSAHVVPEAGINMLPELVQIP 

r'THPXT A IXT A \/V A \/"M A A DlVyl ATVyfP 
L- 1 t, K IN A 1 IN A V JvA V JN A A KIVI A M K 

RTSAPRVSLDKV1ETMYETGKD 
MNDKYRETSRGGLA1KV 


29534 


59902 


A 


29716 


3 


264 




29535 


59903 


B 


29717 


85 


737 




29536 


59904 


A 


29718 


171 


820 


LGVCAMTNSQCG/CDEYRSKN 
GYEGARKALTGLSPDEIVNQVK 
DAGLKGRGGAGFSTGLKWSLM 
PKDESMNIRYLLCNADEMEPGT 
YKDRLLMEQLPHLLVEGMLISA 

F A T V A VI? r.VIFI Dr.PVTC A A \/~M 

r ALISj^ I KU I lrLixOt, YltAA V IN 
LKJvAl AL.A 1 CAOLLUKINiJVlO J Kj 

FDFELFVHTGAGRYICGEETALI 
NSLEGRRANPRSKPPFPATSGA 
WGKPTC VNN VETLCN V PAIL 




|^ 




^P^j 
















1 


605 




29539 


59907 


A 


29721 


285 


449 


TPAARDAQLSGGRGWY*CSAG 
NGLMQHRSQSGDWRAGRPFTE 
GW*PTPDWQIEA 


29540 


59908 


A 


29722 


411 


557 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29541 


59909 


A 


29723 


1244 


3261 


KTINRTSLWYWTLHDHWSVTG 

RCAFTDVTKVEDHHEPQTQTR 

GLVMTTS*ATT*KLTVSLTTAC 

VMNWV*MQVIPSPTAKIRL*LR 

TSNWLTSTTTLTT/NNDVNGDSI 

DNGTEGSAVRVGLGTQFSFTK 

NFSAYTDANYLGGGDVDQDW 

SANDLTGITAKDAQMLSVVKP 

LQEFELFVLAALESRGTLADILK 

AAGATTAN1TQA1EQMRGGESV 

NDQGAEDQRQALKKYT1DLTE 

RAEQGKLDPVIGRDEEIRRTIQV 

LQRRTKNNPVLIGEPGVGKTAI 

VEGLAQRIINGEVPEGLKGRRV 

LALDMGALVAGAKYRGEFEER 

LKGVLNDLAKQEGNVILFIDEL 

HTMVGAGKADGAIDAGNMLK 

PALARGEWHCVGATTLDDIAS 

TVKRCWTSHQHQTKNRTRRTT 

TRNIRFPNQM1EQ1N1ALEQKGS 

GNFSAWVIEACRRRLTTGGPHV 

MYVLHHADKPNLYHGLPENPE 

ISETVKFWKG1WKPLAAVGFAA 

TFAASIFHYERVIFLTGQVEDH 

MANL1VAQMLFLEAENPEKDIY 

LY1NSPGGV1TAGMSIYDTMQFI 

^PHvcTiPMnn a a QMr: a ft i t 

Ki L/ V ^> I I^lVlUV^AA.L>iVlVJ/Vr i^Li 1 

AGAKGKRFCLPNSRVMIHQPL 
GGYQGQATDIEIHAREILKVKG 
RMNELMALHTGQSLEQ1ERDTE 
RDRFLSAPEAVEYGLVDSILTH 


29542 


59910 


A 


29724 


1487 


1821 


QYRPESVLEDPRRSDHHRRTDS 
FRETSF1VQS1VCRVSLSRAILQS 
KRL*EPGEFPPPDPSSPEQRWPV 
C YPPK* SDR*PE YPHSPPGRQES 
QSRYLPAFRHRYSYQTTAY 


29543 


59911 


A 


29725 


4063 


6544 




29544 


59912 


A 


29726 


174 


556 




29545 


59913 


A 


29727 


1 


1926 




29546 


59914 


A 


29728 


1 


1443 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29547 


59915 


A 


29729 


1 


817 


MAFNEPLMLEPAYARVFFCAL 
AGQLGITRLTDTVSGITLDAGQ1 
AEPLALFGEDDDMDPRPSRSYQ 
VANGIAVLPVSGTLVSKTRALQ 
PYSGMTGYNGIIARLQQAISDP 
GVDG1LLDMDTPGGMVSGAFD 
CADIIARMRDIKPIWALANDMN 
CSAGQLIASSASRRLVTQTART 
GSIGVMMAHSNYGAALKTNGV 
EVTLIYSGDRKV\DGNPYEKLP\ 
KDVRADFQTRIDATR\SAYTGM 
SVQDV/LDTEAAVFSGQESWDN 
GLAE* L VHTDWL 


29548 


59916 


A 


29730 


68 


98 


















29550 


59918 


A 


29732 




2360 




29551 


59919 


A 


29733 


5 


194 


RGADAGERLNMLTVAEGVETP 
EQRDGAGRFCSLAKETVTPQW 
*GVLTSLIIHSEACRIAANDE 


29552 


59920 


A 


297j4 


3 


290 


wpnr.ipi t i nvQi vpqrvi i ir 

WrvllOJrijLi^Ll I iLVLiKV LLAL 

FWPGSDFWPRSRRKTSHLTVEA 

PPV/VVIPVCU/P'MPfW APT? A 14 

QNRPSRNPVSRPPNTQRVARRK. 
HYALADGY 




— — 






— — 


— 


— 

— 








— 


^yF7 

J * 


T~ 









59923 


— - 







97 




29556 


59924 


— 


29738 


— 


935 




29557 


59925 


A 


29739 




1056 




29558 


59926 


A 


29740 


1193 


1405 




29559 


59927 


A 


29741 


1 


2718 




29560 


59928 


A 


29742 


3 


357 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29561 


59929 


A 


29743 


3 


1307 


KYGFVHYTLHTLGGTARALVA 

TDYRPLTKLSLDNGFQTVDHLQ 

ISQCPYIPPYNFPTDTSPGTPGLL 

QPPEGHAYDAYWRCVRAVRG 

QRVSALHGPPVHLRSVYPSASA 

*/WFAPRNPLGVWRSGYRIAPG 

YGSGVRSWVQPGGFARYKYDQ 

TGN ASTVKCD YYRMA AFGH H 

AYRMQALTCSMTACPCTTRQE 

TSSAWGSVSSMGDSRPPQEILG 

QPLLG RRIK YNCTG 1G P WDG KG 

DESGASRPRKQQASGWLWACP 

R1FLVIPHSSHPAARRTNGSVGG 

SNRNRFVIITGPGPQLAPKGLW 

QWPIGQDPVTEIATLIGTH DLIM 

FDC1GSVSAPT1QPLEKLLS1VRY 

PAQVGLFFATRRCQAGATGKQ 

SQQRNPVLFIFYQRGISVFTSAF 

APVAVTAPPRQSRRQFPRLSPL 

DA HQR M G D V STQAVKEARTC 



3814 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, y=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29562 


59930 


A 


29744 




2352 


MLPDSS V RLNK Y 1 SESGICSRRE 

ADRYIEQGNVFLNGKRATIGDQ 

VKPGDVVK.VNGQLIEPREAEDL 

VL1ALNKPVGIVSTTEDGERDNI 

VDFVNHSKRVFPIGRLDK.DSQG 

L 1 FLTN HGDLVNKILR AGNDHE 

KEYLVTVDKPITEEFIRGMSAG 

VPILGTVTKKCKVKKEAPFVFR 

ITLVQGLNRQIRRMCEHFGYEV 

KKLERTRIMNVSLSGIPLGEWR 

DLTDDELIDLFKLIENSSSEVKP 

KRRPNRKQRASNVQSLRWKKR 

RKKAVARRPTQSSDDAIRGQQP 

DGVDCRDCRAGERQRQQTDSA 

MMELMVVHPHIFWLSLGGLLL 

AAEMLGGNGYLLWSGVAAVIT 

GLVVWLVPLGWEWQGVMFAI 

LTLLAAWLWWKWLSRRVREQ 

KHSDSHLNQRGQQLIGRRFVLE 

SPLVNGRGHMRVGDSSWPVSA 

SEDLGAG1RQCQQLVAHGLQLL 

NVSFDLRHLFQRGRLEFGCALR 

LLTDSQSRLSRKPRGWRGLYG 

YSPPCGDIVRYHHHDLSVATLH 

VHINHDDCLEIAVLKGDMGDV 

QHFADDVIAQRGFFFAFSYEDT 

VIKIIEKDFTMSGKPAARQGDM 

TQYGGSIVQGSAGVRIGAPTGV 

ACSVCPGGVTSGHPVNPLLGA 

KVLPGETDIALPGPLPF1LSRTYS 

SYRTKTPAPVGSLGPGWKMPA 

DIRLQLRDNTLILSDNGGRSLYF 


29563 


59931 


A 


29745 


1 


3075 




29564 


59932 


A 


29746 


755 






29565 


59933 


A 


29747 


397 


576 




29566 


59934 


A 


29748 


1014 


1266 




29567 


59935 


A 


29749 


416 




TPGLTKTPCPWEKVTLFSLQWS 
A Y RQ ANTSGLRHS A SSLLPL AC 
RY * R* WRWQKL A A VLT A S ARQ 
SVKSLAYCWQRFVTWRWGRFS 
LRRVQLPFPLKWGLRR 


29568 


59936 


A 


29750 


230 


1829 




29569 


59937 


A 


29751 


1 


474 




29570 


59938 


A 


29752 


137 


586 


KTKTNIKL*AAPITRMVMVRHA 
\PHSGSVKK*SD1TMSFATISV1G 
LGYIGLPTAAAFASRQKQVIGV 
DINQHAVDTINRGEIHIVEPDLA 
SVVKTAVEGGFLRASTTPVEAD 
AWL1AVPTPFKGDHEPDMTYV 
ESAARSIAPVLKKGAL 


29571 


59939 


A 


29753 


2 


557 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29g72 


59940 


— 


29754 




63 

— 


— 


RGRSNSGSTSSVTSPVYT**PTA 




59941 




— 




- 




— 


2957 ^ 


59942 




29756 




992 




29575 


59943 


A 


29757 


1 


393 




29576 


59944 


A 


29758 


1 


3753 




29577 


59945 


A 


29759 


1 


1098 




29578 


59946 


A 


29760 


320 


703 




29579 


59947 


A 


29761 


2 


673 


AAFLRECKDPQTMVPKAINSVI 
WRIGLFYVGSVVLLVMLLP\WS 
AYQAGQSPFVTFFSKLGVPYIG 
SIMN1VVLTAALSSLNSGLYCT 
GRILRSMAMGGSAPSFMAK.MS 
RQH VP Y A G I L ATL V V Y V VG VF 
LNYLVPSRVFEIVLNFASLGI1AS 

WAr 11 V L^JVIKLKJV/^lKfcUIVAAlJ 

A 14 FTP VU ATP] RWVX/1I H1VVI XI 
A Mr 1 r i rlY\ 1 r LlsJN VlvlLrll i VJLJN 

n vqp FCx/ir^TMrii a rip^MPF at 
LCGA 


29580 


59948 


B 


29762 


51 


623 




29581 


59949 


A 


29763 


1184 


2406 


















29583 


59951 


A 


29765 


444 


699 


CWPGKMSWGGFPLFLLIG1VSE 
GIVPAPPCTSGRIQL*IRLVLDFF 
WLVGY*LLPQFQSLLLVYSGIQ 
LLPGLVLGGCMCRGIYA 


29584 


59952 


A 


29766 


3073 


3621 


G VDNWRI [PI I S ARLQR* AGSFFS 
FLGETGSLSCGLSLSFKSCCEAK 
NCSGSRGSSP/G*1PGVQEWNQI 
FSRF/HGVGLASLRKQRAPGDQ 
SPTGLLGE* AHGEI PVGNGRSG 

IV 1 lv/\/ KuurKuLE V 5 WoLiiDij Iri 

SRG*ASLTSSHNSCHIRRGHGPQ 
KRSGDMTHASAGFPAEVILAAP 
RRSCPL 


29585 


gppg^ 






362 















■j— 


TifJT 






59955 


— 


29770 




— 


Y DQAELDQLIHGSSSN/EQDPR/ 
RLPKGLTPQTLR/TLCQWIDAH 
QDYEFSTDG 


29588 


59956 


A 


29771 


1 


1827 




29589 


59957 


A 


29772 


419 


1295 




'i 9590 







l^TTi 





^ 




5 












SPAASLYVTGSDLCTARMGGL 
VTRTGGLSRRAAYPLCHPPSGS 
RPSATSRASVDSG*TCGELGDA 
GTRAN 


29592 


59960 


A 


29775 


345 


652 




29593 


59961 


A 


29776 


596 


2297 




29594 


59962 


A 


29777 


184 


283 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29595 


59963 


B 


29778 


16 


1058 




29596 


59964 


A 


29779 


715 


1234 


FTWIGFYANRHFHCPVTTNDFP 
HFMKWRAAAHGGENIAFKLAN 
LPFFGDIRESHYQVVINRADRG 
FNPDFFTGARQQQKFVLIAGGF 
P*QLL*TNAVIGREFRNVQECIG 
LHTAGFANAVTKHF/W*M/PRL 
HCTIWRSGSRT1TGRSRWSTA1I 
NCRVCSFCAISTLASRTSAR 


29597 


59965 


A 


29780 


9j8 


1250 


PGRVSGKADGSV/LAGNGLLPG 
FFCPLRLRGKYQPEV/IAST1RRR 
YQLLFLAVASHQATAAGCGVN 
ALSDLRLCSVCRPDKTHSVASG 
NGCRMRALPSSPFSV1L 


29598 


59966 


A 


29781 




1389 




29599 


59967 


A 


29782 


3059 


3537 


SEGKTANLFNKAITCSGAGECT 

RPWASDIKAQCAGGISRFATGN 

GFKRLCDTLRYLQAIENGLKN 

WRLIHIATVRRCPFPT/LSPATID 

AINVIGQWLAQDDFSGEVPYQ 

ADCVILAGNAVMPT1DAACKIA 

RDQQILAEGDFGLRCEIRDWCA 

NFVSDIR 


29600 


59968 


A 


29783 


97 


610 


RCQTRQNAEYRVNAVLVHHFH 
AITHIRQQSQITRYIKLLRHRRH 
TQRRFTACRLRVDAPFPGNHQC 
CALHCLRKIDRIQHNFNARFNIR 
IEKYRRRNTHTARSAA/DPPSGR 
H*FQFAVVKHGRNFAAPVQVL 
RPSPALPLFAGQTPPPRRVPLPA 
GYQRHMLLQYDQATVN 


29601 


59969 


A 


29784 


269 


753 


YRTPTLQLDQGRADARRGVW/ 

HVPFSHESV/WEN1VMTRQAQG 

ANFT*TLFCFGIGFAV1A*NCAI 

DPDISIRFFSKEETAT/GDRPDQI 

AAHLWRFPTPGGRFVHHRGAY\ 

AAIIFRP*YLNGRSMAEQSMILV 

xr^pt i \/ci mi PDcn\/r\icc a 

1 \je-L*L. V t^LiNLtt^r o\l VOINcr A-blv 

wnp a cnt/u 
i iurAo^V V 


29602 


59970 




29785 


762 


_H82 




29603 


59971 


— 

A 


29786 


3703 


5889 




—6- — 


5997 


- — 


29787 


925 


_U30_ 




29605 


59973 


A 


29788 


658 


1212 






59974 




29789 


904 


_147j 




296 °g 


Hill 


— 

A — 


— 


_1205 


iir 


















29609 


59977 


B 


29792 


83 


970 




29610 


59978 


A 


29793 


379 


1095 




29611 


59979 


A 


29794 


172 


367 




29612 


59980 


A 


29795 


557 


1475 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 




Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29613 


59981 


A 


29796 




738 


MQPWALPTVGELWVCGRPGA 
ALRAGTEPSSRALGVSETALPA 
EIKLRVIRVGHSSPLAQLASFQK 
PVLFVLRLNSRRFLFLSLARSED 
G 1 LFAKSKHSSPLSLTPLRC1 VL 
MRMYEQLMSGDLCQRVMMPS 
RNNPGYWNPQ**SEIFKGSPAQ 
TMATLTCSFKKPPPKIPYKAIAL 
ATVLFLIGAFLIIIRLPSCCQGYI 
KQRGGRPGPFQLLIIGHSWCSY 
PGFYPPAHRFTMHPKGLPWVN 
PNE 


29614 


59982 


A 


29797 




186 


DCRLRAGDPRRSHCAVSPTGGS 
RALSGYRY*SVDQPRNDGVDQ 
*ATLRASAHLQTAVVEFSA 


29615 


59983 




29798 






RSHPQCGYLQNHTSSASFSAPA 
RKG*NRHYAFARNDRLVPAPCS 
HHHQ*PAFPAPVHLH*PVDLST 
AIDAPAVNGDGKARPSKRRYQ 
RLSVPEVVQY 


29616 


59984 


B 


29799 


1 


4182 




29617 


59985 


B 


29800 


1 


1191 




29618 


59986 


A 


29801 


167 


504 




29619 


59987 


A 


29802 


1541 


1852 


FALFA1MRVSLAANVSGRGSPC 
WWRRIAVVCCS 1 NR/RSALD1A 
HQVDVLSLVHRLSQERGLTV1A 
VLHDFNMAARYCDYL\APCAA 
VK*LLRERLRKLCAAKPSK 


29620 


59988 


A 


29803 


407 


3584 




29621 


59989 


A 


29804 




150 j 


















29623 


59991 


A 


29806 


300 


560 


IRDKNRVFLRESWRRLFTTAND 
QPHRPARR11S1AGIKWRYSDFLI 
NYCAGRAVF*RETGSVVERWH 
HHAGWKTPFRKRAGRTAGH 


29624 


59992 


— 


29807 


— 


— 


PIKITSALASASRYVRATLSCSR 
NSTLRWKK*RKMALTKPSTTN 
G SRSNS* * MNFFL* QAPPG * PSA 
LPFVH 


29625 


59993 


A 


29808 


3 


116 










29809 


-j 


1469 




29627 


59995 




29810 




2760 








— 




— 




RNRQCYRARHLRWCLQYQRA 
CSGR*VPNLRLPEVQSTDRLLS 
QRRRVSPDRQWWLACH 


29629 


59997 


A 


29812 


438 


1942 




29630 


59998 


A 


29813 


1 


1464 




29631 


59999 


A 


29814 


3 


602 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, y=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29632 


60000 


A 


29815 


1252 


1906 


NTFKECKFSQAPFRFGNDPFLA 
SVVSRDGFV1AGGGGMVVVEE 
LEHALARGAHIYAEIVGYGATS 
DGADMVAPSGEGAVRCMKMA 
MHGVDTPIDYLNSHGTSTPVGD 

WPT A A IDPVPr.nVQD A TC A TV 

V IVCLAAJKjbv ruUKor AlbA 1 Jv 
A1V1 1 Lirl2>LL»AALj Vv^LAl i oLLivl 

LEHGFIAPSINIEELDEQAAGLNI 
VTETTDRE\LTTVMSNSFGFGG 
TNATLVMRKLMIISASTTSILR 


29633 


60001 


A 


29816 


1 


2472 




29634 


60002 


A 


29817 


1 


469 


LFNREVCCLGQGQS*QMAL*LL 
GIESYIT*L*SGGDN\ASIGVIPDP 
AAI AR*RPWRSACG**PKCPLA 
dvfaghsgrkrppsmaftatli 
SPGTGRRAJjNSVLAQFKAGESNI 

\\n CAT PTDT TDTIU ITTVTr; A T DCTC 
WLoALr I rL 1 r 1 1K1 I INUALro 1 r 

SGSSTFARISP1SSFSRP 


29635 


60003 


A 


29818 


884 


1084 




29636 


60004 


A 


29819 


1 


1040 




29637 


60005 


A 


29820 


2711 


3854 




29638 


60006 


A 


29821 


1 


957 


MKIGTQNQAFFPENILEKFRY1K 
EMGFDGFEIDGKLLVKN1EEVK 
AA I KETGLPVT FACGGYDG WIG 
DFIEERRLNGLKQIERILEALAE 
VGGKGIVVPAAWGMFTFRLPP 
MTSPRSLDGDRKMVSDSLRVL 
EQVA A RTGTV V YLEPLNRYQD 
HMINTLADARRY1VENDLKHV 
Q11GDFYHMNIEEDNLAQALHD 
NRDLLGHVHIADNHRYQPGSG 
TLDFHALFEQLRADNYQGYVV 
YEGR1RAEDPAQAYRDSLAWL 
RAGQVADKVHASYYCTRNDLE 

T V AVrT^CTJl QfiAAAI A PTf' VP.M 
L V A V LUoKLoyA^ALA bK. Y U IN 

AoV WJJIJrl^AMLLA VJvr r VOL 

V vLiAOl^ V AUJS. VnAo i I LI Ivi N D 

LELVAVCDSRLSQAQALAEKY 
GNASVWDDPQAMLLAVKPDV 


— 


— — 







— 

9^rr — 


— 


— 




29 4 


60008 


— 


— -| — 


T 









60009 


— 




— 


— — 






mi - 


6^577 







Hi! — 




— 




Hi 


















29644 


60012 


A 


29827 


1142 


1756 




29645 


60013 


A 


29828 


44 


283 




29646 


60014 


B 


29829 


1 


1812 




29647 


60015 


A 


29830 


685 


1146 
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SEQID 
NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possiblc nucleotide insertion) 


29648 


60016 


A 


29831 


202 


918 


AVDTGLADHRDRTEHGGAFAA 
IVHRIVKHFITAWAICQQRNHA 
ALVVIRRLEANHRRHRTGRG\S 
VDRVSAARSLSSGTMPGNGVW 
RIGVFTQLSVA/WHQ*VDLLIVF 
QF VRDTTDDHD VG I FA LA AND 

l\J\J\r JJNILlJr I Lro V U V LLrLru 

RHNIANALAAAALSMSVGATL 
DAIKAGLANLKAVPGRLFPIQL 
A ENQLLLDDSFL VNA AQQN ILS 
VHILNQQTGKPAADVTVTLQE 


29649 


60017 


A 


29832 


1184 


2409 


TLKACCLVRSMCRAVP*RC/GR 

QLVSSDN1SNDPMNVIDWINMY 

AL A VSE EN AAGGRV VTAPTNG 

ACGIIPAVLAYYDKFRRPVNER 

SIARYFLAAGAIGALYKMNASI 

SGAEVGCQGEIGVACSMAAAG 

LTELLGGSPAQNMEGKIDRPEE 

YAD1ATKCVTNFREKNRDRCL 

V1LSRNDEALNSQRTSEELHHY 

YEIVWDEEQTHKFKNISPHLQRI 

KAFKTLGGPHGN1TVDMVISAQ 

ELLQEDMATFDGH1VEALMKM 

PEVNAMYPELKLHAIGWVKHK. 

CI PGAKWPEIQAEMRI WKKRRE 

G ERKETG K YTS V VDL ARARAN 

V^i 1 tlNo I Urvlor V lAAIrlivC I Jv 

QTWKTLDDELAYGRCFADRQN 
LMVCLRSMPNVFTGSCARMRC 
CLSENLLYRHRNGHIQAEWP 


29650 


60018 


A 


29833 


1 


3195 




29651 


60019 


A 


29834 


1 


621 


LLAGTALVGGVQPADAITVDA 
MIPNFN WAFLG VTTWIFMAAG 
GAESVA\CTLTTSKAVRNRSFK* 
SSSPGILSGYVSRSSGSPISSLISP 
ASLCAGHMRFFCSSSKPTCSNP 
RTFAAALSSA WSSPSPNEGFSSN 
PAFLGTSLMMFHLELRRCIAP1V 
TTDLLPLTSGDVGLVLLCVGLD 
GSLWSDCRMTESVSTTNTPPIIT 
SRNS 


29652 


60020 


B 


29835 


46 


893 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tinknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


29653 


60021 


A 


29836 


3 


2037 


CTSSPDPPSGLPPGFAKLTSLIVT 

LVEVGVSPEPDEGWLYLAVVID 

LWSRAVIGWSMSPRMTAQLAC 

DALQMALWRRKKPRNV1VHTD 

RGGQFGDRWKGWLTRS1FRWI 

SFQPALAPTRKAALCYLAREVN 

PDMADY1KKLKLPGIHVREESR 

RYYPSGEVTAHLIGFTNVDSQG 

IEGVEKSFDKWLTGQPGERIVR 

KDRYGRVIEDISSTDSQAAHNL 

A LS 1 DERLQ AL V YRELNNA V AF 

NKAESGSAVLVDVNTGEVLAM 

ANSPSYNPNNLSGTPKEAMRN 

RTITDV FEPG ST VKPM V VMTAL 

QRGVVRENSVLNT1PYRTNGHEI 

KDVAR1TTEEDFNHASAARFVC 

AAAERRCKTT1NLVPENEVLNV 

LEGEDAETNALRAKRRCPKCG 

TAMDSYLI DPKRKLH VCGNNP 

TCDGYEIEEGEFRIKGYDGP1VE 

CEKCGSEMHLKMGRFGKYMA 

CTNEECKNTRK1LRNGEVAPPK 

EDPVPLPELPCEKSDAYFVLRD 

GAAVAARFNDDRHRRGLAVLY 

ADQADLYGVADSVSAGDSLSA 

LYKHERRLVVPLLVSSSLLFLY 

RHG1RLPCGPSGGI WAPWQIRR 

GRQAVNCLAPM/HHPGKNRA W 

KTYCSQ*A1VPQLPVCGI*PRSD 

SYHDYQRDPRCQPLRALWRRS 

DSPIGGYSSAIGPTERHCRSGNP 


29654 


60022 


A 


29837 


993 


1832 




29655 


60023 


A 


29838 


124 


276 


QEGRCQVT1TRK.MPLSSDLGSL 
HGLAGNHSPPICARTPHVATVL 
RQLLELEDKH WNG SG *FARLG 
WKPQSPHLCQNPPCGHCPQTAP 


29656 


60024 


C 


29839 


64 


267 




29651 


77»^ 




^5517 
















7 


— — 




—— 


— — 


— 


29842 


— 


2040 

— 




2966Q 


60028 


— 


29843 


- 




LNTKSAK*VGGSSRVNVPQVF1 
SLVSQMFSENDLPLVRKRK.TEP 


29661 


60029 


A 


29844 


115 


903 




















60031 




29846 


368 


502 




29664 


60032 


A 


29847 


1156 


1359 


SEPVYPLCYLRQLAVQANPRR 
MRCI A RHFNINGNRHLTTTINFI 
* SMVSLI ANRLLI IDLIHTVDF Y 


29665 


60033 


A 


29848 


1 


228 





3821 



WO 01/075067 



PCT/US01/08631 



SF.Q ID 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














YRNSHNLLQGWQ1HRGDLLYH 
SSPHSR*KHRNRHNARARIPAAI 
HDNLACVQPTLSAFHQDMCS 


29667 


60035 


A 


29850 


1 
















9~0~6~ 




29669 


60037 


A 


29852 


19 


195 


GEFDVNIAAVVLPDVA*TPYPA 
YRRDLIAIGQCVVIDQCVFL1RV 
TNPAGSFFELRIHH 


29670 


60038 


A 


29853 


2 


8j4 
















DYAFILQSKRTVALDIKQTGV1 
QGLPLLFSGNNLVKAIRSGT/H* 
RCTNATAGGRSYRKR*IRTG 


29672 


60040 


A 


29855 


1591 


3150 




29673 


60041 


A 


29856 


2 


222 




29674 


60042 


A 


29857 


16 


359 


TTHKTRWQAPVPLRGSPVVAL 
rUrSDl^bbA V/ribLSO VLlALrKl 

HRFLSGRMFPDHRVWFRMIGSE 
LVPGYRLSWLSFFNRHYICFTRI 
RRFRWHRSSLFHGMNVKYRRS 
KINN ! 


29675 


60043 


A 


29858 


207 


470 


AT1L*GDFYP/GSRNWLGVSSSA 
IQMAGCVSLPGAGKRCSP*ICW 
SNWKQTSRTS\GHVLAGSCCW 
NGKTLRKSDSRWQQLLRRSLIR 

R 


29676 


60044 


A - 


29859 




4195 




29677 


60045 


A 


29860 


4424 


4594 


LISTPRKKVRT*SFAGLLRISSG 

VPTCTTSPFCIMA1RSP1RJV1ASSR 

SWE1KTMVR 


29678 


60046 


A 


29861 


593 


1881 




29679 


60047 




29862 


I 


198 




29680 


60048 


- — 

A 


29863 




1590 




29681 


60049 


C 


29864 

















63 


Ti3~ 


LCQSHAPRKFPARPFRFFR*RQD 
CQTSVFLLRPVANRAPA 


29683 


60051 


A 


29866 


1 


715 




29684 


60052 


A 


29867 




1212 




29685 — 


60053 




29868 


886 


_U85 




29686 


60054 


- — 

A 


29869 


190 


433 


AEAI/l VIA A A A A I TCPA/ A TJT CCC 
f^TDTTD Dpri DCr**! CCCD A A A IOT 

Kj IrrKrrLLroL LoooKAAAiol 

CGISRCRCWRQ 


29687 


60055 


A 


29870 




439 




29688 


60056 


A 


29871 


14 


106 




29689 


60057 


A 


29872 


2518 


3024 




29690 


60058 


A 


29873 


448 


537 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


cudon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






29691 


60059 


A 


29874 


463 


889 


FFGLVTSSPSADSPAMLDTRNV 














S HTG LGPI I PLTFE A GI HTRPTPN 














SPPRSCLAPAIKA*FFSPAARITT 














LLAoLi Kor LiV i LKoVJvr WKoo 














ASVLMRRSSSAAPMPEATLRVL 














SGL RGSRSDKA FTPH PTI * CLE A 














FPGSRAFVASAP*CLTLRANQR 














KGCW 


29692 


60060 


A 


29875 


524 


1006 


SLLAWLSGINIFASSRIAIASPLA 




























TQTVT TQVPHQPk'T X/M^nFQP.P 














r r cJvK V Sr, 1 arlNt— 1 l_#lt>.L.LoLA 














STHVLRRNDPLMLT VPS WANS 














SQPH VN PNKNRI QI I PFNITPSL V 














NQ1KIETRRAFTPLLPLCGL1TK 


29693 


60061 


A 


29876 


2005 


2517 




29694 


60062 


A 


29877 


1 


470 


ynDonrniAi ivoci^irDPTCiT 
IVlv^KKJJUJJ! ALl Y KbMurKl ol I 














FTARRANPVQRIAARILLRDULI 














CRMSCTAARHANTFDLIQGSG 














ADTs] FAAIYGGANDRITRADA/V 














oivLjL. W i\LAr V KLJIiVKl^ 1 VAAr 














VT-jrM^i piDr^cr'UPiP^XT ,\ t *cTr,nu/ 
Y n^Ul^ruoCnUl^iNAL olur W 














u r."nt:r:r,r»* p* a r.*TMQPTPrriT 














GR 


29695 


60063 


A 


29878 


734 ... 


1 . 3 . 06 




29696 


60064 


A 


29879 


743 


901 




29697 


60065 


A 


29880 


771 


1013 




RLGTVGTDSLWCYQYQLCYQ* 




























GTHSLWHADLG SVWPDADSLF 














QRDGRAGGGATRLLRR 


29698 


60066 


A 


29881 


1094 







29699 


60067 




29882 








29700 


60068 


— 

A 


29883 




239 


— 

48j 


DTpATji XVUA1 THQTIMQHP 

r 1 1 V^nL 1 I HAL 1 uo 1 UVIo^Ku V 














nTPPHwunTTrr.H a uqt phprh 

L/lrUrl WrllJl l^UnArl&Lr JrlivivO 














RKA*SMGNR*YSCTWCYCEGG 














TEKAIWPGDGCPGLSV 


29701 


60069 


B 


29884 


228 


803 




29702 


60070 


A 


29885 


488 


636 




29703 


60071 


A 


29886 


1 


2117 




29704 


60072 


A 


29887 


665 


795 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29705 


60073 


A 


29888 


1743 


2013 


LQCTQYAVGENPAVNFAGRPK 

GSPCFGPGGGLIN*AAADIPVAS 

DNPAHYADA1RYNARTPLQAG 

VYFVRDGPGPLASVRNKERYF 

ANNY1YDMGRNKDGRQSTWY 

MGLGTD1DTGLPMSLSMNVYA 

KYQWQNYGAANENEWDGYRF 

KIKYFVPITDLWGGQLSYIGFTN 

FD WG SDLGDDSGN A ING I K.TRT 

NNSIASSHILALNYDHWHYSVV 

ARYWHDGGQWNDDAELNFGN 

GN FN VRSTARG WLPGTICRPDK. 

MRQHRIRHCAPIAGCGTGCRPD 

KTRQA SHQ AQMSN A YDYSEIQ 

PPSEGEILLDAQPLESWSSKAFA 

RKVAYLPQQLPPAEGMTVREL 

VAIGRYPWHGALALLGAADRE 

KVEEAISLVGLKPLAHRLVDSL 

SGGEPGVDRMLVAQDSRCLLL 

DEPTSALDIAHQVDVLSLVHRL 

SQERGLTVIAVLHDINMAARYC 

DYLVALRGGEM1AQGTPAEIM 

RGETLEM1YGIPMGILPHPAGA 

APMNTAHAAAIDPNRJVALEW 

LPVELLLALGIVPYGVADTINY 

RLWVSEPPLPDSVIDVGLRTEP 

NLELLTEMKPSFMVWSAGYGP 

SPEMLARIAPGRGFNFSVRNTP 

L A RTLQL1LREGPRGHPA LVQV 

VDLL1EPPQLPLLVPSVQTR1PRJ 

QPQSHPAHGVNEAVRNPTVWV 

APCinFII^CMiJk'VC:! 


297Q6 


60074 


— 


29889 


- 


1584 




29707 


60075 


A 


29890 


1 


1188 




29708 


60076 


A 


29891 


728 


970 




29709 


60077 


A 


29892 


2447 


2665 




29710 


60078 


A 


29893 


255 


1360 





3824 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29711 


60079 


A 


29894 


1 


1890 


MYSRFDIVVAEP1CTLTTFGKET 
VVSDSQTRTTTTDDPLQVLQQV 
LDRAD1RPTHNEDLPFQGGALG 
LFGYDLGRRFESLPD1AEQDIVL 
PDMAVGIYDWALIVDHQRHTV 
SLLSHNDVNARRAWLESQQFSP 
QEDFTLTSDWQSNMTREQYGE 
KFRQVQEYLHSGDCYQVNLAQ 
RFHATYSGDECQAFLQLNHGN 
RAPFSAFLRLEQGAILKLSPERF1 
LCDNSEIQTRPIKGTLPRLPDPQ 
EDSKQAVKLANSAKDRAENLM 
1VDLMRNDIGRVAVAGSVKVP 
ELFVVEPFPAVHHLVTITAQLPE 
QLHASDLLRAAFPGGS1TGAPK 
VRAME1IDELEPQRRNAWCG/SI 
GYLSFCGNMDTSITIRTLTAING 
QIFCSAGGG1VADSQEEAEYQE 
TFDKVNR1LKQLENYRRALRDL 
KEEVAIRLSPFELSAFCSPSIASM 
ATRYPNGRH1PPDLRLPKERGIII 
VFTGNGKGKTTAAFGTATRAV 
GHGKKVGVVQFIKGTWPNGER 
NLLEPHGVEFQVMATGFTWDT 

HMDPCnT A APT? PA/U/HU A V P \A 

LADSSLDMVLLDELTYMVAYD 
YLPLEEVVQALNERPHQQTVIIT 
GRGCHRDILELADTVSELRPVK 
HAFDAGVKAQIGIDY 


29712 


60080 


A 


29895 


159 


475 


VKVNLPWAMLLHSGYADHPYS 
RFDIVVAEPICTLTTD/GRCSHIS 

T V A A C\ 1 IMCHCkT. A \/IAADDTTr i A 

LYAAUJIJNolJoKuAVlMrrlluA 

AIPI ITQPPA PVP14P IPCPP A TTT A 
AllvLl I ocrArVl riKlOoKr All! A 

T\/l A PPDTDDTA D 


























60082 






T~ 


2070 




29715 


60083 


A 


29898 


1081 


1218 




29716 


60084 


A 


29899 


289 


1014 










29900 


7"^ 








— — 

60086 








— 






60087 


— 


29902 


— 


— 


nrvPQPiPinptP tp a pn a pdcc 

V riLJKJr jV^CI yyK 1 r,ArO Ar K?>3 
R R V A nrUPHPHP C * CP A OTPP A C 

TPKPGGGDL 


29720 


60088 


A 


29903 


1 


711 




29721 


60089 


A 


29904 


2 


825 




29722 


60090 


A 


29905 


812 


961 




29723 


60091 


C 


29906 


1 


1587 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LiSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


iS ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29724 


60092 


A 


29907 


3 


403 


LVFDDGDVQMGFWCGCPFCLL 

V rLL 1 V KoLoLKo V VJ Vt WKo 1 K 

DLVCLGISSGGCRTVNIAEQQM 

L>L>r UKs&j\Jir VocU iLAV UvoL 

THEHGMFFNLFVSSFILLSSCL 


29725 


60093 


B 


29908 


168 


863 




29726 


60094 


A 


29909 


340 


612 




29727 


60095 


A 


29910 




834 




29728 


60096 


A 


29911 


92 


548 




29729 


60097 


A 


29912 


1251 


1682 


VPVALAAARRSELSRTAAADT 
G*SAAAELVNPPDYVPDERKRH 
QSGCPASNSARDPSSYNHAPDD 
ARCRHRGSGFASIPGGRASRLP 
APr»Ann\iPi qt ap\/i t rwppep 

ArlJAIJ^lNKLoLAr V LL^SrrtK 
tpi h a nnn^iu/A PFPWPP, A PI? 
GEEWTLVSVGALK 


29730 


60098 


A 


29913 




1278 




29731 


60099 


13 


29914 




2007 




29732 


60100 


A 


29915 


406 


615 




29733 


60101 


A 


29916 


52 


391 


SNRLLKLMHSSRSSCVMFFSS1R 
SFKDFSLVFDDGDVQMGFWCG 
CPFCLLSFPF*QSGPSAARSVGV 
CWRSTPDPVCLGVSSRGCQTV 
NIAEQQMLLPDRSSGSFVSEGY 
PAV 


29734 


60102 


A 


29917 


759 


1190 


VPVALAAARRSELSRTAAADT 
G * S A A A EL VN PPD Y VPDERKRH 
QSGCPASNSARDPSSYNHAPDD 
ARCRHRGSGFASIPGGRASRLP 
APDADQNRLSLAPVLLQSPPER 
TELHAGRRSALGQLSEWQSGQ 
SPAGAA1AAFDNR 


29735 


60103 


A 


29918 


84 


3661 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29736 


60104 


A 


29919 




1230 


MDAGWSDVGSWSSLWEISAHT 
AEGNVCHGDVINHKTENSYVY 
AESG L VTTVG V K.DL V VVQTKD 
AVLIADRNAVQDVKKVVEQIK 
ADGRHEHRVHREVYRPWGKY 
DSIDAGDRYQVKRITVKPGEGL 
SVQMHHHRAEHWVVVAGTAK 
VTIDGDIKLLGENESIYIPLGAT 
HCLENPGK1PLDLIEVRSGSYLE 
EDDVVRFADRYGRGNDMKKL 
TCFKAYDIRGKLGEELNED1AW 
RIGRAYGEFLKPKTIVLGGDVR 
LTSETLKLALAKGLQDAGVDV 
LDIGMSGTEEIYFATFHLGVDG 
GIEVTASHNPMDYNGMICLVRJE 
GARPISGDTGLRX)VQRLAEAND 

rrr V JJt, 1 NKUKl ^^liNLJvL>/\ Y V 

DHLFGYINVKNLTPLKLVINSG 
NGAAGPV/VDAIEARFKALGAP 


29737 


60105 


A 


29920 




1398 




29738 


60106 


A 


29921 


426 


1861 




29739 


60107 


A 


29922 


863 


1388 


EPERTSIKSSGIFPGFSRQCVAPS 
GPMDVVFTKQFD1T1NGDFCRS 
RDNHPVFRAVMVHLYRQALAR 
FHGDAFHLVAVARVDRVIFAPR 

1 Irlr AJVjMrlVILJVlA 1 lurULLUnr 
V I] 1 1 V P V T\/(". Nl Ol ll-Y : 1 uuvfl 

rnlLiKV 1 VUINl^riKlrtjLrlrl Y 

lrnrlJUOLJ^AKr^lnJA.Vror VIIn 

HTAVAXTVA1 CiCZ\fr^ A ni P 
rll A V AIN VALUO V OAULr 









H2I 























29742 


60110 


A 


29925 




1294 


















29744 


60112 


A 


29927 




1422 




29745 


60113 


A 


29928 




1698 




29746 


60114 




29929 


210 


340 


YGDVEHESWLSCVRHAHVPRIP 
FA*PTLISLQKRLGKWSGVTGA 


29747 


60115 


A 


29930 


1230 


1404 


TFSDCQLRQQPGRNHHHFLWK 
GYGHHHYRNLP/VPNGPPLSLL 
P*YCKAKFKPSTSQVP 


29748 


60116 


A 


29931 


63 


281 




29749 


60117 


A 

— 


29932 


345 

— 


467 


LPTRCTYTNLTRRRSPPA WY Y* 

Y WrirvUlt^Ko 1 r AtvKt^ 1 c, 


2975Q 


60TT8 




29933 




281 


MFGKELGRRDVSQLG AAEITY I 
LKD*T*ES*EILCGGRFLLPLRG 
RTLGQGEWPSLYFHSDCSSHAE 
QCLLYGFADWAPLAFFR 


29751 


60119 


A 


29934 


520 


714 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 














LPSKLASGRCSFCDHWY* SQKS 
SHSGTLKSKK.GQTLTAELGHLI 
SFHLALLSQHLV*WQDRLQQR 
ELHSDHWYFSRSSRGSLSPDIEG 
DL1QGQRHRDH1GP 


29753 


60121 


A 


29936 


586 


837 




29754 


60122 


A 


29937 


203 


864 


NSTKASQA/GRRVLL1DNGKKP 

GRKILRDPVESSDALFGVPAPA 

QVASGNRYGYSYLNDALNGGD 

AESAGLTPPELWPRHHGHGPA 

G V K.L VEQLCQRLRVPNEI RDLA 

RL VA EFHDLIHTFPMLNPKTI V 

KLFDSI DA WRKPQRVEQLALTS 

EADVRGRTGFESADYPQGRWL 

REAWEVAQSVPTKAVVEAGFK 

GVEIREELTRRRIAAVASWKEQ 

RCPKPE 


29755 


60123 


A 


29938 


322 


919 


VRAVFSLREQ1RSHEIRRSAAVS 

NHQHFRRACGHIDRRTVQTLA 

HLTFRFGDKGVTRPEDFVHFW 

HRFRTKGDPLLTFWPSAPVTAT 

ILRIPLANGFFRHDHKSSCMTR 

VPQVPEDPVKSH APQQFWIH H 

GKWFAWYDVA1G1PGPFAGRS\ 

CV1LLGDAVREVTRVSNAVPAK 

RY1GGSPRRGF1NSCNMPGIISPG 


29756 


60124 


A 


29939 


1 


114 




29757 


60125 


D 


29940 


1 


4191 




29758 


60126 


A 


29941 


512 


661 




29759 


60127 


A 


29942 


1 


1254 








— 







855 


RKKPLP*QRDISSSSLLSLRAFW 
ASAPVTATNPPDTLGNGFFRHD 
HKSSCMTRVPQVRSPTELNRSQ 
GASRPRGVIQQLGHRDPNGDDS 
HRVRIGLIKHMP 


29?61 


60129 


— 


29944 




2313 




29762 


60130 




29945 


2 


2687 




29763 


60131 




29946 




936 




2 j^ 5 


loT3l 


— 


H4I 




iM 








— 










29766 


60134 


— 


29949 




792 




29767 


60135 


A 


29950 




929 




29768 


60136 


A 


29951 




969 




29769 


60137 


A 


29952 




420 




29770 


60138 


A 


29953 




549 




29771 


60139 


A 


29954 




450 




29772 


60140 


A 


29955 




606 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29773 


60141 


A 


29956 




726 


MARGNA1TLPVCGRDVKFTLE 
VLRGDSVEKTSRVWSGNERDQ 
ELLTEDALDDL1 PSFLLTGQQTP 
AFGRRVSGVIECDNLKTCHTSH 
GSVMAETAVINHKKRKNSPRIV 
QSNDLTEAAYSLSRDQKRMLY 
LFVDQIRK.SDGTLQEHDGICEIH 
VAKYAEIFGLTSAEASKDIRQA 
LK.SF AGKEV V F YRPEED AG DE 
KG YESFPVWFIKRAHSPSRG LYS 
VHINPYLIPFFIGLQNRFTQFRL 


29774 


60142 


A 


29957 


1 


771 




29775 


60143 


A 


29958 


1 


1491 




29776 


60144 


A 


29959 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

NDYRPTSAYERGQRYASRLQN 

EF AGNIS ALA DA ECDNLKTCHT 

SHGSVMAETAV1NHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDG1C 

EIHVAKYAE1FGLTSAEASKD1R 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

HINPYLIPFFIG\LQNRFTQFRLS 

ETKE1TNPYAMRLYESLCQYRK 

PDGSGIVSLKIDWIIERYQLPQS 

YQRMPDFRRRFLQGFCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRFINAAGTTG 

FPTWKAGSERNA1NDDVTYA1K 

PTCWPGLDIIPSCLALHRIETEL 

MGKFDEGKLPTDPHLMLRLAIE 

TV AHDY DV1VIDSAPNLGIGTIN 

VVCAADVL1VPTPAELFDYTSA 

LQFFDMLRDLLKNVDLKGNSN 

OoyjrWMtD^lKL'AWuolVlVLK 
IN V V Ivt, lUcv Ots.OV,;lKlVlK 1 V r ti 

QAIDQRSSTGAWRNALSIWEPE 
CNEISIGVSLDQDGGSNSVLRK 


29777 


60145 


A 


29960 


1 


1731 




29778 


60146 


B 


29961 


1 


3345 




29779 


60147 


A 


29962 


1 


1959 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hrst 

sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29780 


60148 


A 


29963 


1 


1302 


MKLMETLNQC1NAGHEMTKAI 
AIAQFNDDSPEARK1TRRWRIG 
EAADLVGVSSQAIRDAEKAGR 
LPHPDMEIRGRVEQRVGYTIEQI 
NHMRDVFGTRLRRAEDVFPPV 
NVSKSDDTLKINGVEDHKTIFD 
GDGKTYQNVQQFIDEGNYTSG 
DNHTLRDPHYVEDKGHKYLVF 
EANTGTENGYQGEESLFNKAY 
YGGGTNFFRKESQKLQQSAKK. 
RDAELANGALGIIELNNDYTLK 
KVMKPLITSNTCDNLKTCHTSH 
GSVMAETAV1NHKKRKNSPRIV 
QSNDLTEAAYSLSRDQKRMLY 
LFVDQ1RKSDGTLQEHDGICEIH 
V AK Y A E IFGLTS AE A SKDI RQA 
LKSFAGKEVVFYRPE/EDAGDE 
KGYESFPWFIKRAHSPSRRLYS 
VHINPYLIPLLYRVPNRVTQFRL 
SETK/EITHPYAMPLYESLCQYS 


2 


— — 


— 


29964 




1557 




— 


- 





— — 




2259 






60151 


— 


^9966 




7959 




— — — 


— — 


— 


29967 




2277 




— — — 


60153 


- — 







24T8 






60T54 


— 


2~9969 




2~028 




29787 


60155 


A 


29970 




1650 




29788 


60156 


A 


29971 




1170 




29789 


60157 


A 


29972 




1446 




29790 


60158 


A 


29973 




1191 




29791 


60159 


A 


29974 


22 


1893 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudun for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


29792 


60160 


A 


29975 


1 


1375 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KI RRKNGPVS ATFTSDG KJRLF Y 

TDYSGKHYGKQSLTTAQCDNL 

KTCHTSHGSVMAETAVINHKK 

RKNSPRIVQSNDLTEAAYSLSR 

DQKRMLYLFVDQ1RKSDGTLQ 

EHDG ICE I H V AKY A EIFGLTS A E 

ASKDIRQALKSFAGKEVVFYRP 

EEDAGDEKGYESFPWFIKRAHS 

PSRGLYSVHINPYLIPFFIGLQNR 

FTQFRLSETKE1TNPYAMRLYES 

T r , AVDFDT^ncr.I\/Cl /VTT^\\//TTP/ 
Lty Y KJvKLXjoUI VoL/RlL/ W/llt,/ 

RYQLPKVPSPEARKITRRWRIW 
KQR1*LGFLLRLSEMPRKQGDY 
RTRIWKFEDGLSNVLVIQLNKLI 
ICVMCLVRDCDVLKTYFHR 


29793 


60161 


A 


29976 


1458 


2675 


C DNLKTC HTSHG S V M AETA V I 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDG1CEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AUCPQDr.l VQVI4TUPVI IPPFTm 
AnorSKUL I o VrllJNr I LlrrrlUL 

QNRFTQFRLSETICEITNPYAM/R 
tdi u*i pt?*tt un'TYPn\[QAr:k'r 

VJV1 rl 1 ^lNl/K50Ko^lNl>r KK 

GI 


29794 


60162 


D 


29977 


1 


1317 




29795 


60163 


B 


29978 


78 


215 




29796 


60164 


C 


29979 


225 


422 




29797 


60165 


A 


29980 




368 


MAETAVINHKKRKNSPRIVQSN 
DLTEAAYSLSRDQKRMLYLFV 
DQIRKSDGTLQEHDGICEIHVA 
KYAEIFGLTSAEASKDIRQALKS 
FAGKEVVFYRPEEDAGD/EKGY 
ESFPWFIKRIYSR 


29798 


60166 


A 


29981 


1 


409 


MAETAVINHKKRKNSPRIVQSN 
DLTEAAYSLSRDQKRMLYLFV 

r\r\ i o i/ c r^r.Ti i \ V-i ii^ f. T c c 1 1 1 \ / A 
L>t^IrvlS.olJtj 1 Ll^crllJLnUoIri V A 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEKDAGDEKGY 

ESFP\WFIKHSTNITSLSLWFFSS 

CTH 


29799 


60167 


A 


29982 


1 


814 





3831 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codonfor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29800 


60168 


A 


29983 




678 


GSVMAETAVIMHKKRKNSPRI 
VQSNDLTEAAYSLSRDQKRML 
YLFVDQIRKSDGTLQEHDGICEI 
HVAKYAEIFGLTSAEASKDIRQ 
ALK.SFAGKEVVFYRPEEDAGD 
EKGYESFPWFIKRAHSPSRGLY 
SVHINPYLIPFFIGLQNRFTQFRL 

QCT!t jr T?lT r KIDV ArVflPI VPCT fAVD 

otl Ivbi 1 JNr I AIVIKL, i CoJLLA^ Y K 

YSFPPDYFHGLALNVCGFSRYT 
VQDVGGSIILGSGGQWLSSHSS 
SRQCP 
















29802 


60170 


A 


29985 


179 


283 


MGQGRNPQTRRTYGCQFRMV 
K*HG1EI\4KCEELIL 


29803 


60171 


A 


29986 


1 


643 




29804 


60172 


A 


29987 


2 


1073 




29805 


60173 


A 


29988 


1 


1167 


MNMN1KKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKN1ESAKGLDVW 

DSWPLQNADGTVAEYNGYNV 

VFA L AG SPED ADDTS1 YMFYQK 

CDNLKTCHTSHGSVMAETAVI 

NHKKRKNSPRIVQSNDLTEAAY 

SLSRDQKRMLYLFVDQIRKSDG 

TLQEHDG1CEIHVAKYAEIFGLT 

SAEASKD1RQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWFIKR 

AHSPSRGFYSVH1NPYLIPFF1GL 

HMDCTnCDI Cf TVC1TMUV A AAV 

t vcci rr^VDi/iDnrcrn/ci i//in 

U/TTI/DCm DHCAFVADCA/PI T>T> 

W1J KK^v^br^^Ar Y l^rr JVlLiLKK 
cor YrK.WtJ\Kl L*UJrLJvor o V Jviv 

GTEAGKFRLAALLVRL 


29806 


60174 


A 


29989 


1 


1692 




29807 


60175 


A 


29990 




1788 




29808 


60176 


A 


29991 


1 


960 




29809 


60177 


A 


29992 


1 


1385 
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SEQID 
NO: 


SEQIDNO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


29810 


60178 


A 


29993 


1 


936 




MWLVTTELESTDTEHFYHHSK 
CYWPRAHLGEC1LS1EAACQAA 
GGEAGNGGSAVTKATLGSRQG 
AQHWK.ALARTIRQEKEIKGIQI 
GKQEVKLLPFADDMIIYLENST 
DSSK.KLSELCDNLKTCHTSHGS 
VMAETAVINHKKRKNSPRIVQS 
NDLTEAAYSLSRDQKRMLYLF 
VDQIRKSDGTLQEHDGICEIHV 

KSFAGKEVVFYRPEEDAGDEK 
UiMrrWrlKKAnorryKALis 
r , Tir , xiD*Ti iPFCTAim riwoFTVYc 
R\LSETKE1TNP\YAL\RLYQSLC 


29811 — 


60179 




_999_ 




H34JI 






IjTiT 


— 


— 


















90 






29814 


60182 


A 


29997 


452 


1523 




29815 


60183 


B 


29998 


9 


2021 




29816 


60184 


A 


29999 




960 




29817 


60185 


A 


30000 




864 




29818 


60186 


A 


30001 


2 


917 


FLFSPLEMQIQRFTSPSPDIPYRA 

SSSNCAPRG1SPQELTVDLQTKC 

DNLKTCHTSHGSVMAETAVIN 

HKK.RKNSPR1VQSNDLTEAAYS 

LSRDQKRMLYLFVDQIRKSDGT 

LQEHDGICEIHVAKYAEIFGLTS 

AEASKDIRQALKSFAGKEVVFY 

RPEED AGDEKG YESF\PWF1KR 

AHSP\SRGL\YSVHINPYLNSLFY 

GVQNRFTQFRL/NFVQKSRLVD 

L ALKGLR VLL VEGN DPQGTA S 

MYHGWVPDLHIHAEDTLLPFY 

LGEK.DDVTYAIKPTCWPGLDIIP 

SCLALHRIETELMGKFDE 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29819 


60187 


A 


30002 


1 


1756 


MPASGNENDLNMPSGT1EIFVR 

CYVEVER1MDFADFGTT1KQDF 

RLLGQTSVDRLLQLSQGQAVK 

GNQLLPVSLVKRKTTLAPNTQT 

ASPRALADSLMQLARQVSRLES 

GHQAPCMKSNNAL1VILGTVTL 

DAVGIGLVMPVLPGLLRDIVHS 

DSIASHYGVLLALYALMQFLCA 

PVLGALSDRFGRRPVLLASLLG 

ATIDYAIMATTPVLWIYPLCDN 

LKTCHTSHGSVMAETAVINHK 

KRKNSPR1VQSNDLTEAAYSLS 

RDQKRMLYLFVDQIRKSDGTL 

QEHDGICE1HVAKYAEIFGLTSA 

EASKD1RQALK.SFAGKEVVFYR 

PEEDAGDEKGYESFPWFIKRAH 

SPSRGL YSVH rNPYLIPFFIGLQN 

RFTQFRLSETKE1TNPYAM/R1PL 

H*LFR*TLRQTKPDNSAGKCVK 

I * *HTQNQRSGRSQN DF* RRPVL 

LASLLGATIDYAIMATTPVLWI 

YPLCDNLKTCHTSHGSVMAET 

AV1NH KKRKN SPRI VQSNDLTE 

AAYSLSRDQKRMLYLFVDQIR 

KSDGTLQEHDGICEIHVAKYAE 

IFGLTSAEASKD1RQALKSFAGK 

EVVFYRPEEDAGDEKGYESFP 

WFIKRAHSPSRGLYSVHINPYLI 

PFF1GLQNRFTQFRLSETKEITNP 

YAMQSPYTDYSGK.HYGKQSLT 

TAQVNVSKSDDTLKINGVEDH 

KT1FDGDGKTYQNVQQFIDEGN 


29820 


60188 


A 


30003 




1653 




29821 


60189 


A 


30004 


1 


1128 


PWISAPVPVDVVEGAMDSVTV 

LSFGGLMLYFCAGWPPARRWC 

FPESISCGSMERDQWWGLQVA 

KRAGLAGGQSGRTVLRERVRIE 

IASTHIALAARHSDWRCCRNGR 

YPARGPAALQNFQRYTGIQHV 

HRJGMAERMWCDRNRERHTVS 

SSGGNRLPNPGPDRSCDNLKTC 

HTSHGSVMAETAVINHKKRKN 

SPR1VQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

DIRQA LKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIKRAHSPSR 

GLYSVHFNPYLIPFFIGLQNRFT 

QFRLSETKEITDPYAMRLYK\SL 

CQYRAFVNGGGEEKARGKPIL 

CRYGVGM 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowii, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29822 


60190 


A 


30005 


2974 


3878 


PSKASELGRKQRRPVLSDSSYA 
QRK.KKYPPWEKLQGSVRGETP 
VINHKERKYNSPRIVQSNDFPEA 
AYSLSRDQKRMLYLFVAQIRKS 
DGTLQEHDGICEIHVAKYAEIF 
GLTSAEASKDIRQALKSFAGKE 
VVFYRPEEDAGDEKGYESFPW 
FIKRAHSPSRGLYSVHINPYLIPF 
F1GLQNRFTQFRLSETK.EITNPY 
amdt vpct rnvPFPnr.cr'ivcT 

AMlUjYE&LL^iKJs.rL'uoulVoL 
MUWllJbKiVLr^J I t^lvIVirUrK 

RRFLQVCVNEINSRTPMRLSYIE 
KKKGRQTTHIVFSFRDITSMGFF 
LESPTQGLASPE 


29823 


60191 


A 


30006 


233 


1538 




29824 


60192 


A 


30007 


1 


2331 




29825 


60193 


A 


30008 




1857 


MPLRFSSSSRIPYYVNLLHKAA 
TGFERIDYNFETHSSLEIATDAL 
TISDHHPCESAAINAETRPSTVL 
EELARAIRQEKEIKGIQIGKEEV 
KLSLFADDMIMYLENPKDSSRK 
LLEW1KESNKVSGYKTHVHKS 
V ALL YTNSDQV ENQIRTQPF YN 
SCENKIKYLA1YLTKESKDLYK 
RNYKTLLKEITDDTNKWKHIPC 
SWIVKVAGVESWIHHTQVEVW 
TPPEETAGSTAHGSQDQPDQPR 
YTCEPLEDLHLLFQKETSHTIKA 
STTDPEEKPLPPYKRYCDNLKT 
CHTSHGSVMAETAVINHKKRK 
NSPR1VQSNDLTEAAYSLSRDL 
KRM LYLFVDH 1 RKSDGTLQ\EH 
DGICEIHVAKYAEIFGLTSAEAS 
KDIRQALKSFAGKEVVFYRPEE 
DAGDEKGYESFPWFIKRAHSPS 
RGLYSVH1NPYLI\PFFIGLQ\NRF 
TQFRLSETK1PVIIQEAGLSQSEK 
QAADGIQGVAHPAFQVCDGCG 
SSLQHFFLLMLVDFQLPPLLNL 
RVLIMATLFTIACYVELRGYML 
HAFQLVSLAMSHLHLAHNQDT 

T_I r> A IQriVT \\l\fH A I CTJCt F PUR A 
nrAlaUVLW VCAL.brloLn.rrirvA 

SDVRADLSNAYSEEVRKFGFLL 
WGLDCASLHRSDFITSSETKYH 


29826 


60194 


A 


30009 


1 


944 




29827 


60195 


A 


30010 


1912 


1915 




29828 


60196 


A 


30011 


1503 


1961 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29829 


60197 


A 


30012 




6552 


MAETAVINHKKRKNSPRIVQSN 
DLTEAAYSLSRDQKRMLYLFV 
DQIRKSDGTLQEHDGICEIHVA 
KYAE1FGLTSAEASKDIRQALKS 
FAGKEVVFYRPEEDAGDEKGY 
ESFPWFIKRAHSPSRGLYSVHIN 
PYLIPFFIGLQNRFTQFRLSETKE 
I TNP Y AMRL YE S LCQ Y RJCPDG S 
GIVSLKIDWIIERYQLPQ1RLGDP 
GSSRLSMEHGLRSTPAWTLDKFI 
E D YL LPDTTFG AD VKS A VN V V 
CDFLKERCF 


29830 


60198 


A 


30013 


1 


2679 


MAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGYLTSAEASKDIRQALK 

SFAGKEVVFYRPEEDAGDEKG 

YESFPWFIKRAHSPSRGLYSVHI 

NPYLIPFFIGLQNRFTQFRLSET 

KEITNPYAMRLYESLCQYRKPD 

GSGI VSLK.IDWI1ERYQLPKVPS 

PEA RKI TR R WRI\ VKQRJ * LG FL L 

RLSEMPRKQGDYRTRIWKFED 

GLSNVLV1QLNKLIICVMCLVR 

DCDVLKTYFHR 


29831 


60199 


A 


30014 


2641 


5798 


CDNLKTCHTSHGSVMAETAVI 

NHKKRKNSPRIVQSNDLTEAAY 

S L SRDQKRML Y LF V DQIRKSDG 

TLQEHDGICEIHVAKYAEIFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPEEDAGDEKGYESFPWF1KR 

AHSPSRGL\YSGH1NPY\LIPFFIG 

LQNRFTH F\RFMEQKKSPSN RFT 

QVRLSETKEITNPYAMRLYESL 

CQYRKPDGSSIVSLKIDWIIERY 

QLPQSYQRMPDFRRRFLQVCV 

NEINSRTPMRLSYIEKKKGRQT 

THIVFSFRDITSMTTG 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 


29832 


60200 


A 


30015 


1734 


6267 


QQHRNPQKGKQWSYKSTFKFK 

SESD1HLAEHHKQVLYDGKLAS 

SIAFTYNAKATDAQLCLESSPK 

ENAS1FVHSPHALMLQ1LTEQV 

CTQVVHKPHPEPDSTVKIQNPS 

EQMAVLYC1VLVGGEFDLEMN 

FIIQDAES1TCMTELLEHCDVTC 

QAEIWSMFTAILRKSVRNLQTS 

TE VG LIEQCDNLKTC HTSHG SV 

MAETAV1NHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGL 

SIVSL\KIDW1IERYQLPQSYQR 

MP\DFRRRFLQDVQNETHGNT 


298j3 


60201 


A 


j0016 


1514 .... 


6335 




29834 


60202 


A 


30017 


2033 


4226 




29835 


60203 


B 


30018 


1 


5670 




29836 


60204 


A 


30019 


1968 


3130 




29837 


60205 


A 


30020 


34 


43 1 




29838 


60206 


A 


30021 


320 


528 




29839 


60207 


A 


30022 


1 373 


1868 




29840 


60208 


A 


30023 


3 


1771 




29841 


60209 


B 


30024 


1 


2299 




29842 


60210 




30025 








29843 


60211 


A 


30026 


1 


127 




29844 


60212 


A 


30027 


1 


812 




29845 


60213 


A 


30028 


1 


1830 




29846 


60214 


A 


30029 


1 


836 




29847 


60215 


A 


30030 


297 


936 


RTSSSLMRSSSSLLR1CSGVSPRS 

1PRWFTSVSLPSSFIR\RITTFRYT 

PGHVAPASRRSCYKYRR*PMRL 

YTM1QSLS/VGSRPSGLRAFSSD 

CSPLPRTCSLSRRRVLMITTSRS 

*qi Tvr:vrYPC\/T? p\/t a a accvc 
oL> l iuVUroVKrVLAAAoc i r 

SRR\YAGFQNPHNLLVSG*YQG 
NYRHFG1LRGYPG/TLKNSNFQL 
TRSARISLSSRSSICTSTGGNTTL 
PPSSPPDC 


29848 


60216 


A 


30031 


1818 


1991 


SPSHIRRTAPNGLRHYQR*1QQ* 
APSDQKRDFLVPHGADSAMAK 
HGGSHRAVLPQGW 
















29850 


60218 


A 


30033 


1419 


1640 


IFCASLSLGLYAGIEARILTKGY 
TRK* IQQ* APSDQKRDFL VPHG 
ADSAMAKHGGSHRAVLPQGC 
DPHMESLI 
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SEQ ID 

NO: 

29851 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


60219 


A 


30034 


1 


1593 




29852 


60220 


A 


30035 


107 


195 




29853 


60221 


A 


30036 


1480 


1605 


TILR1TFQFCRSNRRRQRQ*NRF 
STSQRRCYFLLNG EDVTLP 


29854 


60222 


A 


30037 


1 


373 


MPSYFTSRTAAVHVSALREEQA 

HHESKHHESFIAQRMFRMFYQ 

ARNLLHAGQENLFSGLTALTAE 

FTVGEEATRGKTTGKRG PSPDG 

RILRTTKTRNPRGYMQGRYLES 

QRDVEATDKPFEFFMNRFRLLE 

AAPRVEFIAYTGLCEDVIRPQL 

DEAIAQGYLTECADYWQITEH 

GKLFLNSLLELFLADGYHMWR 

M 1G AG AHLA VGIDPTQLFLCQF 

EAVRKLLGNDQRAHLLPLGIEQ 

LPALKAFDTVFSMGVLYHRRSP 

LEHLWQLKDQLVNEGELVLET 

LV1DGDENTVLVPGDRYAQMR 

NVYFIPSALALKNWLKKCGFV 

DIR 1 A D V S VTTTE EQRRTE WM V 

TESLADFLDPHDPGKTVEGYPA 

PKRAVSDCAQAVKMTNMISYQ 

GLVRTFLSTSPNNWLVFMQNG 

QE V VIDSOKSVS*RSVCl'GCFIK 

HGICSMRDKK1SFLV*RRLLLNS 

LSAKKLHGAKQRAKGDLPRMG 

AFCVPPKRV1RVVICKEG1WKA 

SVMSKPQISRLSSL 


29855 


60223 


A 


30038 


561 


845 


AK.IVQLRPR1LRPSRSARRCPSA 
PRSRRQRRRSGPLPEPAPRVS*Q 
IFPSQYWRYRQSTENQKQRLDP 

AGSA 


29856 


60224 


A 


30039 


1 


1090 




29857 


60225 


A 


30040 


1 


1384 




29858 


60226 


A 


30041 


1 


1377 




29859 


60227 


A 


30042 


2268 


2684 


RCRRCKRRLLRRFRRSLLSLAG 
SPENHARFYCRNSLPDEWFFRH 
H PRST* PPRSREIRRCHCG* RQC 
SSDGRKITSVHRGRNADGRELT 
HQAVRLLAYLSDRFARHHRHL 
RN A H R RG PDRi P K ERHFP A TIC L 
RHTPAV 


29860 


60228 


A 


30043 


1130 


1310 


RLDKQNRRQGKRQRNNGVFHQ 
QPQRR*RTDV IQMPHSH HRHA 
QRRDHQQLGQHHAGRNFE 














VAASVSSSMSCAPVLMTVVTR 
CTLLILSQFMRRKA1KK7LSGSL 
LPASE VKVLKRDGDYSEA/ QQ* 
APSDQKRDFLVPHGADSAMAK 
HGGSHRAVLPQGW 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
uf peptide sequence 

============= 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


29862 


602^0 




===== 


1 







2986j 


60231 


- — 

A 




30046 


J , 


To^ 




29864 


60232 




300_7 









29865 


60233 


- — 

B 


30048 




790 


^ 




29866 


60234 


A 


30049 
















T853 


2~257 




29868 


60236 


A 


30051 


90 


411 




29869 


60237 


A 


30052 


1375 


3174 




29870 


60238 


A 


30053 


5 


206 




29871 ! 


60239 


A 


30054 




sfir 
















rr Y lvKKt\.t\t\t\L,o V oiJOlVlisJN 1 0 

KTRRTR*IINLLGRS*NRNFVSV 
PSGQNYP*ISLDHGRENYGGYS 
TIQNRLLRLPLSRSGCILQ 


29873 


60241 


A 


30056 


634 


924 




29874 


60242 


A 


30057 


42 


665 

— 


K.YGV\NPGPYGGTT\RKLYEKK 
LLKLREQGTESRSSTPLPTISSSA 
ENTRQNGSSDSDRYSDNEEDSK. 
IELKLEKREPLKGRAKTPVTLK 
QRRVEHNQSYSQAG1TETEWTS 
GSSKGGPLQALTRESTRGSRRT 

rrvKK Vb 1 ^trirKllJijr V l:>fc.5 i r 1 

A ETllVyt A CCMECT \/\rMT? \ITr:XT'PV 
Ac I IMASCHND^L, V VINKV 1 OINrlN. 

HASPILP1TEFSD1PRRAPKKPLT 
RAEVG 


29875 


6024j ... 


A 


30058 


_1822 


4791 




29876 


60244 


A 


30059 


310 


]275 




29877 


60245 




30060 




39_ 




29878 


60246 


A 


30061 


— 

250 


iif^ 




29879 


60247 


A 


30062 




i64\ 






60248 




30062 




]009 






29881 — 


60249 


— 
A — 


3006 




~TR 












?b"5 







29883 


60251 


A 


30066 


2282 


2741 




29884 


60252 


A 


30067 


1 


2199 




29885 


60253 


A 


30068 


1 


2229 




29886 


60254 


A 


30069 


441 


608 




29887 


60255 


A 


30070 


122 


517 


CTIV1RSRCFWWKTAWAQKMN 
LLPMARLTTTIALATYANISAQ 
WAKRLQTAFR*WATPHGAVLI 
*FPALRVK*ANATALSLLTVTT 
QATGRLRARQRKTATPRTIRPG 
ESTSSSPRSSGSLSAPACSVPWM 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


29888 


60256 


A 


30071 


498 


1155 


KQPSAVSGTGAAGEANLHAVR 
TAEQTAVVYRHRQRVRWLLR 
YGILDWSPTYLKEVKHFALDK.S 
SWAYFLYEYAGIPGTLLCGWM 
S DK VFRGNRG ATG VFFMTL VTI 
ATIVYWMNPAGNPTVDMICMI 

VlurLI i Urv MLlOLrlALfcLArlv 

KAAGTAAGFTGLFGYLGGSVA 
ASAIVGYTVDFFGWDVGFMLS 
HELWESEFTKLKYEYNNSCPAS 
VSGWL 


29889 


60257 


A 


30072 


670 


1100 


NCRKTSPK.RRFSFDDPKSDRAK 
DFLAKILH*SLWRAYPIARHLTL 

Y Kr Ar KJL-- Y 1 LALrL^Ko 1 K^Kf^J 

ATTV/TAI PTI T nPDPf^T-Jrin ATA TV 
A 1 1V1 ALrlJLLUUlJrOrlJJlJAlAl V 

LALASPELDVKAITSSAGNQTP 
EKTLRNVLRMLTLLNRTD1PVA 
GGRGKTVNA 


29890 


60258 


B 


30073 


861 


935 




29891 


60259 


A 


30074 


1 


2510 




29892 


60260 


A 


30075 


3 


119 


NALRKSASSCSGRNRYPGS*PS 
RPDCQRSCSHKHAGYG 


29893 


60261 


A 


30076 


3 


227 


GGEGRASCSADTGWLPSDPPGC 

A ATAI f^r^aC \\l A \/ A ( ~\ AAA C\iXM 

AAuALUOuU WAVAUAAAuUr 

PA *C A nntnUHA DV Ani4T3ATCC 
UA oAOOlvj V HAr JVA^rlr A iro 


29894 


60262 


A 


30077 


1 


2277 




29895 


60263 


A 


30078 


1 


2187 




29896 


60264 


A 


30079 


1 


3666 




29897 


60265 


A 


30080 


1 


699 




29898 


60266 


A 


30081 


513 


1019 


TGGVCCWCARYVDALVVFAD 
QLFVAEVLASAHSPSRLYAHAH 
GDTPQRLRLNGRQALSP*FCCN 

tjd A AI f\T> urvpvp PI P A P f^CP r\ 

A/iPPPXTT T VOI/ AQAHP QOP PiQQ 
IVIKK^IN L.L, I ^IVAlSAV^K&^IvJJ^o 

*RSLFFRSVDADGG*R*SHGYA 
FRHGRFQCHRPHGLPGTGPPRH 
ADSAFSRRLIYPACRWRL 


29899 


60267 


A 


30082 


389 


462 




29900 


60268 


A 


30083 


1 


278 


N/tp.xrMn a vi PMHr.i rjwnFiuvv 

IVlOVINl^/iVl^CiVtrlOLOlNlJrlVlV V 

Uf\Kjr ukILjL, v v err i ULDLUr rl Y 
RMFNADGS/DSGAVRQRCALLC 
PFCASERTDQ*A*YPRQHRQRA 
DGSDRHR 
















29902 


60270 


A 


30085 


1 


1308 




29903 


60271 


A 


30086 


30 


164 


VTWW*RAPTAGLMQC*YCRNR 
RARLRLTYGHAPAHRRNGPDV 
PS 



3840 
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SEQID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 




NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


29904 


60272 


A 


30087 


3 




ILKrAINrvr nlrUAAu Vlr Vu Y 














AL*RGTSVSAVHRW/CS TVFGV 














NWATLATKLMVAG1RRSGAAS 














RISRASPPSFSVPACSVGRKKVI 


29905 


60273 


A 


30088 


1 


~ 

36_9 




29906 


60274 


A 


30089 


1 


957 


MGFRRTMPHIVISALVGGLLLV 














F ADCL A WTCRHDKLDDI SD V A 














KITGLTSKAIRFYEEKGLVTPPM 














RSENGYRTY TQQHLNELTLLRQ 














AK^V KJr INLfccoVJCLV INUr INUrV^ 














PT4Q A rtVl/PPTI FWACTCPLIin: 
KiioAlJVrvlvK. 1 LlllV V At-lcKHlo 














ELQSMRDQLLALANACPGDDS 














ADCPIIENLSGCCHHRAGKYVG 














1 IP DWE? E»IPT-IPr'\X/D!k'TT Cr*T? A 
L1KK V KrvKJKrlKL-. W rllv 1 Lol^KA 














VSEFQRLIQPNHQYQSYTRQCA 














PETDNHADNSYNAGLFIVNSLY 














1 Acu V IvlUrvtibL W^KY VrLlvlK 














HEALRLQVRLPASVELDDLLQA 














p.nip.i t xi A \/pn» vr* A t nr.TA ttt 
(jUIULLINA VtK i UAJLyU I Ar 1 1 














YAVQR1RVGAMLD 


29907 


60275 




; >0090 


L 


699 




29908 


60276 


— 

A 


30091 


4j0 


660 


tiKJ 1 Mr 1 V n-riKKllvll^K 1 AKt^lNlU 














RHYQ1QLSAVQRI RGAMLDELR 














oKUW V rKo\KKJNAKDYAyAlu^ 














MSLPMLQVALS 


29909 


60277 


B 


30092 


1 


F575 




29910 


60278 


A 


30093 


1 


289 


MIQAMPPT1MI FM At I PTPVAVA 
IvlloAlNrvr 1 IINLL/LL/JLLKI r V A V A 














DLNTFAAAAAAVCRTQSAVSQ 














QMQRLEQVPLGKNCSLVTVATN 














C*LNMAFNFLVTPGKSCVLMM 














RSC1QPNSD 


299] 


6_279 


— 


— 





T095 




29912 


60280 




A 




30095 


— 

10j7 


— 

97 
















TPAFPPAQR A QTJTQnr>Pr»WAlsJl 
1 LnJ^rrAoKAoK 1 o I y U ^ W A IN 1 














QQA/N4PW PXIQTTPQTT PPPQTPV 
m VlVlr V NrlN^ 1 1 ralLKKro 1 rtv 














C S ATNCGEN * LSIMIG S 


29913 


60281 


A 


30096 









29914 


60282 




30097 


— 








7°-T^ 


- — 

A __ 







]— 




















KSLNAICYRNTRTSMACY*PA* 














VPWPk'l-IQAr,! N/fTIQPVT HVTQP 
V J\WrN.noAuLM 1 lorVLnVlor 














RHWRLECATRVGRLG 




60286 




30100 




2784 






60286 


— 


30101 





]975 




29919 




— — 

A 


30102 


— 

3 


470 




29920 


60288 


A 


30103 


1447 


1773 


t^r Ar 1 t,ririlj 1 ytMrlrH^Kb Y 1JC 














PQRDPRHIDAQVSDQRPCPDSG 














LREPLHCAQPDSGG * ADNSADH 














IRRNGGDGAFQRKRNRTLTDPH 














KRQEHGGLTLRIKLSVEQAFAG 


29921 


60289 


A 


30104 


1 


449 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 

===== 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 




6^9~T 


— 




========= 

— 












30106 




410 




29924 


60292 


A 


30107 


3080 


3232 




29925 


60293 


A 


30108 


1 


1272 




29926 


60294 


A 


30109 


438 


617 




29927 


60295 


A 


30110 


259 


392 




29928 


60296 


A 


30111 


905 


1545 


RLTTPSLSVCWRPAAKRP1LPRS 
LKQLKKIASRKVTPVSLGNAW 
NNLEKQRAYLSMMAQKRVDG 
LLVMCSEYPEPLLAMLEEYRHI 
PMVVMDWGEAKADFTDAVID 

IN ArtUU I MA UK I LlCKUriKc,lU 

VIPGPLERNTGAGPPCRFYEGD 
GRSDDQVDGDIQFFFSTNTITGR 
GHFRTMVDGICPCKDGNLRFN 
R 1 LEHREPF YPQI P A TF A Y A 


29929 


60297 


A 


30112 


3 


466 


AIVKFKRNVHQDGGYCSVQIQ 
QCRFALIFKDFCRMRHNGLIRR 

J IbUjUjdVUKlKUVolAoUKV I it 

FFALEGKKPSSSISA APTQMAVS 
ARLKVAKCQSPT*KSIISTTKPC 
HRRSNRLPSAPP11SATRVHRQM 
RYSTSSGAAALLSITVTPS 


29930 


60298 


A 


30113 




1562 | 




29931 


60299 


A 


30114 


706 


857 


PMRELISKGVSPFA1SNSGLLTS 

LL J ov V lUAlUUlK-farLSWAo 

GKGP 


29932 


60300 


A 


30115 


966 


1142 


SLEETEKYRNVNEMCFPVKRR 
RREREKTSERTPAPV*VKITTRK 
LYPAEERTGR1FEA 


29933 


60301 


A 


30116 


1 


3095 


MDKFLNTYTLPRLNREEVESLN 

RPVTASGLEV11NSLPIKKSPGPD 

GFTAAFYQRYKEDAGEREGEG 

GNQQVAVRGKRKTTERKKKLG 

EDVKVKESKNSGAYEVKQHRF 

FRSLDWNSLLRQKAEFIPQLESE 

DDTSYFDTRSEKYHHMETEEE 

DDTN DEDFN VEI RQF S SC SH RF S 

KAAEVSTRLLSTRVTE1EGWLI 

VQRNQKLLQSNLKQRSGEPLIL 

DDDSHVPPELRAGYRLLKNAG 

CLPPELEQRREAIQ 


29934 


60302 


A 


30117 


1 


2583 




29935 


60303 


A 


30118 




3141 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29936 


60304 


A 


30119 




1037 


MRVVILGSGVVGVASAWYLNQ 
AGHEVT V I DREPG A ALETS A AN 
AGQ1SPGYAAPWAAPGVPLKAI 
K.WMFQRHAPLAVRLDGTQFQL 
KWMWQMLRNCDTSHYMENK 
GRCFELPVAVYAGGQAVLVKQ 
CKA1GGPDRAPDTLNTMPIFKA 
CTPDNRRAVWRHRAQTSPESR 
LLDMTAAWIEIANHHLQRFTTR 
LQQLGIKTNNLRHSGKTNAVIV 
YMIQSISLVDEMSCHLVLTTGG 
TGPARRDVTPDATLAVADREM 

VGVlRrCQALlLNLPGQPK.SlrCET 
LEGVKDA/EGVPYCIQLLEGPY 
VETAPEVVAAFRPKSARRDVSE 


29937 


60305 


A 


30120 


96 


711 



















J? 




— 


— — — 


— — 


7728 






60l08 




|— — 


— 


T79 

J 


IQTESNPQD1L*NPSPPVFISKHS 

PXTMQ Vr V A ACT? PT^W C U puvc 

ATTCNRALSI WYLMN 


29941 


60309 


C 


30124 


202 


321 




29942 


60310 


C 


30125 


150 


491 




29943 


60311 


A 


30126 


1163 


1257 




29944 


60312 


A 


30127 


929 


1023 




29945 


60313 


A 


30128 


3 


765 


TARAWLLLGPVWPCVSERWSK 
KPSPRGGRDPSDRDPAAFAARS 
TVPPRISAYERPVPWPGEWNDP 
RGPGRRASAVVSPREGNWGVL 
RDPRLQARKPRMVRSRQMCNT 
NM S VPTDG A VTTSQIP A SEQET 
LVRQESEDYSQP\*LLVALFIAA 
KKM * KSLKGKKPKTKKRV WN 
LVCPLMPLNL V* FVKVDLKM V 
ALSMAKQDILWPALH/DAKKL 
KKRNKPCPVCRQ/HNSNDCANL 
FPLVDLSIRELYISNYITLGI 


29946 


60314 


A 


30129 


2 


430 






I^IH 


















3TT3T 


J03 


5l9~ 


GTGQCANTKMSVPTDGAWTTS 
QIPS/SPEQETRVR\PKPLL\LKLL 
KSVG\AQKDTYYYGKRFLFNLG 
QYIYGLNDYY 


29949 


60317 


A 


30132 


3 


619 




29950 


60318 


A 


30133 


123 


385 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29951 


60319 


A 


30134 


66 


413 




HQSEQMYQSSESCLLGTTAKA 

Druni PT&QAPURPQTPPPWCT 
rvLjrH^L-K I AoAtnrro 1 rrr WoL 

TLESQREGRFKQPTLISCF/CLF 
MSVPVVSAPPFSSSSSSSSSSSSS 
SRP WFPDQEAR* LTSPVERPCR 


29952 


60320 


A 


30135 


257 

— 


465 

— — 


V r J AoLLMV^otrn V Ltr V W 

EVEGHSV*TGKPDRPPRR1CLLT 
LLLPVPW VPGQLAIKQEGQEPIC 
KRH 


±1?_££ — 


60321 




i 

3_0— 








29954 


60j22 


— 

A 


30137 


t5t- 

33 











6 ^H£ 


A — 





lip 





















29957 


60325 


A 


30140 


650 


1045 




29958 


60326 


A 


30141 


374 


575 




29959 


60327 


A 


30142 


1 


1095 




29960 


60328 


A 


30143 




981 




29961 


60329 


A 


30144 


28 


698 




TACR1RHGHAGRLCCSPCLLVIP 
LKSSQHALRVLNPPNLDGRRKI 
A\FAHHCPFKGVG\RRYA\HVVL 
RKADMDLTKEGGENSLEDEVE 
RVITH/1LQNPRQYKAIP\DWFLN 
KTRRM * KDGTY SPG P*P1GLGQ 

RHFLGAFRVRGQAHQEPLGRR 

r , DUDcr;\/Ck'PT^TPC\ f T;pr , i \/xti^t 
ulvnrjU V &KctlK3 VLirL^LV JNJvI 

V I JrJVlvJVIS.N.lSJVK VUAAANL V V 

VVVVGGR 


29962 


60330 




30145 





340 




2996 ^ 


|?q^* 


— 


— 


— 










— 




— 


V5T 




29965 


60333 


B 


30148 


1 


2652 




29966 


60334 


A 


30149 


205 


450 






tOt^, 
















— 


3"o~~T 


— 


To"2~9 






29969 




60337 




A 




30152 




237 




422 


U/FPTPA flVTMPQPPQriTUVDP A 
IxoKAKWrlULlVlcL V ^l\JVKlS.or K 

ANKPRRLPPVR*RCPPRA 


29970 


60338 


A 


30153 


1 


1134 




29971 


60339 


A 


30154 


136 J 


411 




29972 


60340 


A 


30155 


1 


3345 




29973 


60^41 


A 


30156 


194 


475 


TP ATV RRG WRPAV R V FR W WK 

DT TAAPDPD \fflX>l cpr.Trri?DA/Di 
rL 1 Vrri\JvlS.LirLoKkJ 1 uLKrvrL 

TTPCTHTVUP A CllC A\FV\A1 l\?f\ 
1 1 ro 1 Kj 1 VMKAOIUA VJvlVlLl V 

KSPCMPPC*HRQWTMTGLWQA 
PAAIRPV 


29974 


60342 


A 


30157 


1 


2988 




29975 


60343 


C 


30158 


1 


3939 




29976 


60344 


A 


30159 


308 


749 




29977 


60345 


A 


30160 


1 


1338 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29978 


60346 


A 


30161 


1 


4342 


MTRDNPVIPRFIHRREVVFIGQE 
NGGIQNARFIAALFFQHGVNLC 
QRVGGLLKGIGVEVFRYTSVVE 
RVVVDYYIRPAGFSIDTNDRGS 
VTDDFAPDGQLAKAIPGFKPRE 
PQRQMAVAVTQAIEKGQPLVV 
EAGTGTGKTYAYLAPALRAKK 
K.VI1STGSKALQDQLYSRDLPTV 
SKALK.Y TGNVALLKGRSNYLC 
LERLEQQALAGGDLPVQILSDV 
ILLRSWSNQTVDGD1STCVSVA 
EDSQAWPLVTSTND 


29979 


60347 


A 


30162 


1 


1023 




29980 


60348 


A 


30163 


1 


679 


M FRVTWSSGRTGLGKRLFRTP 

YDN DDTGP YA FN KTHPKDN YT 

CTVLF1DDMSASGQSLDKAQD 

NYRQAMKKLSSGRGNVLAQAE 

AFRGLGVEIKREINPDLAEQAIR 

LQDCVFDTQETMTTTFTGTVSS 

AXICn\I VVTTPXlTT^Tr: A A CXIXTVC 
AfN^LilN YY llrlNII.JILiAArlNiNVi 

LAIGNYVVLAFSA S/VGA/DMK 
MVNSTITASGSKRSTTVLRQGL 
SQRWLLSAGARNLLQHYSFRE 
TCANWNMLF1GR 


29981 


60349 


A 


30164 


1 14 


685 




29982 


60350 


A 


30165 


1 


1353 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29983 


60351 


A 


30166 


1 


1661 


MRGEVLLAGVPRHVAEREIATL 

AGSFSLHEQNIHNLPRDQGPGN 

TVSLEVESENITERFFVVGEKRV 

S AE V V A A QLVKEVKRYLASTA 

AVGEYLADQLVLPMALAGAGE 

FTVAHPSCHLLTNIAVVERFLP 

VRFSLIETDG VTRQLLG VSYRI L 

AMGHAE FLIQI ADM RNDGG WR 

DFQFSGNLVMDEPNRSAQTYIK 

LVICSRLGTTKRYNHKDDCPRC 

RWI AAMIDN PPRIRKPTK.S ASV 

WHATATSASPERQMSTTV1MS 

ARFISCWVMTPFCMPRSGPMRF 

VHLPCRFRDAFNTGVGKLDQL 

GPSMSTRIRQRFTTLCPMTLSSS 

STEFENVSDCRPSRARSCLRFRL 

CRSIRCVYRLADYVQRSLQAGF 

IQRPAIRHPY1 IH VKGAFTEYVR 

NNRLPETV1RVLQPALARFSPDI 

APLFSPFPLHDDDVTARLYAPS 

LMPKLRLIGLTLLALSATAVSH 

AEETRYVSDELN I WVRSGPGD 

HYRLVGTVNAGEEVTLLQTDA 

NTNYAQVKDSSGRTAWI/HVET 

T*H*AKPALPCARSGKSGQT\PD 

o *tuav i? 
K 1 ri^ Y r\ 


29984 


60352 


A 


30167 


2D4 


496 


KAbKLK 1 CULJUUUl^Ll!>A V Vc>V(j 

a cdfa cD\/i('CCi?T?\yv*c*yr:pcc 
AJrrAoK V l\oM\K W V o VUrib 

WrrOlVJoL 1 Ac-llvKoKlvlr V V 

GSLTASFANVVR 


29985 


60353 




30168 




9 - 8 i 




29986 


60354 


— 


30169 









29987 


60355 


— 


3— 





— 






60356 


- — 


30T7J 







702 




29989 


60357 


— 


30172 









HIIj— 




— 




— 


2^68 






603515 


— 


30174 


612 


671 




29992 


60360 


C 


30175 


1 


2649 




29993 


60361 


A 


30176 


501 


754 




29994 


60362 


A 


30177 


1030 


1327 




29995 


60363 


A 


30178 


3 


108 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


29996 


60364 


A 


30179 


404 


1347 


DVTILARAVLQALLK1L YH/KCE 

FNDEMLTEGV1REKMGFNPQTL 

REVLQACQQQGCVANNLDLDV 

VMIIIDGAFSGIVQNWLMNMA 

GYDLYKQAPALVDNRTGMER 

ASNGGPWQVQSLPARSYRQLD 

SYYGEAMAIGERALVALLDFSG 

PSPSGDWRYQTHHTFPPTGWR 

RQATLVK.MRACIEAVKAVGEE 

LCPALGLTIPVGKDSMSMKTR 

W^tUrNc,t,KbM L orJLoL. V IbArA 

RVEDVRHTITPQLSTEDNALLLI 
DLGKGNNALGATALAQVYRQL 
GDKPADVRDVAQLKGFYDAIQ 
ALVAQRKLLAYHDRLI 


29997 


60365 


A 


30180 


494 


1433 




29998 


60366 


A 


30181 


1092 


1347 




29999 


60367 


A 


j0182 


j15 


600 


STPIEKTVSKAFSAGSCS1LTVT 

PTP*EVSSAFARSLICRSIRKPGL 
KLRS1TIGALASKTVLPASPPRIA 


|0000_ 


60368 


— 


30183 


535 




661 




jOOOl — 






30184 




]49J 








liPr — 


- — 


|^-|| 

















T9T 


5l4~ 




30004 


60372 


A 


30187 




539 




30005 


60373 


A 


30188 




690 




30006 


60374 


A 


30189 


127 


939 




30007 


60375 


A 


30190 




665 
















SSCVLVRWRETADCRWRKLCL 
TDERTRR\NNLRHATNSELLCE 
AFLHAFTGQPLPDDADLRKERS 
DEIPEAAKEIMREMGINPETWE 
Y 


30009 


60377 


A 


30192 


242 


709 


NYMHYHADRCITRCHGNACTV 
NYAGLRSVPTSTVWTGLNLLT 
KRIKYLMAEWSGE/YISGPCV EP 
GKKSDQSKKITVSIPLKVLKILT 

nPBTBBfl\AIMI BHATOCm 1 (TJ 
Ufcivl JvKA^J VlNlNLKtiA 1 lNoc.LLLy-D 

api HAPTr.npi nnna ni pvpjjt 
ArLrlAr lO^rLrlJlJAiJLrvrvtK 1 

AE\IPEAAKREHA*HGGLTPET 

WEY 


30010 


60378 


A 


30193 J 


1 


897 




30011 


*j° 3 ^ 9 




30194 


_1030 


F263 




30012 


3 0 




30195 


263 


514 




PAHFSVAHSHLWQNINPLSSVQ 

CRQNHQAIPCRIFELLNVMRH/ 

VTRDSSSGLGCSWRLTASVNAR 

RFVDPVQILVMAMSGRRSR 


30013 


60381 


A 


30196 


1 


1995 




30014 


60382 


A 


30197 


141 


229 





3847 
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SEQ II) 

NO: 


SEQ ID NO: 
ol peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30015 


60383 


A 


30198 


1 


702 




j0016 


60 j 84 


A 


30199 


j6 


144 


nr.[ i i n4p*ci?>jiqpi i nk'PWDT* 
UOLLLlVllJcKINlorLLt^tS.KlVlr i 

yAV V W WWMJiuv 












646 


W V rlAKrlNIVll'At^l-l V^KKl baL 
ERRQPVMLMVMLRILWY1YCSI 
HVLG*WICRLYYKTLLK 


30018 


60386 


A 


30201 


107 


1200 




30019 


60387 


A 


30202 


366 


500 




30020 


60388 


A 


30203 


1 


1193 


LADCSRYNGLEMTLSCCAGAS 

TVDAVGGIERGGLKSPEASEGEI 

APRLLLDGEPLALSGDKWRISP 

WLL VTDDTATITA FLQMIQEGK 

AITLRDGDQT1SLSGLK.AALLFI 

DAQQKRVGSETAWIKKGDEPP 

LSVPPAPALKEVAVVNPTPTPL 

SLEERNDLLDYGNWRMNGLRC 

SLDPLRREVNVTALTDDKALM 

MISSQIFNGHMVHIIKDLVFTDH 

APDKGISFGSDTGMDRPARGD 

HRLLVMHHDMTRFLRLPHHVE 

NAGVIIH1E1EINFHPALVGVTRH 

G VPLVTRSQLRQPHTRLAGFQY 

IKXA^Ir V INKA 1 V 1 UtclA I ADLr 

TKI'FPAXiri'NJDFCVRU'M A AXIMAIC 
1 INr r AJN VjlNlvr S> I AJllN AAlNJNiNk> 

VMAV A VTXTUnV/l TP,ni'Vl CMfWd 
V N V A V Nriu VL-lwUR Y Lr IN^JVrl 


30021 


60389 


A 


30204 




1057 




30022 


60390 


A 


30205 




955 




30023 


60391 


A 


30206 


1281 


1370 




30024 


60392 


B 


30207 




2199 




30025 


60393 


A 


30208 




589 


MLKK.REQTVFTHEKSVFQGLD 
RGNRELGPPKTFGVKGAQKGN 
LQIFSEDK.NFGPGGSG EIWGHR 
GPKWDIPRGKRETLGKPHFFW 
KPSQEFGRKGLGSFGPWERVSG 
NKNSGKRIYPWGPVDGINCRW 
REPRNVDVAEYRRDCGSRFRSL 
RHFYRSLFSLHRPASTRHQKAQ 
SSAVTWLQTNAQHGRRQRWQ 


30026 


60394 


A 


30209 


1118 


1460 


FQASTTQPRTCCAPLSSVWRCR 
PPRSSPWPASWRSVPSSMGLRR 
TPWCPELLSSRGSTGFLWAEMT 
SSQARPKSSPCLWTSSLAPASRP 
CPS*\LQPPGQQRWGEPIGAIAV 
PL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30027 


60395 


A 


30210 


61 


641 


RHKHRRRIPGRWDQIRPAPNR 
WQTGFQWFALPVTGVRLISGY 
TELLPRL/PAQKN LPYTIHPA WR 
FVAHQGRESALECRYVPLPVRH 

* P MPP U/D PPRNVn V A P VP f? HP 
KInLKW rvtr KIN VUVAcY KKIJU 

RHPGAQTGAVTGFADECPARK 
AAALAKASVNK.VVFHSTNATV 

PUDDHPCO D A CriCPl?!? VWDOC 
LnKrUKDlwvoUorKKi VVKA^ll 


30028 


60396 


A 


30211 


214 


462 




30029 


60397 


A 


30212 


116 


283 


KKIKRHSLSVINSLANSKNKRR 
WRKNIKLR*SSLLK*TESPLPMA 
1LVLTSLTAI 


30030 


60398 


A 


30213 


451 


834 


1WTGKKVDSARALIARGWGLH 

V I LKKl DD W Ivl UOKJvoivri J UlJ 1 

DVLLRJHHVIGELPTYGYRRVW 

Aboi^ 1 UK l rJv V V/JNK. I r rrVLa 

DFEHLQEPYEYFGKLR*PWLPA 
TGEFHAEIYRSVDFCKF1PV 


30031 


60399 


A 


30214 


i 180 


2547 




30032 


60400 


A 


30215 


341 


505 




30033 


60401 


A 


30216 


293 


4221 


KPFSPCCRKGRWLFRNHSSARR 
PTVLYYRRSTMR*NSW*PNLRR 
QRGNPANRS/RQSMLELSGVK.D 
GEL1PAKLFNHLVTWLQARQTL 
SQQNTPRPGGGEIPPWCSSVLA 
ESERKKRGRKKQRGIDSPDVGA 
LLL V RATF YI WQQPP VNKI ALG I 
EYAASK.YYGWQRQNEVRSVQ 

Pk'l PIT A I QOV A MPP1TVPP A T.l? 

THAr;vur,Tr,nvyviFPTTAT t?t^ 

1 UAu V r\\j 1 KjK^v Vrlrc, 1 i AL-lvtS. 

DAAWTLGVNANLPGDIAVRW 

Vk'TVPnnfUARPQATAI? 
V IS. 1 V l UL/r rlAKroA IAK 








30217 




— — 




j 003 5 




6040j 


- — 
A 


30218 






]440 




j 003 6 


60404 


A 


30219 




389 


5 3 


YESARLSGLHRQSDDRWRR*SP 
QYARHTRKRTSAGCSA 








. 

1 





— — 


— — 

— 






— - — 

6^i5^ 




30221 









30039 




T~ 


30222 


— 


627 




30040 


60408 


A 


30223 




862 




30041 


60409 


A 


30224 




469 




30042 


60410 


A 


30225 


241 


615 




30043 


60411 


A 


30226 




1428 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30044 


60412 


A 


30227 


862 


1453 


SFLLVSPSQACHHYYAP/KIFDL/ 
SGYTSTTEQMWGTVIVGLTNV 
LATFIAIGLVDRLGFLAMPAGM 
GVLGTMMHIGIHSPSAQYFAIA 
MLLMFIVGFAMSAGPLIWVLCS 

Cll^r LIvutvUrLil 1 Lv3 1 A J IN W IAIN 

N/TTVnATFI TMI X1TT nTM A MTPW 
1VJ1 V UA JrLI iVlLiN 1 LOIN AIN lrW 

VYAALNVLFILLTLWLVPETKH 
VSLEHI/ERNLMKGRKLRE1GAH 
D 


30045 


60413 


A 


30228 




987 




30046 


60414 


A 


30229 


767 


1472 


CMSRQCCTAYVPPVRSCCPPVS 
VHFFFHSRLCRDALNEAFHPSG 
FQVVKCCDIARIHRNRYG DLLF 
A1GVVH1AMVNAIHRNATFHQR 
QEIGGCFTNQQDFLSIGGA1VINV 
VDNFLQRPETYGDPFCQYHFH 

K£ VLL Ylvlr UINLl Vui l^riv^lUrK 
VQr\PI XTAFlI TVXIO A RTXTP A *\T"M 

IWHSVFLFVLLIGLHRLCGMRQ 

JJ V LIN IVl V JJfMtr r W KWL^LAuA 

NFHVLQRQILADQRQRNW 


30047 


60415 


A 


30230 


2553 


3845 




j0048 — 


60416 








656 






604T7 


— 


T— — 

——^^ 









30050 


60418 


— 

A 




— 

185 


206 




A 1 v Uri r I 1 E-rUlJlJLAvjUr A rL 
bWrAurALtnnlNLrWA 1 uDLn 
SLRA 


222|i — 


6^42^ 




i2_£_ 












A~~ 




— 


2681 




30053 


60421 


A 


30236 


1 


2004 




30054 


60422 


A 


30237 


1 


811 




30055 — 


60423 




j0238 




7521 






60424 


- — 


30239 




S 






30057 


60425 


— 
A 


30240 




1 3 


T TPTUnX/Rk' PWWRVPVT QVIP+k' 
Llrl W WKIS.r WlNivlVr VLa V Ir rv 

WKLKGPVALK.TAYPAK.RLPLPI 
TSFSLPGVA 


30058 


60426 


A 


30241 




2067 




30059 


60427 


B 


30242 


1 


2787 




30060 


60428 


A 


30243 


101 


947 




30061 — 


60429 




30244 




1917 




30062 


60430 


- — 

A 


30245 




239 


469 


k'PVQKQPPRFQAnk' AQAQAI A 
JVK V oloilvKKr jALJlVAoAoALA 

P WAX/PC A \/"MT WP A I * TT A AP V * 
KW W Ko A V INI I VrAl 1 IAvJKV 

QLRMTNCVRTTITACHSR*RITL 
SLSPVKPAS 


30063 


60431 


A 


30246 


1 


4348 




30064 


60432 


A 


30247 


1141 


2244 




30065 


60433 


A 


30248 


503 


649 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30066 


60434 


A 


30249 


418 


930 


PRVIENFLFQLTFLPGG1TQSHQ 
YVRRLFIGAERFQHIAGSGHYR 
VV*NANAGSKIGGRSMQNKPAI 
FSQRTAEHNRFIQTD*FITRLRR 
p»i c\] pnisjpp>jupipnpT \/nnnp 

fL^Lr v^lNrrlNr clr^KJL V LJUUr 

HCTIGIMFANVDHGTTENRIRK. 
TFR1YHRNAHAPLTI 


30067 


60435 


A 


30250 


1 


526 




30068 


60436 


A 


30251 


442 


684 




30069 


60437 


A 


30252 


1 


3144 




j0070 


60438 




3025j 




340 


L LPQRQ AKAPV LPLPLPTEN VP 

A A 1? A r.Vl^nAVIFQCAnPPATA T 
-AAtvAvjrvPvUA V IroanyrL^iAL 

AANGAFTGG*YQNRQ*NMRCY 
ASGESVTDRPRLAIRDAT1GISG 
FCSLA 


30071 


60439 


A 


30254 


62 


298 




30072 


60440 


A 


30255 


904 


1530 




30073 


60441 


A 


30256 


701 


1329 


HRLSMCRGRCSRWWSARTNV1 
SMLVFALSFASWRIVSPRTM/D 
ALTFAAESALPGSPTHISTDHQG 
QFVFVGSYNAGNVSVTRLEDG 
LTMLHEELSSHMMKEEQILFPM 
IKQGMGSQAMGPISVIV1ESEHD 

CAr.CI 1 TJVTVUTTWMVTPDUPA 
CAOcLLilVllvrl J 1 IN IN V 1 r rr cA 

CTTNKQPAQPQRDKPQRGNQQ 
PAHQLAERHLVDRLLM 


30074 


60442 


A 


30257 


8 


382 




30075 


60443 


B 


30258 


1 


2655 j 




30076 


60444 


A 


30259 


67 


231 




30077 


60445 


A 


30260 


1109 


1531 


TFLHSIPAAKTQGPPPRNTLVDT 
PQH L* HQQRRTRQPQLALSLRT 
*VFLNRILRGALFAPKACLKPD 
LVISPRGPPQGLGVTRVQVSAH 
TNPRTTHRNTPHYTRNTQTRPE 
STPRRDTTTPQQRHTPPPHTGK 
RRGTPET 


30078 


60446 


A 


30261 


1025 


1252 


SSTVFSNLDRSDSP1SQSKMKIIA 
SITTIRMEP*A1ATPYSPSSTRLR 
M* A V ATRV SG VTRNTMA LT V V 
MARTKL 


30079 


60447 


A 


30262 


2114 


2380 


LPGLAKLTVKDLPRLSLAFERE 
VRDSPISQSKMKIIASITTIRMEP 
*AIATPYSPSSTRLRM*AVATRV 
SGVTRNTMALTVVMARTKL 


30080 


60448 


A 


30263 


3026 


3217 


LPQCKWDPYGVTISPQVSIRSR 
ANPSCTSPFFV* SATKGLL YQQ 
TRIPALDIPPSSNRRNSHG 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30081 


60449 


A 


30264 


1403 


1799 


YGHEWRWMPGNRPHYGRWPQ 
HDFPPFKKLRPQSVTSRIQPGSD 
vtvp a i7u ncnwr.vA/r, a t/qdh 

V 1 V L'A.lrMVI Un,\{ Wui VUANoKy 

pun CVA VHQT DVTVVAUVr^C 
KWLrYAY UoLKJs.1 V VAri vrut 

ivoL.r 1 ur KbKrA I V^IC VUKLrA 

AAV UM VL WLoLJJVAl^rx/l V V V 

KVVVL 


30082 


60450 


A 


30265 


3174 


4135 




30083 


60451 


A 


30266 


1 


2771 


















30085 


60453 


A 


30268 


10 


233 


LRJQASDPE1NSRRESGIHLPYTT 
DKAPSPLTVDGAK* EVSRSSI/R 
QNSQVQHPPDAAKYPSGCHKS 

rtvurKKA 


30086 


60454 


A 


30269 


300 


564 


SANSTLKRTQV1MRRPLTVKLSA 

Ivi^LrlVlLJvVJN 1 rvJNoLV V V VolVl V 
\A1 I CTPTD \\/CD\/HTD 1/ ATCCCT 
T7 W\/*OI AX1TCPPT 1WCPXIC 


30087 


60455 


A 


30270 


5259 


8003 




30088 


60456 


A 


30271 


1 


819 




30089 


60457 


A 


30272 


1173 


1369 




30090 


60458 




£027j 




4767 




30091 


60459 


— 

A 


30274 


— 

905 


1 162 


roo V Vlvll^ooJl V oc.l^£,l 1 ols-Lr^A 1 

V A erw a AT,I XJQP witqppcc 
VAoVVAUo/\ULlNoKIS.I 1 otKoo 

AFLSAL1RHPTGGIFNKL*LSGT 
LNPALLSFITSHG1LL 


30092 


60460 


A 


30275 


1164 





















30094 


60462 


A 


30277 


1 


168 


LEHLSPCDSIRHSRTRATAAIRS 
RCYSKYAQ*IRDHRVNGDGVS 
RLYAANQHRTCQ 


30095 


60463 


B 


30278 


1 


954 




30096 


60464 


A 


30279 


108 


530 


SIRQTHVQIVRRSCLA1RHQVPS 
TA1RVGIVKGNFAS*AGAQPSK 
TLR*HRCTTRALTSGVLAVRLS 
AGCNFPELVHRRLTLWRAGRT 

ttipptr ah a cp vfiRnvpnwi tp 
PFPAGQRC 


3Q097 


60461 


— 


30281) 


- 


T389 




30098 


60466 


A 


30281 


1 


380 




30099 


60467 


A 


30282 


1 


3255 




30100 


60468 


A 


30283 


569 


2547 




30101 


60469 


A 


30284 


1 


585 










30285 


1376 


1693 


CPMADTPAT*PIPKRLMLCYST 
GLPACYITVKPP*TLGSVQGSLG 
PSSGPKTAGAPSSRPPSPSARRP 
RTTETRWTLLRSKDYWLITRKV 
GLGNLQDGGRAGSLS 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L ! iiknowii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30103 


60471 


A 


30286 


737 


1088 


NMLMNVCNLPVVCVPMMSRK 
RGCVTITWALICGLSWGCRMS 
GGLRKPAPRPQKWRCLP11VGR 
RKSGGSK1RANVCSLPIFPSGI\G 
R*TTGESKRI.CRSYHDAAGNDS 
* WRJ3LVIG 


30104 


60472 


A 


30287 


3 


209 


VQHSCRMCGTHSQKCPSHRQK 
LRPHGHLVA*CLCAGSREWEA 
NPLFPGRGHCTDSPPETRPHQL 
VQRV 


30105 


60473 


A 


30288 


2366 


2768 


STRSGGNCRGAGAGV*SGPVA 
GR*SQSGDRAEST\SPLAMVGD 
G1NDAPAMKAAA1GIAMGSGT 
D V A L ETA DA A LTHNHLRG L VQ 
MIELARATHANIRQNITIALGLK 
G1FLVTTLLGMTGLWLAVLAD 
TGATVL 


30106 


60474 


A 


30289 


714 


881 




30107 


60475 


A 


30290 


791 


1618 


NT1SIRPIK.LRS*L/CDPGFAGQPF 

IPEMLDKLAELKAWREREGLE 

Y E1E VDGSCN Q ATYEKLM A AG 

ADVFIVGTSGLFNHAENIDEAW 

RVMTAQILAAK.SEQWGQQVY 

AIVQNTDQAQAVMPYGPKCLY 

VLAQNDALQRTENYAESIAALL 

KDKHPAMLLLAATKRVLFAIV 

DTYVTTNASLAG1 AENSMDLSP 

GGRVAVKESNQRWCSDGFEFC 

CDNGERLRVTFALDCCDREAL 

HWAVTTGGFNSETVQDVMLG 

AVETPLRQRSSVVSSGVADG 


30108 


60476 


A 


30291 


364 


1305 




30109 


60477 


A 


30292 


105 


609 


CGGCPQSRHRPAPALRYPQLQ 
MPHWRRSICTSLHRQR*WTPSG 

sv 


30110 


60478 


A 


30293 


159 


438 


LIKSASLS*FK*LLKPAINAG*Q 
AS*WRASASKPCSASPDCAGDN 
CASIVSAASALALGCSKRISAPR 
TAP 




6^0~4~8~o" 




30294 


1246 


Tp4~ 


















30113 


60481 


A 


30296 


231 


413 


SPRCTRPCNAGSDVRRGSASF* 
AGGAGY*TPRPGVW*SVGYGE 
RQQRAPPADWSQRCGVD 


30114 


60482 


B 


30297 


1 


3081 




30115 


60483 


A 


30298 


345 


505 


TNAACNRQSGLINQWMKQTVK 
ME/VTASGTVISVINPVATKLRR 
♦RVFPAPCCG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 


30116 


60484 


A 


30299 




421 


QRRATGDLRLPTR*TARRGGRC 
DS*SSRRWHRAFTGACREISRQ 
QNRRHRQRPAGGVALVGSE*T 
SGILAGQRHYRVYRAGYRRSPP 
AGYAPD*SD*RPVDGRHECGRR 
PVWRRENVPATGGQIGARHET 
GGGLPRTVY 


30117 


60485 


A 


30300 


1 


3202 




30118 


60486 


A 


30301 


317 


554 




30119 


60487 


A 


30302 


474 


599 


TTSVQRTFLPDTY*APTPVLLPA 
RKATAARKLHRFSGRQDR 


30120 


60488 


A 


30303 


212 


569 


TSLK V VTPALRSMPSVPINN LS 

KVKCSKAFSASCP*NEADFLRN 

VPPG1R1VCSLSSSDSALTICRLL 

VITVMLLKRESRGTICKTVLPAS 

RMIESPSW1KLTAASA1SSFLWV 

LMSVL 


30121 


60489 


A 


30304 


1 


160 


WSK.MSRAVRPSDWESWTQTRE 
VVRQTVRCRPDPPSAAVCLTAS 
SPATslCGlPIG**MLAEILA*RAV 
RPSDWESWTQTREVVRQTVRC 
RPDPPSAAVCLTASSPANCGIPI 
G 


30122 


60490 


A 


30305 




975 




30123 


60491 


A 


30306 




762 




30124 


60492 


A 


30307 


1 


733 




30125 


60493 


A 


30308 


493 


948 


LGAIFLAGALFAAAWLADFRL 

GLGARLYRYGADWFCADGGM 

SAEELKFISENGAVVDMDHKKP 

GSAAASGPKLHY1KQLLSNRM 

MLGVFFGQYFINT1TWFFLTWF 

PIYIGNVVSDNR*YVAQITFITW 

1KTYGRCPSFQRDGDGFVNRCL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 


30126 


60494 


A 


30309 


153 


2031 


RRNYQRQQKKRGSEGAGRPDR 

RSRISAAYSPRSEFNNAAVTEH 

Y*NRF*T/LVPRSR/HANADTVT 

REAVNQVIALLDSGALRVAEKI 

DGLPTNQMQASRRAKEEEV H L 

TGQPSRVQSPPRRCEEKQYMVL 

MIVSGRSGSGKSVALRALEDM 

GFYCVDNLPVVLLPDLARTLA 

DREIS A A VSI D VRNMPESPEIFE 

QAMSNLPDAFSPQLLFLDADRN 

TLIRRYSDTRRLHPLSSKNLSLE 

SA1DKESDLLEPLHGFPDYDTV 

GFSCKRRIDYVCRIKHSRRIRQV 

VLLN FAKSG AFSTTRGTDDKTR 

RSLLVTLVRIFCVRVIFAYDIRD 

GIHVRIIQINSKSGKVGSKHNSG 

YSAAKFGGVGLTQSLALDLAE 

YG1TVH SLM LGNLLKSPMFQSL 

LPQYATKLG 1 KPDQ VEQY YIDK 

VPFKRGCDYQDVLNMLLFYAS 

PKAVVLAPDSRSMSPAVSGRFK 

PRV V VAIALDDQQRI VDTLFM K. 

GLTVFARPQKIPAITGRHSGATL 

QKQGKCSVEELAQYFDTTGTT 

MRKDLVILEHAGTVIRTSGGVV 

PDSPPHTRRDPRRFSMAFPWFD 

NIRSAEFHHVTTLLAE1PRQQND 

IHRPAHAAAAPKVETRSGDETN 

RRWNRPAQH LFA 


30127 


60495 


A 


30310 


720 


872 


EKVPVSIGPGGMQELPMQSPDR 
RSAGKPGPASRAGR*TGGGAFS 
TKRDYR 


30128 


60496 


A 


30311 


1967 


2452 


SRRCSAS1NQRPRPGHEKMVSV 
RIAPASNVPTCRPITVTTGS1ALR 
SAWTIITRMRVSPLARAVRM*S 
SPSTSSIEERV1RTMTASGIVPST 
MAGKIIWATAS1KLPSSPQMAV 
SISIKPVNGLESSRNTISLTRPET 
GVRFQCTETSMISIMPHQKIGIE 
















30130 


60498 


A 


30313 


2 


250 


LIRKVST*SVLMKAFLRJA*KDC 
ERLGLKCFWSGSEKGCPLVNT 
NAFGGHCEHHQWVSSVSRVRV 
SQSAGGCPLFNILLNTV 


30131 


60499 


A 


30314 


1 


300 


SVFSH*AKKIWKGVSQRALGQ 
NSRGSGSGCQASWTIRFPVGFH 
TDGTRLRRNPGMQAFLGPVAR 
FLALEARSLDCAFSSSLLFKRKL 
SGRWGRASRGTKL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


30132 


60500 


A 


30315 


1 


468 


MTEKVKQQPAPVTASDEIDIGR 

LVGTV1EARWWVIGITTVFALC 

A V V YTFFATPI YS AD AL VQ1 EQ 

NSGNSLVQDIGSALANKPPASD 

AEIQLIRSRLVLGKTVDDLDLDI 

AVSKNTFPIFGAGWDRLMGRQ 

NETRRGFSARGTGQMLKKEGV 

TLMVEAIHASPGSEFTVTKYST 

LGMINQLHNSLTVTENGKDAG 

VLSLTYTGEDRYTNHAGVVNT 

MIIIAATHNLVFENNSCEYAHP 

MGNAPAGLTEYQNVFYKHDRI 

QGHYVWEWRDHGIQAQDDHG 

NVWYKFGGDYGDYPNNYNFC 

LDGLIYSDQTPGPGLKEYKQVI 

APVK1HARDLTRGELKVENKL 

WFTTLDDYTLHAEVRAEGETL 

ATQQIKLRDVAPN SEAPLQITLP 

QLDAREAFLNITVTKDSRTRYS 

EAGHPIATYQFPLKENTAQPVP 

FAPNNARPLTLEDDRLSCTVRG 

YNFAITFSKMSGKPTSWQVNGE 

SLLTREPKINFFKPM1DNHKQEY 

EGLWQPNHLQIMQEHLRDFAV 

EQSDGEVL11SRTVKPRGPARCP 

DSSVGTTYCTENNPPFDNGLLN 

AQLLQQAKPFVDERQSK*FGCH 

SPSYSCLWLSI1GLKKLIFGSRVS 

SDSPFTCQDVGLPLIFEKV1AKL 


30133 


60501 


A 


30316 




524 




30134 


60502 


A 


30317 


1669 


4421 




30135 


60503 


A 


30318 


2 


349 


SMAKCPLRKNQGPVRSCGAWS 
GCLWLPSPSGTPWRSSLWILLL 
F/SQISQLLSLLHQGQFQPKPNH 
RGNKYL A K PGG SRS AIPDTDGP 
SARAGGQTDPEQEEGPLDPEED 
LSVKQLL 


30136 


60504 


B 


30319 


217 


368 




30137 


60505 


A 


30320 


1 _ 


951 




30138 


60506 


C 


30321 


1 


3729 




30139 


60507 


A 


30323 


1 


2437 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /=possible nucleotide 


30140 


60508 


A 


30324 


1005 


1815 


PDLHCQKKHPTLCSGYWPTFRT 
PVHYAAFS**/HALGHLAFS/EA 
SLHSHRGTQALTTQKXSPAKSP 
TAATTETRVMRK.ISHGTRDPPG 
FASL\MQ*MHYGKLCAFQSELL 
FQSLQRSHWTQSWWLCWPHW 
RLCWTQNWWQCWPHWTLCW 
TQSWWLCWPHWRSCWTQRW 
WLCWPHWTLCWTQSWWLCW 
SHWRSCWTQSWWLCWPHWRL 
CWTQSWWLCWPHWRSCWTQS 
WWLCWPHWRLCWSQSWWLC 
WPHWRLYWTQSWWLCWPHW 
RVCWTQN 


30141 


60509 


A 


30325 


2436 


3678 


RMPPWPPGSPGPLGCSAWAEA 

PPAHCPDVLLHLHPACPHIQAP 

CGTGAPGTGLAAAADSEPLGSS 

APPAGRPCPQAAAACGLAPPLP 

RGWCPPPTSSWMGRRLQSLSA 

HPTSPAPLLAAPTAVCSCSRCSA 

PRSRCVARPAARTGLPTPAPAS 

SPAPATSPAPAESPAATASHPV 

AEASPAPGAPPPRPAASPSPAAS 

PAPPAASPVLTASPPLPAASPAL 

A A SPV HTA SPP VH V A SPPVHTA 

SPPVHTASPPVHVASPPVHVAS 

PPVSCSGDSTSDCFPPQPGAVFP 

HSL/VSFLRWLVSSCSCSTLDGP 

AGGCGARGSAVWFLSLNKLLP/ 

MLLYQMYLMLLLLLRCANQ*I 

DVFSELTDYCGA*IQGYC*FLV 

LAIPR*VVTTRSGCVRATAIDFL 

FPVSSCWNARALPLP1CF 


30142 


60510 


A 


30326 


929 


2910 




30143 


60511 


A 


30327 


1 


1488 




30144 


60512 


A 


30328 


203 


701 




30145 


60513 


A 


30329 


493 


924 


SDPGFRHGKAR1TDPRGQPGRR 
LQGGSSEGNGSDMKAARKVSG 
NKHSTSSHQHAVWCPGVPS* SG 
KAWAADQRFVPRILGKGRGHV 
DAA*LSWKCRNHLSSVSLNGE 
NQRFVGDARYRTRLQRGSANL 
FKRQRCGTLHQNLELL 


30146 


60514 




30330 




219- 3 - 




30147 


6051 5 - 


— — 





- 






30148 


60516 


— 


3 


2~— 


2560 


FALRYRQPVRHRW*FHLVQRH 
GRFSRASGATWPASAAAFAWP 
LLVCAPLSAASAAPLARL 


30149 


60517 


A 


30333 


1 


2820 




30150 


60518 


C 


30334 


194 


418 




30151 


60519 


A 


30335 


25 


458 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 


30152 


60520 


A 


30336 


860 


1209 


IPGNCRDSSGVGIKERETNAGS 
QHMH/IKNSSVHGYPRLCVEDE 
DAYKKQFSQYIKNSVTPDMME 
EMYKKAHAAVPENPVYEKKPK 
KEVKKKRWNRSKMSLAQKKD 
WVAQKKASFLRA 


30153 


60521 


A 


30337 


1 


1440 




30154 


60522 


A 


30338 


138 


512 




30155 


60523 


A 


30339 


1723 


1845 




30156 


60524 


A 


30340 


6 


983 


RRWACRSLSSSGRRSLFRRMGF 

VKVVKNKAYFKRYQVKFRRRR 

EGKTDYYARKRLV1QDKNKYN 

TPKYRMIV\RVTNRD11CQIAYA 

RIEGDM1VCATYAH\ELPKYGV 

KVGLTNYAAAYCTGLLLARRF 

LYNRFG\MDKIYEGQV\ELTGDE 

YNVES1DGQPGAFTCYLDAGLA 

RTTTGNKVFGALKGAVDGGLS 

YPLTVPKRFPWF/DDS*KPRNLI 

AEVHRKPHPWAQNVARLHAPT 

LMEEDYEDAYYKKQFVRQYVKN 

SVT\PDMM\EEMY\K.KAHAAIRE 

ESSSMEKKAQGKKFKK.K.RWNR 

P\KMSLAQKKDRVAQKKASFL 

RAQERGC 




60521 


— 


30341 





2043 




30158 


60526 


A 


30342 


390 


1180 




30159 


60527 


A 


30343 


2 


649 




30160 


60528 


A 


30344 


1 


1929 




30161 


60529 


A 


30345 


I 


773 




30162 


60530 


A 


30346 


3 


484 


NSSCRDPGY/CP1IVSLNSS*GSL 
LQDMPGPSKV1SEILATRGAVNI 
TTVAYKSAV1LSFTTASAVSLSS 
RNVIGPLFASQPSFTIHFSLFSHN 
GSAPLNAPDMANCFGLTALTSS 
LDERLFSRNSAGSCCGIRNCFIS 
TLPPNTSTLTSVNSKGSSSVHG 


30163 


60531 


B 


30347 




2775 




30164 


60532 


A 


30348 


1 


1386 




30165 


60533 


A 


30349 


439 


555 




30166 


60534 


A 


30350 


1 


1785 




30167 


60535 


A 


30351 


100 


488 


IALASSHCTANARFRITRCRTK/ 

EQRYALSQAKSIADELMTGCTN 

FAFSGKPGTGKNHLAALSGIAC 

WKTFLMN L AS ARDEKRA V VLH 

Q1VDRRTASMRSVGMLTNLNY 

EAMKTLLGERIMDRMTMNGG 

RW 


30168 


60536 


A 


30352 


1 


786 




30169 


60537 


A 


30353 


1 


288 




30170 


60538 


A 


30354 


711 


953 
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SEQ1I) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 






== 


^ 


====== 








30172 


— 

60540 




A 


3035 

— — 


— 

1 35 




— 

115 

— 


orUSVUA^J\UUAU\rtL Uric 

NIARRADYGSHDHERRAM 


J 


60541 


— 












60542 


— 


— — 


1TB 


7561 




— — 


— — 


— 


— — — 


501 


— 







— — 

— 







^— — 

— — 


— 

— 


602 

— — 


SPPASWR**1PPAGFFT 


30177 






— 3 — ^ 












6^7 








■j 


TT79 










30363 




1215 




30180 


60548 


A 


30364 


1282 


1657 




30181 


60549 


A 


30365 


388 


804 




30182 


60550 


A 


30366 


1328 


1978 


















30184 


60552 


A 


30368 


291 


303 


RVRRMMYTVTLYSFSTOKNTY 
I*E*E*G*GWRHHIFLG*MKCFS 
SRVILVLTSHDSSQSSLQTVSLL 
LLSSFALDPSSTMLTTEESVE 


30185 


6055j 


A 


j0369 


284 


4jj 


PVBBMMVTVTI VWQAMl'MTV 
Iv V lYtvlVllVl I 1 V J Li I jro/\IN.NJN 1 I 

1 r. -D ulu wivnnjr tvu 1 ivi/jvi^ri 
FND*SWP 


"(H86 — 


60554 


— 


30370 


290" 


425 


RVRRMMYTVTLSSFS ANKNTY 1 
*E*E*GLGWRHH1FLG*IQHFNR 


30187 


60555 


A 


30371 


842 


905 




30188 


60556 


A 


30372 


784 


3453 




30189 


60557 


A 


30373 


1 


209 




30190 


60558 


A 


30374 


36 


412 


ESEVLGPRSLPTWVPSPSGSLGP 
RGGRGGCILRPSRGGRGRHGPT 
KAGPWSPESRGR*DWKARGPP 
APSRGSPSRARARRGGSGGGPA 
DEPGLQGRTRRPALSSRTSAPD 
PGRVVERSGRFRSES 


30191 


60559 


A 


30375 


1 


340 




30192 


60560 


A 


30376 


2 


3336 






W^> — 







22 





















3Q | 95 


60563 




30379 


220 


403 


CLSTVFFLCITLVSECWSLF*SH 
MHVLLPRNRKEKL1EIFRTQTY 
DVNAYKASAHRNSGPG 


— — — — 


— — 


- — 


— — 


— 


— 






— — 


— 


30381 







— — 






60566 


— 


30382 




3455 




30199 


60567 


— 


30383 


85 


2695 




30200 


60568 


A 


30384 


69 


303 




30201 


60569 


A 


30385 


1 


951 




30202 


60570 


A 


30386 




4749 




30203 


60571 


A 


30387 


176 


1553 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30204 


60572 


A 


30388 


1 


425 


MDQIISLFGRPDHVAYDIRSLRN 
KANPDDTFEAQLFYGDLKAIVK 
TSHLVKIDYPKF1VHGKKGSF1K 
YG1DQQETSLKANIMPGEPGFA 
ADDSVGVLEYVNDEGVTVREE 
MKPEMGDYG/PRL*CVVSNHHP 
RCAKLRQGI 


30205 


60573 


A 


30389 


3 


1890 


PSQPLLWFAGRPRGRDTGCPRC 

KQNSTCIAAVKMEGPLSVFGDR 

STGETIRSQNDKESFNEQKTCRI 

*RK.RLV*LYEVAEHEIVMAAAS 

IANIVKSSLGPVGLDKMLWDDI 

GDVTITNDGATILKLLEVEHPA 

AKVLCELADLQDKEVGDGTTS 

VVIIAAELLKNADELVKQEIHPT 

SVISGY\RLA\CKEAVR\YINENP 

NLLTQDELGRDCL1NAAKTSMS 

S\Q11G1NGDFFANMVVDAVLAI 

KYTDIRGQPRYPVN SVNILKAH 

GRSQMESMLMSGYALNCVVGS 

QGMPKR1VNAKIACLDFSLQKT 

KMKLGVQVVITDPEKLDQ1RQR 

ESDITKERIQKILATGANVILTT 

GGIDDMCLKYFVEAGAMAVRR 

VLKRDLKR1AKASGATILST\LA\ 

NLEGEETFEAAMLGQA\EEVVQ 

ERICDDEL1L1KSTKA\RTSAS1IS 

RVPIDSMCDEMERSL\HDALC\V 

VK\RVLESK\SVVPR\GGAVEAA 

LSIY\LENYA\TSMGSREQLAIAR 

VCKITLWLFPNTLSS*CLPRDST 

DLVLQNLRAF\HNEAQV\NPER\ 

KNLKW1GLDLSNGTPRDNKQA 

GVFEPTIVKVRGLNFATEAAIT\I 

LRIDDLIKLHPESKDDKH/G/GS 

YEDAVHSGALND 


3Q206 


60574 




30390" 




975 




^ Q207 


60575 


— 


30391 




2577 




3Q208 


60576 


— 


30392 




3126 




30209 


60577 


— 


30391 








3 q 2 |^ 


60578 


— 


30394 




5o~8~2" 






60579 


— 


30395 




915 






60580 


— 


30396 




Wfi 




30213 - 


60581 


— 


30397 








30214~~ 


60582 


— 


3039g 




2454 




3Q2]5 


60583 


— 


30399 


89 


2533 




30216 


60584 


B 


30400 




4083 




30217 


60585 


B 


30401 




1725 




30218 


60586 


C 


30402 


127 


345 




30219 


60587 


A 


30403 




597 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30220 


60588 


A 


30404 


3 


3386 


MPATASAGVPATVSEKQEFYQ 
LLKNLINPSCMVRRQAEEIYENI 
PGLCKTTFLLDAVRNRRAGYE 
VRQMAAALLRRLLSSGFEEVYP 
NLPADVQRDVKIEL1LAVKLET 
HASMRKKLCDIFAVLAVRNLID 
EDGTNHWPEGLKFLIDSIYSTN 
VALWEVALHVFWHFPGIFGTQ 
ERHDLDIIKRLLDQCIQDQDHP 
AIKTLSARAAAAFVLANENNIA 
LFKDFADLLPGILQAVNDSCYQ 
DDDSVLESLVEIADT 


30221 


60589 


A 


30405 


1 


1695 




30222 


60590 


A 


30406 


1126 


1355 




30223 


60591 


A 


30407 


1 


1610 


MGSRCLNPPPPAHSDTTGKDSF 

GNIRGAETGQGASACSVTSARV 

TCGAGSEPHSHRNPGISAQVGL 

APSYGAARGRRRPLALQQSPQE 

RRHVGWNSTRGLLPASLPGTAS 

SQSASATASAALPLKVTGPLAR 

NPTPPWTAAAALATRGQRPEK 

GLFPGPAPFSLGKRKRGRGRTW 

ERRRRVS1ETSTCFRPGCERLGA 

AAGANLSQLASSQRPLRERWV 

LYT1IMAAAGAPDGMEEPGMD 

TEAETVATEAPARPVNCLEAEA 

AAGAAAEDSGAARGSLQPAPA 

QPPGDPAAQASVSNGEDAGGG 

AGRELVDLKIIWNKTKHDVKFP 

LDSTGSELKQK1HSITGLPPAMQ 

K.VMYKGLVPEDKTLRE1KVTS 

GAK1MVVGSTINDVLAVNTPK 

DAAQQDAKAEENKKEPLCRQK 

QHRKVLDKGKPEDVMPSVKGA 

l^tKJLr 1 VrLaOMYNIS.S'jtjrvVK 

LTFKLEQDQLWIGTKERTEKLP 
MGS1K\NVV\SDPI\EGHEDYHN 
DG RFQL APTEA\S Y YWV Y WV P 
TQYVDAIKADTVLGKWQYF 


30224 


60592 


A 


30408 


71 


415 


WLFPPNPPVFRGQHPRQGLGPP 

oa a nt?p a \r\n f^i t a \/\/ 
oAALitvivAlVllS.N.K.b V VLLLLAV V 

LVLVIVGLCLW/LPSASKEPDN 
HVYTRATVAADAKQCSEIGRKA 
AEVINAREVAPSVAFASMFNSS 
EQSQKAL 


30225 


60593 


A 


30409 


562 


2376 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L'nknown, 
*=Stop codon, /=possible nucleotide 


30226 


60594 


A 


30410 


604 


2475 


RQREVTRSPPERSGLRVLQLFPP 
NPPVFRGQHPRQGLGPPSAAGR 
RAMKKKLVVLGLLAVVLVLVI 
VGLCLWLPSASK.EPDNHVYTR 
AAVAADAKQCSK1GRDALRDG 
GSAVDAAIAALLCVGLMNAHS 
MGIGGGLFLTIYNSTTRKAEVIN 
AREVAPRLAFATMFNSSEQSQK 
GGLSVAVPGEIEGYELAHQRHG 
RLPWARL FQPSIQLARQGFPVG 
KGLAAALENKRTVIEQQPVLCE 
VFCRDRKVLREG ERLTLPQL AD 
TYETLAIEGAQAFYNGSLTAQI 
VK.DIQA AGGI VTA EDLNN YRA 
EL1EHPLNISLGDAVLYMPSAPL 
SGPVLALILN1LKGYNFSRESVE 
SPEQKGLTYHR1VEAFRFAYAK 
RTLLGDPK.FVDVTEASSGVSA\ 
VVRNMTSEFFAAQLRAQISDDT 
THPISYYKPEFYTPDDGGTAHL 
SVVAEDGSAVSATSTINLYFGS 
KVRSPVSGILFNNEMDDFSSPSI 
TNEFGVPPSPANFIQPGKQPLSS 
MCPT1MVGQDGQVRMVVGAA 
GG TQITTATALAI1YNLWFGYD 
VKRAVEEPRLHNQLLPNVTTVE 
RNIDQAVTAALETRHHHTQIAS 
TFIAVVQA1VRTAGGWAAASDS 
RKGGEPAGY 












342 


GRTLVPHGGLPHHYLVQCEWL 
PGTS*AEFPVVHLPAFVARARG 
ADRQHHGPFLPLCHLHPARPRR 
EDLHRKSPGEPNPIEHHRSSGPG 
CRRI 


30228 


60596 


A 


30412 


1 


910 


MLFRPALGSRQVVRNMTSEFF 

AAQLRAQ1SDDTTHPISYYKPEF 

YTPVDGGTAHLSVVAEDGSAV 

STTSTINL YFGSKV RSP V SEILFN 

DEMDDFSSPNITNEFGVPPSPAN 

FIQPGMGWR\KQPLSSMCPTIM 

VGQDGQVRMVVGAAGGTQITT 

ATALICVTAFLPGRAHPAQPPS 

HADHTPMPQAIIYNLWFGYDV 

KRAVEEPRLHNQLLPNVTTVER 

NIDQA VTA ALETRHHHTQIA ST 

F1AVVQAIVHTAGGWAAASDS 

RKGGAYRILSALQEDKADKQS 

RDKILTRTRKGTLGDWLPM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30229 


60597 


A 


30413 


110 


868 


DLCPLPTLPPHLLRPALG SRQ V 
VRNMTSEFFSAQLRAQISDDTT 
HPISYYKPEFYMPDDGGTAHLS 
VVAEDGSAVSATST1NLYFGSK 
VRSPVSGILLNNEMDDFSSTSIT 
NE\LGVPPSPANFIQPGKQPLSS 
MCPTIMVGQDGQVRMVVGAA 
GGTQITMATALAIIYQPSWFGY 
DVKRAVEEPRLFTNQL\LPNVTT 
VERNIDQAVTAA1AETRHHHTQ 
I ASTF1 A V VQ A I VRTAG G WAA A 
SDSRKGGEPAGY 


30230 


60598 


A 


30414 


1 


1626 




30231 


60599 


A 


30415 


171 


2097 


PSGEREGCLIRESLKKILWLQAS 

AECEGDPGYFLSYFHQILLSFV 

ANTPRQGLGPPSAAGRRAMKK 

KLVVLGLLAVVLELVIVGLCL 

WLPSASKEPDNHVYTRAAVAA 

DAMLCSKIGRDALRDGGSAVD 

AAIAALLCVGLMNAHSMGIGG 

GLFLTIYNSTTRK\AEVINAREV 

APRLAFATMFNSSEQSQKGGLS 

VAVPGEIRGVYELAHQRHGRLP 

WARLFQPSIQLARQGFPVGKGL 

AAALENKRTVIEQQPVLCEVFC 

RDRKVLREGERLTLPQLADTYE 

TLA1EGAQAFYNGSLTAQIVKDI 

QAAGG1VTAEDLNNYRAEL1EH 

PLN1SLGDAVLYMPSAPLSGPV 

LALULNILKGYNFSRESVESPEQ 

KGLTYHRIWEVFRFAYAKRTL 

LGDPKFVDVTEASSGVSAWVR 

NMTSEFFAAQLRAQISDDTTHPI 

SYYKPEFYTPDDGGTAHLSVV 

AEDGSAVSATS\TINLYFGSKVR 

SPVSG\ILFNNEMGDLSSPS1\TN 

EFGAPPSPANF1QPGKQPLLSMC 

LTIMVGQDGQVRMVVGAAGG 

TQITTDTALAIIYN\LCFGYDVK 

RAVEEPRLHNKLLPNVTTVERN 

IDQAVTAALETRHHHTQIASTFI 

AVVQAIVRTAGGWAAASDSRK 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30232 


60600 


A 


30416 


645 


2571 


GRPRLFPQLFPPNPPVFRGQHPR 

QGLGPPSAAGRRAMKKKLVVL 

GLLAVVLVLVIVGLCLWLPSAS 

KEPDNHVYTARAAVAADAKQC 

SEIGRVLVGGPAYLLLLGKAEV 

INAREVAPRLAFASMFNSSEQS 

QK.GGLS V A VPGEIRG YEL A HQ 

RHGRLPWARLFQPSIQLARQGF 

PVGKGLAAVLENKRTVIEQQPV 

LWYVCGKVLREGERLTLPRLA 

DTYEMLAIEGAQAFYNGSLMA 

Q1VKDIQAAGGIVTAEDLNNYR 

AELI EHPLNISLGDA VL YMPS A 

RLSGPVLALILNILKGYNFSRES 

VETPEQKGLTYHRIVEAFRFAY 

AKRTLLGDPKFVDVTENSIAGL 

LCARMDSPALGSRQVVRNMTS 

EFFAAQLRSQ1SDHTTHP1SYYK 

PEFYTPDDGGTAHLSVVAEDGS 

AVSATSTINLYFGSKVCSPVSGI 

L FNN EMDDFSS\PA FTNEFG APP 

SPANFIQPGKQPLLSMCLTIMV 

GQDGQVRMVVGAAGGTQITTD 

TALPPSHADHTPMPQAIIYNLW 

FGYDVKRAVEEPRLHNKLLPN 

VTTVERN I DQA VTAALETRHH 

HTQI A STF1 A VVQAIVRTAGG W 

AAALDSRKVPTPGAGFWEGLV 

EVGWWEAV1TAQHLDITRGTG 


30233 


60601 


A 


30417 


5 


439 




30234 


60602 


A 


30418 


1 


423 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30235 


60603 


A 

— 


30419 


97 




2012 

— 


WADEETWLCLPHLPVFSPTAHL 

PLLSSTPFSSLLPFISTPHPRGFA 

LPLPPSARLYLELRKLPATLPWS 

SVTDTGSYLSGRRERGGEGEGP 

GRRVRVADHGFALPRTGPQGS 

EEELANMQGLWERLERAVSRL 

ESL\SAESHRPPGN\CGEVNGVI 

A\GVAPSRGKPLHKLMDSMVA 

EFVLKNSRILSGDVETLAEIVHS 

AFQAQRAFLLMASQYQQPHEN 

DV\AALLKP\ISEKI\KEIQTFQRE 

/RTRGSNMFNHLSAVSE*IPCPL 

DGIAVSPKPG\PY\VKEMND\AA 

TFYT\NRVLKD*KQSDLRHVDW 

V K. S YLN I WS ELQ A Y I RLE H HTTG 

LTWE/SKTGPV\ASTVS\AFSVLS 

SG A WGFPPPPPPLPPPG\PPSTFS 

EEWKGKKEESSPSRXSALFAQL 

N/QGEKA1TKGLRHVT\DDQKT 

YKNPSLRAQGGQTQSPTKSHTP 

SPTSPKSYPSQKHAPVLELEGK 

KWRVEYQEDRIDLVISETELKQ 

VAYIFKCEKST1Q1KGKVNSIIID 

NCKKLGLVFDNVVGIVEVINSQ 

D1Q1QVMG\RVP 11 SANK TEGCH 

IYLSEDALDCEIYVSAKS1WKWN 

1LYPPQGWVD\YREFPHFP\EQF 

KTS/AWDGS\KLITEP\AEIMALT 

SLRDRTPSPESPS1KTNKKAAVK 


3Q236 


60604 




30420 








30237 


60605 


B 


30421 


390 


851 




30238 


60606 


B 


30422 


136 


603 




30239 


60607 


B 


30423 


1 


2190 




30240 


60608 


A 


30424 


82 


242 




30241 


60609 


A 


30425 


1 


330 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


30242 


60610 


A 


30426 


215 


1984 


LLLVVTMSNNGLDIQDKPPAPP 

MRNTSTMIGAGSKDAGTLNHG 

SKPLPPNPEEKKKKDRFYRSILP 

G D KTNK K KEKERPEISLPSDFE 

MTIHVGFDAVTGEFTGMPEQW 

ARLLQTSNITKSEQKKNPQAVL 

DVLEFYNSKKTSNSQKYMSFTS 

GDKSAHGYIAAHPSSTKTASEP 

PLAPPVSEEEDEEEEEEEDENEP 

PPVIAPRPEHTKSIYTRSVVESIA 

SPAVPNKEVTPPSAENANSSTL 

YRNTDRQRKKSKMTDEEILEKL 

RSIVSVGDPKKKYTRFEKIGQG 

P\SGTVYTAMDVATGQEVAIKQ 

MM LQQQPKKELIINEIL VMREN 

KNPN1VNYLDSYLVGDELWVV 

MEYLAGGSLTDVVTETCMDEG 

QIAAVCRECLQALEFLHSNQVI 

HRDIKSDYNILLGMDGSVKLTDF 

GFCAQITPEQSKLSTHG*GTPY 

W\M\APEVVDTERAYGPK/VLDI 

W\SLG 1M AIEM 1 EG EPP YLNENP 

LRALYLIATNGTPELQNPEKIAS 

AIFRYDFLYNRCLEMDVEKRGFS/ 

SKELLQHQFLKIGQAPSPSLTPH 

*LLQPKEATKEQSPKTHTHPQP 

HCAQAFCEINAHFRNSNS 




60611 


— — 


30427 





337 




30244 


60612 


A 


30428 


1 


1644 




30245 


60613 


A 


30429 


1 


330 




30246 


60614 


A 


30430 


169 


440 




30247 


60615 


A 


30431 


1 


1689 
















GHAWQLAS1WLLCLLWPAVPL 
NCLSSYGWTLWWRIALVGA*R 
SLAPSRGSWSTQARPLKQRRTK 
WCGKSWCLSGTSEPLSHWPRL 
RSW 














RTDTYHLEDSKEQSGNRAGSG 
GWL*SCAE/GRRVALKSWPGRT 
GMSGTRRVTASSRGTSWYCGG 
SAGRSSTPPTGRACSPGSFSSPE 
PQPPG PSAAGSS VSGQLGPCGG 


30250 


60618 


A 


30434 


1 


1772 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


30251 


60619 


A 


30436 




2607 


MLTMSVTLSPLRSQDLDPMAT 

DASPMAINMTPTVEQGEGEEA 

MKDMDSDQQYEKPPPLHTGAD 

WKIVLHLPEIETWLRMTSERVR 

DLTYSVQQDSDSKHVDVHLVQ 

LKDICEDISDHVEQIHALLETEF 

SLKLLSYSVNV1VDIHAVQLLW 

HQLRVSVLVLRERILQGLQDAN 

GNYTRQTDILQAFSEETKEGRL 

DSLTEVDDSGQLTI KCSQNYLS 

LDCGITAFELSDYSPSEDLLSGL 

GDMTSSQVKTKPFDSWSYSEM 

EKEFPELIRSVGLLTVAADS1ST 

NGSEAVTEEVSQVSLSVDDKG 

GCEEDNASAVEEQPGLTLGVSS 

SSGEALTNAAQPSSETVQQESS 

SSSHHDAKNQQPVPCENATPKR 

TIRDCFNYNEDSPTQPTLPKRGL 

FLKEETFKNDLKGNGGKRQMV 

DLKPEMSRSTPSLVDPPDRSK.L 

CLVLQSSYPNSPSAASQSYECL 

HKVGNGNLENTVKFHIKEISSS 

LGRLNDCYKEKSRLKKPHKTSE 

E VPPCRTPKRGTG SG KQAKNT 

KSSAVPNGELSYTSKAIEGPQT 

NSASTSSLEPCNQRSWNAKLQL 

QSETSSSPAFTQSSESSVGSDNI 

MSPVPLLSKHKSKKGQASSPSH 

VTRNG E V VEA WYG S DE YLALP 

S H LKQTE VL ALKLEN LTKLLPQ 

KPRGET1QNIDDWELSEMNSDS 

EIYPTYHVKKKHTRLGRVSPSS 




60620 


- — 


30437 




1983 




3Q2g3 


60621 


- — 


30438 




702 




3Q2g ^ 


60622 


- — 


30431) 




936 




3Q255 


60621 


- — 


30440 




1494 




3Q256 


60624 


- — 


30441 




921 




30257 


60625 




30442 




3342 




3 ^ 2g g 




^ — 






1072 






60627 




30444 




371 1 




3Q260 


60628 


- — 


30445 


15 


674 




30261 — 


6^630 


- — 


3^417 




2127 




3Q262 




- — 






3132 




3Q263 


60631 


- — 


30448 


— 


438 




->Q254 


60632 


- — 


30449 








3Q265 


60633 


- — 


30450 




1425 




30266 


60634 


B 


30451 


84 


1954 




30267 


60635 


B 


30452 




1419 




30268 


60636 


B 


30453 


130 


1615 




30269 


60637 


B 


30454 




1794 




30270 


60638 


B 


30455 




3255 
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SEQ Il> NO 
of peptide 
sequence 



SEQ ID NO: 

USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino 
of peptide sequence 



10 acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




60690 


- — 


30507 




906 




3Q323 


60691 


- — 


3^0508^ 




2865 




3Q324 


60692 


- — 


3050<j 


45 


820 

— 









- — 


305T0 








3Q326 


60694 


^ — 


305T1 


— 


410 




3Q327 


60695 


- — 


305T2 





840 




3Q328 


60696 


- — 


30513 




945 




3Q329 


60697 


- — 


305U 




2~Tbl 




3Q3 30 


— — — 


— 


305H 




2457 




— — 


60699 


— 


305T6 




TT56 




l0332~~ 


60700 


— 


305T7 


— 


4677 




30333 — 


60701 


- — 


30518 


— 


964 




3Q334 


60702 


— 


30519 





4521 




3Q33g 


60703 




30520^ 




2460 




3Q336 


60704 


- — 


30521 




7854 




^ Q337 


60701 


- — 


31)52? 




7367 






— — 


- — 


— — ^ 


— 


— 






60707 


- — 


3^0521 


— 


7786 




30340 - 
^ — 


60708 

— — 


— 
- — 


3(5521 

— — 


1169^ 




7443 

— 


















3Q342 


607l0 


— 


30527 


— 


7260 




— 


— — 


— 





270 

z 


— 




;' Q344 
—4 — 


60772 


— 


Jo^9 




— 

— — 






— — 


— 


— — 










— — 


— 


^0531 




483~i 






60715 


— 





— 


7591 






— — 


— 


— — 





efTT 






60777 


— 


30531 




3573 






60778 


- — 


30531 


— 


766i 




— — — 


60719 


— 


6 


Tbl 


2667 




3Q352 


— 2fJ 


— 


30537 





7692 




3Q353 


60721 




30531 


— 


— 






60722 


— 


30539 




1791 






60723 


— 


30540 


251 


7207 




3Q356 


60724 


— 


30541 


■j 


7491 






60725 


— 


30542 




4021 




30358 


60726 


B 


30543 




3316 




30359 


60727 


B 


30544 




1342 




30360 


60728 


B 


30545 


91 


810 




30361 


60729 


B 


30546 


17 


489 




30362 


60730 


A 


30547 




504 


MGGSNRSAEAWKLANGINIIVA 
TSGRLLDHMQNTPGFMYKNLQ 
CLVIDEADRJLDVGFEEELKQII 
KLLLTHRQTMLFSATQTQKVE 
DL ARI SLKKEP/L Y VG DDDDNA 
NETVFG\TLLCTDVAARGLDITE 
VDCIVQYDPPDDPKEYIHSVGR 
TARGLNGRENWVFFAT 


30363 


60731 


A 


30548 




2676 




30364 


60732 


B 


30549 


1 


1071 




30365 


60733 


A 


30550 


1 


348 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


30366 


60734 


A 


30551 


1 


711 


MAEIQHICTIRPLLEGRDLLAAV 
KTGSGKTLAVLIPAIELVVKLKF 
MPRNGTGVLILSPTRQLAMQTF 
GVLKELMTHHVHTYGLIIGGSN 
RSAEAQKLANGINIIVVTPGRLL 
DHTQNTPGFMYKNLQVEDLAR 
ISPKKEPLYVGVDEDKANATVD 
GLEQGH F VCPSEKRYLLLFTFL 
KKNQKKKLMVFFSACMSVKYP 
YGLLKYIDL/PVLAIHGKQKQN 
KHTTTFF*YCNADSGTLL 














V TF Y S SEH SN PCH KN L RKARRK 
DTKRIILKW*HTLV*GRDI*N*NI 
I1TRNTRYSLLCPWATKKLKAC 
FISQK*KRDVIERNSAQCLQPKS 
IYTLVR*VQILKSTK1LL 


30368 


60736 


A 


30553 


188 


2188 


KFQGASNLTLSETQNGDVSEET 

MGSRKVKKSKQK.PMNVGLSET 

QNGGMSQEAVGN1KVTKSPQK 

STVLTNGEAAMQSSNSESKGK 

MKKKRKMVNDAEPDTKKAKT 

ENKGKSEEESAETTKETENNVE 

KPDNDEDESEVPSLPLGLTGAF 

EDTSFASLCNLVNENTLKAIKE 

MGFTNMTE1QHKSIRPLLEGRD 

LLAAAKTGSGKTLAFLIPAVELI 

WKLRFMPRNGTGVLILSPYTRE 

LAMQTFGVLKELMTHHVHTYG 

L1MGGSNRSAEAQKLGNGINIIV 

ATPGRLLDHMQNTPGFMYKNL 

QCLV1DEADRILDVGFEEELKQI 

IKLLPTRRQTMLFSATQTRKVE 

DLAR1SLKKEPLYVGVDDDKA 

NATVDGLEQGYVWCPSEKRFL 

LLFTFLKKN RKKKLM VFFSSC M 

SVKYHYELLNYIDLPVLAIHGK 

QKQNKRTT\TFFQFCNADSG\TL 

LCT\D V\A ARGLD I PE VDWI VQ Y 

DPPDDPKEYI\HRVG*EQPEGLN 

GEEGHALASFLRPRKDLGFFFR 

LL* KHSKGFPLSGI WTFS W/SLK 

ISDIQFSAWRNWIGKVITFLHKS 

A\QEAYKSY1TEPMDSPFL*NRS 

FNWNNLNLASGLLCQFGFKWP 

PFVDLNVNSNEGKQKKRGGGG 

GFGLPRKTQEKLEKS\KIF*TH* 

ARKSSGQAGQFSH 
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WHAT IS CLAIMED IS: 

1 . An isolated polynucleotide comprising a nucleotide sequence selected from the group 
consisting of SEQ ID NO: 1 -30368, a mature protein coding portion of SEQ ID NO: 1 -30368, an 
active domain of SEQ ID NO: 1-30368, and complementary sequences thereof. 

5 

2. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide hybridizes to the polynucleotide of claim 1 under stringent hybridization 
conditions. 

10 3. An isolated polynucleotide encoding a polypeptide with biological activity, wherein said 
polynucleotide has greater than about 90% sequence identity with the polynucleotide of claim 1 . 

4. The polynucleotide of claim 1 wherein said polynucleotide is DNA. 

15 5. An isolated polynucleotide of claim 1 wherein said polynucleotide comprises the 
complementary sequences. 

6. A vector comprising the polynucleotide of claim 1 . 
20 7. An expression vector comprising the polynucleotide of claim 1 . 

8. A host cell genetically engineered to comprise the polynucleotide of claim 1 . 

9. A host cell genetically engineered to comprise the polynucleotide of claim 1 operatively 
25 associated with a regulatory sequence that modulates expression of the polynucleotide in the host 

cell. 

1 0. An isolated polypeptide, wherein the polypeptide is selected from the group consisting of: 

(a) a polypeptide encoded by any one of the polynucleotides of claim 1 ; and 
30 (b) a polypeptide encoded by a polynucleotide hybridizing under stringent 

conditions with any one of SEQ ID NO: 1 -30368. 

11. A composition comprising the polypeptide of claim 1 0 and a carrier. 
35 12. An antibody directed against the polypeptide of claim 1 0. 
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13. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polynucleotide of claim 1 for a period sufficient to form the complex; and 
5 b) detecting the complex, so that if a complex is detected, the polynucleotide 

of claim 1 is detected. 

14. A method for detecting the polynucleotide of claim 1 in a sample, comprising: 

a) contacting the sample under stringent hybridization conditions with 
1 0 nucleic acid primers that anneal to the polynucleotide of claim 1 under such conditions; 

b) amplifying a product comprising at least a portion of the polynucleotide of 

claim 1 ; and 

c) detecting said product and thereby the polynucleotide of claim 1 in the 

1 5 sample. 

15. The method of claim 14, wherein the polynucleotide is an RNA molecule and the method 
further comprises reverse transcribing an annealed RNA molecule into a cDNA polynucleotide. 

20 16. A method for detecting the polypeptide of claim 10 in a sample, comprising: 

a) contacting the sample with a compound that binds to and forms a complex 
with the polypeptide under conditions and for a period sufficient to form the complex; and 

b) detecting formation of the complex, so that if a complex formation is 
detected, the polypeptide of claim 1 0 is detected. 

25 

1 7. A method for identifying a compound that binds to the polypeptide of claim 1 0, 
comprising: 

a) contacting the compound with the polypeptide of claim 10 under 
conditions sufficient to form a polypeptide/compound complex; and 
30 b) detecting the complex, so that if the polypeptide/compound complex is 

detected, a compound that binds to the polypeptide of claim 10 is identified. 

1 8. A method for identifying a compound that binds to the polypeptide of claim 1 0, 
comprising: 
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a) contacting the compound with the polypeptide of claim 10, in a cell, under 
conditions sufficient to form a polypeptide/compound complex, wherein the complex drives 
expression of a reporter gene sequence in the cell; and 

b) detecting the complex by detecting reporter gene sequence expression, so 
5 that if the polypeptide/compound complex is detected, a compound that binds to the polypeptide 

of claim 1 0 is identified. 

1 9. A method of producing the polypeptide of claim 1 0, comprising, 

a) culturing a host cell comprising a polynucleotide sequence selected from 
1 0 the group consisting of a polynucleotide sequence of SEQ ID NO: 1 -30368, a mature protein 
coding portion of SEQ ID NO: 1-30368, an active domain of SEQ ID NO: 1-30368, 
complementary sequences thereof and a polynucleotide sequence hybridizing under stringent 
conditions to SEQ ID NO: 1-30368, under conditions sufficient to express the polypeptide in 
said cell; and 

1 5 b) isolating the polypeptide from the cell culture or cells of step (a). 

20. An isolated polypeptide comprising an amino acid sequence selected from the group 
consisting of SEQ ID NO: 30369-60736, the mature protein portion thereof, or the active domain 
thereof. 

20 

2 1 The polypeptide of claim 20 wherein the polypeptide is provided on a polypeptide array. 

22. A collection of polynucleotides, wherein the collection comprises the sequence 
information of at least one of SEQ ID NO: 1-30368. 
25 23. The collection of claim 22, wherein the collection is provided on a nucleic acid array. 

24. The collection of claim 23, wherein the array detects full-matches to any one of the 
polynucleotides in the collection. 

30 25. The collection of claim 23, wherein the array detects mismatches to any one of the 
polynucleotides in the collection. 

26. The collection of claim 22, wherein the collection is provided in a computer-readable 
format. 

35 



3873 



WO 01/075067 PCT/US01/08631 
27. A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising a polypeptide of claim 1 0 or 20 and a 
pharmaceutically acceptable carrier. 

28 A method of treatment comprising administering to a mammalian subject in need thereof 
a therapeutic amount of a composition comprising an antibody that specifically binds to a 
polypeptide of claim 10 or 20 and a pharmaceutically acceptable carrier. 



3874 



INTERNATIONAL SEARCH REPORT 


International application No. 
PCT/US01/08631 


A. CLASSIFICATION OF SUBJECT MATTER 

IPC(7) : C12N 15/00, 15/12 
USCL : 536/23.1, 23.5; 435/6, 320.1,325 
According to International Patent Classification (IPC) or to both national classification and IPC 


B. FIELDS SEARCHED 






by classification sym 


bols) 




U.S. : 536/23.1, 23.5; 435/6, 320.1, 325 








Documentation searched other than minimum documentation to the extent that such doc 
NONE 


umentx are included in the fields searched 


Electronic data base consulted during the international search (name of data base and, \ 
NONE 


vhere practicable, search terms used) 


C. DOCUMENTS CONSIDERED TO BE RELEVANT 


Category * 


Citation of document, with indication, where appropriate, of the relevant passages 


Relevant to claim No. 


X, P 
A 


Database Genbank, Accession No. AL 135937, 15 
particularly nucleotides 29925 through 30325. 


March 2001 (15.03.2001), 


1-8 

9, 19 


X 
A 


Database Genbank, Accession No. AA004350, HILLIER et al ., Generation and 
analyhsis of 280,000 Human Expressed Sequence Tags. Genome Res. 07 May 1997 
(07.05.1997), Vol. 6, No. 9, pages 807-828, 


1-8 
9, 19 


| | Further documents are listed in the continuation of Box C. 


[ 1 See patent family annex. 




» Special categories of cited documents: 

"A" document defining the general state of the art which is not considered to he 

*E" earlier application or patent published on or after the international filing date 

"L" document which may throw doubts on priority claim(s) or which is cited to 
establish the publication date of another citation or other special reason (as 

"0" document referring to an oral disclosure, use. exhibition or other means 
•P" document published prior to the international filing date but later than the 


T* later document published after the international filing dale or priority 
dale and not in conflict with the application but cited to understand the 
principle or theory underlying the invention 

"X" document of particular relevance; the claimed invention cannot be 

considered novel or cannot be considered to involve an inventive step 
when the document is taken aloie 

~Y" decumem f yai tkular i el c, llit uii i i micti carmot be 
being obvious to a person skilled in the art 


Date of the actual completion of the international search 
23 October 2001 (23.10.2001) 


Date of mailing of the international search report 


Name and mailing address of the ISA/US 

Commissioner of Patents and Trademarks 


Au^orizeioffiixi^ 
MSnZrme P. Allen 






Washington, D.C. 20231 
Facsimile No. (703)305-3230 


Telephone No. 703-308-0196 





Form PCT/ISA/210 (second sheet) (July 1998) 



INTERNATIONAL SEARCH REPORT International application No. 

PCT/US01/08631 

Box I Observations where certain claims were found unsearchable (Continuation of Item 1 of first sheet) 

This international report has not been established in respect of certain claims under Article 1 7(2)(a) for the following reasoi 

1. \^\ Claim Nos.: 

because they relate to subject matter not required to be searched by this Authority, namely: 



!. Q Claim Nos.: 

because they relate to parts of the international application that do not comply with the prescribed requirements to 
such an extent that no meaningful international search can be carried out, specifically: 



3. O Claim Nos.: 

because they are dependent claims and are not drafted in accordance with the second and third sentences of Rule 
6-4(a). 

Box n Observations where unity of invention is lacking (Continuation of Item 2 of first sheet) 

This International Searching Authority found multiple inventions in this international application, as follows: 
Please See Continuation Sheet 



1 . ( I As all required additional search fees were timely paid by the applicant, this international search report covers all 

searchable claims. 

2. 1 | As all searchable claims could be searched without effort justifying an additional fee, this Authority did not invite 

payment of any additional fee. 

3. | | As only some of the required additional search fees were timely paid by the applicant, this international search 

report covers only those claims for which fees were paid, specifically claims Nos.: 



No required additional search fees were timely paid by the applicant. Consequently, this international search report 
is restricted to the invention first mentioned in the claims; it is covered by claims Nos. : 1-9 and 19 with respect to 
SEQ ID NO: 1 



Remark on Protest | | The additional search fees were accompanied by the applicant's protest. 

[ | No protest accompanied the payment of additional search fees. 
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International application No. 
PCT/US01/08631 



BOX D. OBSERVATIONS WHERE UNITY OF INVENTION IS LACKING 

This application contains the following inventions or groups of inventions which are not so linked as to form a single general 
inventive concept under PCT Rule 13. 1 . In order for all inventions to be examined, the appropriate additional examination fees must 
be paid. 

Group I, claim(s) 1-9 and 19, drawn to polynucleotides. 
Group II, claim(s) 10-11, drawn to polypeptides. 
Group III, claim(s) 12, drawn to antibodies. 

Group IV, claim(s) 13- 15, drawn to methods of detecting polynucleotides. 

Group V, claim(s) 16, drawn to methods of detecting polypeptides. 

Group VI, claim(s) 17, drawn to a first method of identifying compounds that bind. 

Group VII, claim(s) 18, drawn to a second method of identifying compounds that bind. 

Group VIII, claim(s) 20-21, drawn to polypeptide arrays. 

Group IX, claim(s) 22-26, drawn to polynucleotide arrays. 

Group X, claim(s) 27, drawn to a method of treatment using a polypeptide. 

Group XI, claim(s) 28, drawn to a method of treatment using an antibody. 

In addition, each of the SEQ ID NOS. named in the groups is considered to be a separate invention and applicant must elect a single 
SEQ ID NO. or for Groups VIII and IX a specific combination of SEQ ID NOS. for searching. Due to the burden of search for 
sequences, only a single SEQ ID NO. or specific combination of SEQ ID NOS. for Groups VIII and IX is considered to meet unity of 
invention. 

The inventions listed as Groups I-XI do not relate to a single general inventive concept under PCT Rule 13.1 because, under PCT 
Rule 13.2, they lack the same or corresponding special technical features for the following reasons: Each of the products of Groups I- 
III, VIII, and IX differ structurally and functionally and thus lack the same or corresponding special technical feature. Each of the 
methods of Groups IV- VII, X and XI have different starting materials, method steps, and goals and thus lack the same or 
corresponding special technical feature. 

As each SEQ ID NO. does not appear to share a common core structure, they are considered to be structurally and functionally 
distinct invention. 

The number of inventions has been determined as follows: Each of groups I-XI is directed to 30368 SEQ ID NOS. As such, 30368 
SEQ ID NOS. X 1 1 groups results in 334048 inventions. 

If no additional fees are paid. Group I, claims 1-9 and 19, will be searched with respect to SEQ ID NO: 1 . If Group VIII is elected, 
the default polypeptide array is considered to be an array comprising all of SEQ ID NOS: 30369-60736. If Group IX is elected, the 
default polynucleotide array is considered to be an array comprising all of SEQ ID NOS: 1-30368. Applicant is advised that they 
should specifically identify each additional group and each additional SEQ ID NO. being paid for. With respect to Groups VIII and 
IX, applicant should specifically identify each subset of SEQ ID NOS. present on the arrays if additional combinations sire to be 
searched. 
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